File : AVI1000.DNA 

Range : 1 - 59816 Mode : Normal + Complementary 

Codon Table : Universal 



DVMRVAAFTSLLQI SVSA 
IWWGYPPSRRCFSSRCPR 
SGGDTRRRVDVSAPDVRV 



3' CCT AGG TGG TAG GCA TGC CGC CGC TTG CAG CTG TCT TCG ACC TAG CTG TGC CTG 
9 18 27 36 45 54 

5' GGA TCC ACC ATC CGT ACG GCG GCG AAC GTC GAC AGA AGC TGG ATC GAC ACG GAC 



GSTIRTAANVDRSWI DTD 
DPPSVRRRTSTEAGSTRT 
IHHPYGGERRQKLDRHGR 



RANNL SRRPPRGTVT TL S 
ARTT *RGGRRGGP SPP *R 
RARQEAVAEAAERHRHDV 



CGC GCG CGC AAC AAG TCG CTG GCG GAG CCG CCG GAG GGC CAC TGC CAC CAG TTG 
63 72 81 90 99 108 

GCG CGC GCG TTG TTC AGC GAC CGC CTC GGC GGC CTC CCG GTG ACG GTG GTC AAC 



ARALFSDRLGGLPVTVVN 
RARCSATASAASR*RWST 
ARVVQRPPRRPPGDGGQR 

ASAAPTASICKPAPRSRR 
RPRPRRRRSASRRPGRGG 
VRVRGADGLHVEARAAVA 



CTG CGC CTG CGC CGG CCG CAG CGG CTC TAC GTG AAG CCG CGC CCG GCG CTG GCG 
117 126 135 144 153 162 

GAC GCG GAC GCG GCC GGC GTC GCC GAG ATG CAC TTC GGC GCG GGC CGC GAC CGC 



DADAAGVAEMHFGAGRDR 
TRTRPASPRCTSARAATA 
RGRGRRRRDALRRGPRPP 



PVT I RRVRPVPMPL A S NM 
PCRSGG*GRCPCRCRAT* 
PAGHDE EGEARADAARQE 



GCC CCG TGG CAC TAG GAG GAG TGG GAG CCG TGC CCG TAG CCG TCG CGC GAC AAG 
171 180 189 198 207 216 

CGG GGC ACC GTG ATC CTC CTC ACC CTC GGC ACG GGC ATC GGC AGC GCG CTG TTC 



RGTVILLTLGTGIGSALF 
GAP*SSSPSARASAARCS 
GHRDPPHPRHGHRQRAVH 

SPARTGLVSSPWRSSWPW 
RRRGPGWCPAPGGRVGHG 
DVAGQDGVRLQAVEFEMA 



TAG CTG CCS CGG GAC CAG GGG TTG TGC CTC GAC CCG GTG GAG CTT GAG GTA CCG 



225 234 243' 252 261 ' 270 

ATC GAC GGC GCC CTG GTC CCC AAC ACG GAG CTG GGC CAC CTC GAA CTC CAT GGC 



IDGALVPNTELGHLELHG 
STAPWSPTRSWATSNSMA 
RRRPGPQHGAGPPRTPWP 

SASFRAELLALSSSSSLQ 
HRRSARRWCPWPPRPAS S 
MVGLLAGGALGPLVLLQA 

GTA CTG CGG CTC TTC GCG CGG AGG TCG TTC CGG TCC CTC CTG CTC CTC GAC TCG 
279 288 297 306 31 5 324 

CAT GAC GCC GAG AAG CGC GCC TCC AGC AAG GCC AGG GAG GAC GAG GAG CTG AGC 

HDAEKRASSKAREDEEL S 
MTPRSAPPARPGRTRS* A 
*RREARLQQGQGGRGAE L 

SCQARRTWFYRAWTSISN 
PASPGGRGSTGRGHRSAT 
PLVPGAADLLVEGMDLHQ 

ACC CTC GTG ACC CGG GCG GCG CAG GTC TTC ATG GAG CGG GTA CAG CTC TAC GAC 
333 342 351 360 369 378 

TGG GAG CAC TGG GCC CGC CGC GTC CAG AAG TAC CTC GCC CAT GTC GAG ATG CTG 

WEHWARRVQKYLAHVEML 
GSTGPAASRSTSPMSRCC 
GALGPPRPEVPRPCRDAV 

EGSSNMMPPPTLRLDWLN 
RGPAT**RRRPSGCTGCT 
EGRLQEDDAAPHAALGVL 

AAG AGG GGC CTC GAC AAG TAG TAG CCG CCG CCC CAC TCG GCG TTC AGG GTG TTC 
387 396 405 414 423 432 

TTC TCC CCG GAG CTG TTC ATC ATC GGC GGC GGG GTG AGC CGC AAG TCC CAC AAG 

FSPELFIIGGGVSRKSHK 
SPRSCSSSAAG*AASPTS 
LPGAVHHRRRGEPQVPQV 

RCRMSPMLASITGAWSCF 
GAG*RPC*PPSRGPGAAS 
EQVEDLADLRLDDRGLQL 

AAG GAC GTG GAG TAG CTC CCG TAG TTC CGC CTC TAG CAG GGC CGG GTC GAC GTC 
441 450 459 468 477 486 

TTC CTG CAC CTC ATC GAG GGC ATC AAG GCG GAG ATC GTC CCG GCC CAG CTG CAG 

FLHLIEGIKAEIVPAQLQ 
SCTSSRASRRRSSRPSCR 
PAPHRGHQGGDRP GPAAE 

L A ,„P I T PAAI R A A SF S P * A 
CRRSRRPPSAPPPSPRSP 



V V G P D" D P R R H P R R E L V A L 



TTG TTG CGG CCC TAG CAG CCC CGC CGC TAC GCC CGC CGC CTC TTC CTG CCG ATC 
495 504 513 522 531 540 

AAC AAC GCC GGG ATC GTC GGG GCG GCG ATG CGG GCG GCG GAG AAG GAC GGC TAG 



NNAGIVGAAMRAAEKDG* 
TTPGSSGRRCGRRRRTAR 
QRRDRRGGDAGGGE GRLG 

GRRRPSGSSLAQRRDGPG 
GAVGPHDLRCPRAATVQV 
GRSAPTIWVVPGPPP*RS 



CGG GGC GCT GCG GCC CCA CTA GGT CTG CTG TCC CGG ACC GCC GCC AGT GGA CCT 
549 558 567 576 585 594 

GCC CCG CGA CGC CGG GGT GAT CCA GAC GAC AGG GCC TGG CGG CGG TCA CCT GGA 



APRRRGDPDDRAWRRSPG 
PRDAGVIQTTGPGGGHLD 
PATPG* SRRQGLAAVTWT 

AAPRPGAPWCGSRGHP* S 
PPPGRGQPGAAPDETRDR 
RRRAAARRALLRI KRATV 



GGC CGC CGC CCG GCG CCG GGA CGC CCG GTC GTC GGC CTA GAA GGC ACG CCA GTG 
603 612 621 630 639 648 

CCG GCG GCG GGC CGC GGC CCT GCG GGC CAG CAG CCG GAT CTT CCG TGC GGT CAC 



PAAGRGPAGQQPDLPCGH 
RRRAAALRASSRI FRAVT 
GGGPRPCGPAAGS SVRSR 

SVPS*RGETCGGPRPPSP 
HSRRDADRRVAVRGPHRP 
ILGAILTGGYLWGAQTAL 



CTA CTC TGG CCG CTA GTC GCA GGG AGG CAT GTC GGT GGG CCG GAC CCA CCG CTC 
657 666 675 684 693 702 

GAT GAG ACC GGC GAT CAG CGT CCC TCC GTA CAG CCA CCC GGC CTG GGT GGC GAG 



DETGDQRPSVQPPGLGGE 
MRPAI SVPPYSHPAWVAR 
*DRRSASLRTATRPGWRG 

PSS G W * TDASGGAATPWR 
RHLAGDPTRRDGRRQRGG 
ATFLGMLHGGIGGGSDAV 



CCG CCA CTT CTC GGG GTA GTC CAC AGG CGG CTA GGG GGG CGG CGA CAG CCG GTG 
711 720 729 738 747 756 

GGC GGT GAA GAG CCC CAT CAG GTG TCC GCC GAT CCC CCC GCC GCT GTC GGC CAC 



GGEEPHQVSADPPAAVGH 
AV.KSPIRCPPIPPPLSAT 
R* RAP SGVRRSPRRCRPP 
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CWGWPSPSRYWWRRPRWT 
AGAGRRLRDTGGGARDGP 
PVLGVAFAIPVVVPATAL 



GCC GTG GTC GGG GTG CCG CTT CCG CTA GCC ATG GTG GTG GCC GCG CCA GCG GTC 
765 774 783 792 801 810 

CGG CAC CAG CCC CAC GGC GAA GGC GAT CGG TAC CAC CAC CGG CGC GGT CGC CAG 



RHQPHGEGDRYHHRRGRQ 
GTSPTAKAIGTTT GAVAR 
APAPRRRRSVPPPARSPG 

AGACGCRR*SACPCSCCA 
RGQAGVGGDPRVRA PVAR 
DGRRVWVATLVCVPLFLV 



CAG CGG GGA CGC GTG GGT GTG GCG GCA GTC CTG CGT GTG CCC GTC CTT GTC GTG 
819 828 837 846 855 864 

GTC GCC CCT GCG CAC CCA CAC CGC CGT CAG GAC GCA CAC GGG CAG GAA CAG CAC 



VAPAHPHRRQDAHGQEQH 
SPLRTHTAVRTHTGRNST 
RPCAPTPPSGRTRAGTAR 

TCRSRRGSCCRTSTASCS 
QVAHAVVRVAALRPLRAP 
SYLTLS SGFLLSDLYGLL 



CGA CAT GTC GCA CTC GCT GCT GGG CTT GTC GTC GCT CAG CTC CAT CGG CTC GTC 
873 882 891 900 909 918 

GCT GTA CAG CGT GAG CGA CGA CCC GAA CAG CAG CGA GTC GAG GTA GCC GAG CAG 



AVQRERRPEQQRVEVAEQ 
LYSVSDDPNSSESR*PSR 
CTA*ATTRTAASRGSRAG 

C*PAASCAAAWGP*GPTP 
ADRRRLVPRRGARDAPPQ 
LMVAGCFLGGGLGTLRPN 



CTC GTA GTG CCG CGG CGT CTT GTC CGG CGG CGG GTC GGG CCA GTC GGC CCC CAA 
927 936 945 954 963 972 

GAG CAT CAC GGC GCC GCA GAA CAG GCC GCC GCC CAG CCC GGT CAG CCG GGG GTT 



EHHGAAEQAAAQPGQPGV 
SITAPQNRPPPSPVSRGL 
ASRRRRTGRRPARSAGGW 

FGACPRPRPPRGPAGYRR 
SVPAPGPGRPAARPATGG 
PFRRLAQAAPPPGPRRVA 



CCC TTT GGC CGC GTC CCG GAC CCG GCG CCC CCC GCC GGG CCC CGC GGC ATG GCG 
981 990 999 1008 1017 1026 

GGG AAA CCG GCG CAG GGC CTG GGC CGC GGG GGG CGG CCC GGG GCG CCG TAC CGC 
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G K P A Q G L G R G" G R P G A' P Y R 
GNRRRAWAAGGGPGRRTA 
E TGAGPGPRGAARGAVPP 



PRRPRVPRVLAASPSPGP 
RAVPGCPGYWPPAPPRAP 
APSPAARATGPRRQPVPR 

GCG CCC GCT GCC CCG GCG TGC CCG GCA TGG TCC CGC CGC GAC CCC CTG CCC GGC 
1035 1044 1053 1062 1071 1080 

CGC GGG CGA CGG GGC CGC ACG GGC CGT ACC AGG GCG GCG CTG GGG GAC GGG CCG 

RGRRGRTGRTRAALGDGP 
AGDGAARAVPGRRWGTGR 
RATGPHGPYQGGAGGRAG 

PAPPGPRSPPGPPGPPGA 
HLPRAPVAPRAQLVPRAL 
TSRAPRSPQAPRS SRAPW 

CCA CCT CGC CCG CCC GGC CCT GCC GAC CCG CCC GGA CCT CCT GGC CCG CCC GGT 
1089 1098 1107 1116 1125 1134 

GGT GGA GCG GGC GGG CCG GGA CGG CTG GGC GGG CCT GGA GGA CCG GGC GGG CCA 

G-GAGGPGRLGGPGGPGGP 
VERAGRDGWAGLEDRAGQ 
WSGRAGTAGRAWRTGRAS 

T GARVAGAARSVATAARR 
RGPGSRERRARFRRRRAG 
GDRGPGSGGRAFGGDGRA 

CGG CAG GGC CGG GCC TGG CGA GGG CGG CGC GCG CTT TGG CGG CAG CGG CGC GCG 
1143 1152 1161 1170 1179 1188 

GCC GTC CCG GCC CGG ACC GCT CCC GCC GCG CGC GAA ACC GCC GTC GCC GCG CGC 

AVPARTAPAARETAVAAR 
PSRPGPLPPRAKPPSPRA 
RPGPDRSRRARNRRRRAP 



VAGAQF SDAGAE S CVTKV 
CRERRSHTRERRAAYRR* 
AGSGGPILGSGGRQMGDE 



GCG TGG CGA GGG CGG ACC TTA CTC AGG CGA GGG CGG AGC GAC GTA TGG CAG AAG 
1197 1206 1215 1224 1233 1242 

CGC ACC GCT CCC GCC TGG AAT GAG TCC GCT CCC GCC TCG CTG CAT ACC GTC TTC 




GGRVAAGAALSVGGVGRR 
GAGCRRGRRSRCGAWGAG 
GRGAGGGGGRAVGRGGRA 

TGG GGC GGG GCG TGG CGG CGG GGG CGG CGC TCG CTG TGG GGC GGG TGG GGC GCG 

-5- 



1251 126CT 1269' 1278 TZS7 1296 

ACC CCG CCC CGC ACC GCC GCC CCC GCC GCG AGC GAC ACC CCG CCC ACC CCG CGC 



TPPRTAAPAASDTPPTPR 
PRPAPPPPPRATPRPPRA 
PAPHRRPRRERHPAHPAP 

RRRCRRRRLTDRKTGPLD 
GAVAVADAYRTASRVRCT 
AQSPLPTPTAHRAEYGAP 



GCG GAC GCT GCC GTT GCC GCA GCC GCA TCG CAC AGC GCG AAG CAT GGG CCG TCC 
1305 1314 1323 1332 1341 1350 

CGC CTG CGA CGG CAA CGG CGT CGG CGT AGC GTG TCG CGC TTC GTA CCC GGC AGG 



RLRRQRRRRSVSRFVPGR 
ACDGNGVGVACRASYPAG 
PATATASA*RVALRTRQV 

RGTHSWQVLKPRSIHRIA 
ADQTAGSSWSLDA*TGFR 
RTRHPEVPGV*TPKHAS D 



AGC GCA GGA CAC ACC GAG GTG ACC TGG TTG AAT CCA GCC GAA TAC ACG GCT TAG 
1359 1368 1377 1386 1395 1404 

TCG CGT CCT GTG TGG CTC CAC TGG ACC AAC TTA GGT CGG CTT ATG TGC CGA ATC 



HF SRPVWLHWTNLGRLMCRI 

;; : RVLCGS TGPT"*VGLCAE S 

± ASCVAPLDQLRSAYVPNR 

0*1 

L, W*VRRPASRPWTNSVAGP 

51; GDSVGHPPGQGHTRYPVP 

LjH GMLCATPRVKAMHE IRCR 



CGG GTA GTC TGT GCG GCA CCC CGC CTG GAA CCG GTA CAC AAG CTA TGC CGT GGC 
1413 1422 1431 1440 1449 1458 

GCC CAT CAG ACA CGC CGT GGG GCG GAC CTT GGC CAT GTG TTC GAT ACG GCA CCG 



AHQTRRGADLGHVFDTAP 
PIRHAVGRTLAMCS IRHR 
PSDTPWGGPWPCVRYGTG 

GPGARRLSTSRGTRRC*R 
APDPVGYVPPDARADADD 
PRTRCATSQHIPGHTQMM 



CCC GGC CCA GGC CGT GCG GCA TCT GAC CAC CTA GCC GGG CAC GCA GAC GTA GTA 
1467 1476 1485 1494 1503 1512 

GGG CCG GGT CCG GCA CGC CGT AGA CTG GTG GAT CGG CCC GTG CGT CTG CAT CAT 



GPGPARRRLVDRPVRLHH 
GRVRHAVDWWIGPCVCI I 
AGSGTP*TGGSARASASS 

C R ,_L D F F SRAGAWGARFDE 
AGFI SSPGPGLGALGSTR 



Q V S S R T, L V F G W G E W G Q L G 



GAC GTG GCT TCT AGC TTC TTC CTG GCC CGG GGT CGG GTC GGT CGG GAC TTC AGG 
1521 1530 1539 1548 1557 1566 

CTG CAC CGA AGA TCG AAG AAG GAC CGG GCC CCA GCC CAG CCA GCC CTG AAG TCC 

LHRRSKKDRAPAQPALKS 
CTEDRRRTGPQPSQP * S P 
APKIEEGPGPSPASPEVL 

*TRSTAVHRERDSDDTQR 
ERVPLRLTDSVIP ITPRG 
RVYPFDCRTA*SRFRRDA 

AGA GTG CAT GCC CTT CAG CGT TGC ACA GCG AGT GCT AGC CTT AGC AGC CAG ACG 
1575 1584 1593 1602 1611 1620 

TCT CAC GTA CGG GAA GTC GCA ACG TGT CGC TCA CGA TCG GAA TCG TCG GTC TGC 

SHVREVATCRSRSES SVC 
L T Y G K S Q R^ VAHDRNRRSA ^/J 



S R T G S R N (v^ SLTIGIVG 

IDALRGQEVGQGLVVHQR 
FTPLDVRNLARVLFSTSA 
SHRCT SGT*RGSWSRRAP 

GCT TAC AGC CGT TCA GCT GGG ACA AGT TGC GGG ACT GGT TCT TGC TGC ACG ACC 
1629 1638 1647 1656 1665 1674 

CGA ATG TCG GCA AGT CGA CCC TGT TCA ACG CCC TGA CCA AGA ACG ACG TGC TGG 

RMSASRPCSTP*PRTTCW 
ECRQVDPVQRPDQERRAG 
NVGKSTLFNALTKNDVLA 

GVVREGRDLGVDTDHADG 
AL*GNAVISGLTPTTPTG 
PWSGTRWSRAWRRHRPRG 

GCC GGT TGA TGG GCA AGC GGT GCT AGC TCG GGT TGC AGC CAC AGC ACC CGC AGG 
1683 1692 1701 1710 1719 1728 

CGG CCA ACT ACC CGT TCG CCA CGA TCG AGC CCA ACG TCG GTG TCG TGG GCG TCC 




VCAEGLQGLDEGGLADER 
SARRVLNASIKEEWRMRG 
RRVG*WTPRSRRRGACGG 



GGC TGC GTG CGG AGT GGT TCA ACC GGC TCT AGA AGA GGA GGG TCG CGT AGG AGG 
1737 1746 1755 1764 1773 1782 

CCG ACG CAC GCC TCA CCA AGT TGG CCG AGA TCT TCT CCT CCC AGC GCA TCC TCC 



PTHASPSWPRSSPPSASS 
RR TPHQVGRDLLLPAHPP 
DA RLTKLAEIFSSQR I LP 
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RGDVEDVDGADHAAGGLP 
AVTSKT SMAPMTRPAE SP 
PSRRSRRCRRCRARRRRP 



GCC GCT GGC AGC TGA AGC AGC TGT AGC GGC CGT AGC ACG CGC CGC GGA GGC TCC 
1791 1800 1809 1818 1827 1836 

CGG CGA CCG TCG ACT TCG TCG ACA TCG CCG GCA TCG TGC GCG GCG CCT CCG AGG 



RRPSTSSTSPASCAAPPR 
GDRRLRRHRRHRARRLRG 
ATVDFVDIAGIVRGASEG 

LAQAVLEERVDTLGVRDA 
SPRPLLNRAFMRSDSAIQ 
PPGPCCTGRSCGHTRRSR 



CCC TCC CGG ACC CGT TGT TCA AGG AGC GCT TGT AGG CAC TCA GGC TGC GCT AGA 
1845 1854 1863 1872 1881 1890 

GGG AGG GCC TGG GCA ACA AGT TCC TCG CGA ACA TCC GTG AGT CCG ACG CGA TCT 



GRAWATSSSRTSVSPTRS 
GGPGQQVPREHP *VRRDL 
EGLGNKFLANIRESDAIC 

LDDAGELVLVDDMDVALD 
WTMRAKLSSFTTWT SPLT 
G P * G R R *PRSRRGHRRCP 



CGG TCC AGT AGG CGC GGA AGT TCC TGC TCT TGC AGC AGG TAC AGC TGC CGT TCC 
1899 1908 1917 1926 1935 1944 

GCC AGG TCA TCC GCG CCT TCA AGG ACG AGA ACG TCG TCC ATG TCG ACG GCA AGG 



ARSSAPSRTRTSSMSTAR 
PGHPRLQGRERRPCRRQG 
QVIRAFKDENVVHVDGKV 

RGLVVDLRDVGLQD ERVE 
EGLSSMSVILVSSIRASR 
RAWPRCRSS*CRASGRPG 



AGA GCG GGT TCC TGC TGT AGC TCT GCT AGT TGT GGC TCG ACT AGG AGC GCC TGG 
1953 1962 1971 1980 1989 1998 

TCT CGC CCA AGG ACG ACA TCG AGA CGA TCA ACA CCG AGC TGA TCC TCG CGG ACC 



SRPRTTSRRSTPS*SSRT 
LAQGRHRDDQHRADPRGP 
SPKDDIETINTELILADL 

LRDLLDQGAELLVRPDLL 
WVISFTRGRRWFSERILF 
GSSRSPGAGGGSPSAS*S 



AGG TCT GCT AGC TCT TCC AGG ACG GGG CGG AGG TCT TCC TGA GCG CCT AGT TCT 
2007 2016 2025 2034 2043 2052 

TCC AGA CGA TCG AGA AGG TCC TGC CCC GCC TCC AGA AGG ACT CGC GGA TCA AGA 
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S R R S R R S C P A S ~ R R" " T R G S R 
PDDREGPAPPPEGLADQE 
QTIEKVLPRLQKDSRIKK 



VERRLHLGDLLGLLDQLP 
SRAGFTFATSSALS IRSL 
PGRASPSPRRPPWPSGPS 



TCC TGG AGC GCG GCT TCC ACT TCC GGC AGC TCC TCC GGT TCC TCT AGG ACC TCT 
2061 2070 2079 2088 2097 2106 

AGG ACC TCG CGC CGA AGG TGA AGG CCG TCG AGG AGG CCA AGG AGA TCC TGG AGA 



RTSRRR*RPSRRPRRSWR 
GPRAEGEGRRGGQGDPGE 
DLAPKVKAVEEAKEILER 

AVGEEGVADDLAGLAVLE 
PSVRKAWPMTWPVSRL S S 
PRCGRRGRCRGPCRACRA 



CCC CGC TGT GGG AGA AGC GGG TGC CGT AGC AGG TCC CGT GGC TCG CGT TGC TCG 
2115 2124 2133 2142 2151 2160 

GGG GCG ACA CCC TCT TCG CCC ACG GCA TCG TCC AGG GCA CCG AGC GCA ACG AGC 



Q GATPSSPTASSRAPSATS 
□ GRHPLRPRHRPGHRAQRA 
CO GDTLFAHGIVQGTERNEL 

QVVQVQEGGLGEEVDEVD 
RCSRCRSVVLGKR*TKLT 
- GARGAGA*WWARGRRR*R 



AGG ACG TGC TGG ACG TGG ACG AGT GGT GGT TCG GGA AGG AGA TGC AGA AGT TGC 
2169 2178 2187 2196 2205 2214 

TCC TGC ACG ACC TGC ACC TGC TCA CCA CCA AGC CCT TCC TCT ACG TCT TCA ACG 



SCTTCTCSPPSPSSTSST 
PARPAPAHHQALPLRLQR 
LHDLHLLTTKPFLYVFNV 

VLVLQDVLVELVLLAGQD 
SSSSSISSSKLFSCRART 
RRPRASRRPS*SRAARGP 



AGC TGC TCC TGC TCG ACT AGC TGC TCC TGA AGT TCT TGC TCG TCG CGC GGG ACC 
2223 2232 2241 2250 2259 2268 

TCG ACG AGG ACG AGC TGA TCG ACG AGG ACT TCA AGA ACG AGC AGC GCG CCC TGG 



STRTS*STRTSRTS SAPW 
RRGRADRRGLQERAARPG 
DEDELIDEDFKNEQRALV 

GGGLGDEEVGLQLGVEGL 
AGASAMKRLALSSASRAS 
RGRRPWRG*RWAPPRGRR 

AGC GGG GGC GGC TCC GGT AGA AGG AGT TGC GGT TCG ACC TCC GGC TGG AGC GGC 
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2277 2286 2295 2304 2313 2322 

TCG CCC CCG CCG AGG CCA TCT TCC TCA ACG CCA AGC TGG AGG CCG ACC TCG CCG 



SPPPRPSSSTPSWRPTSP 
RPRRGHLPQRQAGGRPRR 
APAEAIFLNAKLEADLAE 

EVVVLGEFEELGDALVLG 
SSSSSARSSRWDTPWSSG 
ARRRRPGRVGGTRRGPRA 



TCG AGC TGC TGC TGC TCC GGG AGC TTG AGG AGG TCA GGC AGC CGG TCC TGC TCG 
2331 2340 2349 2358 2367 2376 

AGC TCG ACG ACG ACG AGG CCC TCG AAC TCC TCC AGT CCG TCG GCC AGG ACG AGC 



SSTTTRPSNSSSPSARTS 
ARRRRGPRTPPVRRPGRA 
LDDDEALELLQSVGQDE P 

AEGGEGADAEVGEAQLGV 
PRAVRARTPKLVRPRCV* 
RGRWGRGRRS*CGRGASR 



GGC CGG AGC GGT GGG AGC GGG CGC AGC CGA AGT TGT GGG AGC CGG ACG TCT GGA 
2385 2394 2403 2412 2421 2430 

CCG GCC TCG CCA CCC TCG CCC GCG TCG GCT TCA ACA CCC TCG GCC TGC AGA CCT 



PASPPSPASASTPSACRP 
RPRHPRPRRLQHPRPADL 
GLATLARVGFNTLGLQTY 

QRGARLFGAGPGDLLAGG 
RVAPGFSDRAQVML FPAV 
GSPRGSPIGRRSW* SPRW 



TGG ACT GCC GGC CGG GCT TCC TTA GGG CGC GGA CCT GGT AGT TCT TCC CGC GGT 
2439 2448 2457 2466 2475 2484 

ACC TGA CGG CCG GCC CGA AGG AAT CCC GCG CCT GGA CCA TCA AGA AGG GCG CCA 



T*RPARRNPAPGPSRRAP 
PDGRPEGIPRLDHQEGRH 
LTAGPKE SRAWT IKKGAT 

GGLGGADDVGVELLAEDL 
AGSAAPTMWVSKWF PKML 
RGRPRRR*GCRSGSPS** 



GGC GGG GGC TCC GGC GGC CGC AGT AGG TGT GGC TGA AGG TCT TCC CGA AGT AGT 
2493 2502 2511 2520 2529 2538 

CCG CCC CCG AGG CCG CCG GCG TCA TCC ACA CCG ACT TCC AGA AGG GCT TCA TCA 



PPPRPPASSTPTSRRASS 
RPRGRRRHPHRLPE GLHQ 
APEAAGVIHTDFQKGFIK 

RL _DD GEGVQHLGAGD GL G 
ASTMEKVSRTSVPETASA 
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P P P * R R *' R G P P S R S R R R P 



TCC GCC TCC AGT AGA GGA AGT GGC TGG ACC ACC TCT GGC CGA GGC AGC GGC TCC 
2547 2556 2565 2574 2583 2592 

AGG CGG AGG TCA TCT CCT TCA CCG ACC TGG TGG AGA CCG GCT CCG TCG CCG AGG 



RRRSSPSPTWWRPAPSPR 
GGGHLLHRPGGDRLRRRG 
AEVI SFTDLVETGSVAEA 

ARLPLRTHLALVI HHLVP 
RAFPFARISPLS*TICSP 
GRSPSPAYPPCPSHSAPR 



GGG CGC GCT TCC CCT TCC GCG CAT ACC TCC CGT TCC TGA TAC ACT ACG TCC TGC 
2601 2610 2619 2628 2637 2646 

CCC GCG CGA AGG GGA AGG CGC GTA TGG AGG GCA AGG ACT ATG TGA TGC AGG ACG 



PARRGRRVWRARTM*CRT 
PREGEGAYGGQGLCDAGR 
RAKGKARMEGKDYVMQDG 

VHDLEAEVHLRLEVVVS S 

Mi STTSNRKLTYACNWWSAA 

Q PRPRTGS*RTPAIGGRRQ 

Q 

ffl CCC TGC ACC AGC TCA AGG CGA AGT TGC ACA TCC GCG TTA AGG TGG TGC TGC GAC 

£ 2655 2664 2673 2682 2691 2700 

Q9 GGG ACG TGG TCG AGT TCC GCT TCA ACG TGT AGG CGC AAT TCC ACC ACG ACG CTG 



0 1 GTWS SSASTCRRNSTTTL 

JL GRGRVP LQRVGA I PPRRC 

si DVVEFRFNV*AQFHHDAA 

ill 

EFACTLLPRSRWPAAGQQ 
KLRAP* FPDVGGPPPGK S 
T K * V R L D SPTSEELPRGRA 



GAA AGT TTG CGC GTC CAG TCT TCC CCA GCT GAG GAG GTC CCC CGC CGG GGA ACG 
2709 2718 2727 2736 2745 2754 

CTT TCA AAC GCG CAG GTC AGA AGG GGT CGA CTC CTC CAG GGG GCG GCC CCT TGC 



LSNAQVRRGRLLQGAAPC 
FQTRRSEGVDSSRGRPLA 
FKRAGQKGSTPPGGGPLL 

KGHQ SPAPFAS* GDTKAR 
NGTS PHHQSLQDDMLRQG 
TERAPI TSPFSIMW*DKG 



ACA AAG GGC ACG ACC CTA CCA CGA CCC TTT CGA CTA GTA GGT AGT CAG AAA CGG 
2763 2772 2781 2790 2799 2808 

TGT TTC CCG TGC TGG GAT GGT GCT GGG AAA GCT GAT CAT CCA TCA GTC TTT GCC 



CFPCWD GAGKADHP SVFA 
VS RAGMVLGKLI IHQSLP 
FP W VLGWCWES*SSISLCP 

- II - 



GSSTLLPVNNPVVQPFPD 
APPH*SHYTILYWKLSPT 
QRLIDLTTR**TGS SPLP 

GAC GGC CTC CTA CAG TTC TCA CCA TGC AAT AAT CCA TGG TGA ACT CCC TTC CCC 
2817 2826 2835 2844 2853 2862 

CTG CCG GAG GAT GTC AAG AGT GGT ACG TTA TTA GGT ACC ACT TGA GGG AAG GGG 

L PEDVK SGTLLGT T * GKG 
CRRMSRVVRY*VPLEGRG 
AGGCQEWYVIRYHLREG V 

F*TSLGRAFGCPEREAS * 
SDHRYVALSAALSEKRQD 
RIMDIFRSRLRLARKGSI 

AGC TTA GTA CAG CTA TTT GGC GCT CGC TTC GGC GTT CCG AGA GAA AGG CGA CTA 
2871 2880 2889 2898 2907 2916 

TCG AAT CAT GTC GAT AAA CCG CGA GCG AAG CCG CAA GGC TCT CTT TCC GCT GAT 

SNHVDKPRAKPQGSLSAD 
R I <m) SINRERSRKALFPLI XZ- 
ESCR*TASEAARLSFR* S 
=>> 

SP*RCDRPWRSRRWARCR 
LLDVVIVLGDLDDGLVAV 
LFTLSL*SAMSITELCPL 

GTT CTT CCA GTT GCT GTT AGT GCT CCG GTA GCT CTA GCA GAG GTT CGT GCC GTT 
2925 2934 2943 2952 2961 2970 

CAA GAA GGT CAA CGA CAA TCA CGA GGC CAT CGA GAT CGT CTC CAA GCA CGG CAA 

QEGQRQ SRGHRDRLQARQ 
KKVNDNHEAIEIVSKHGN 
RR STTITRPSRS SP STAT 

RVRRPRPNHLAARP STGA 
GYEDRGLIICRQALARVQ 
ATSTEASS*AASRSPEYR 

GCG GCA TGA GCA GAG CCG GCT CCT AAT ACG TCG CGA CGC GCT CCC GAG CAT GGA 
2979 2988 2997 3006 3015 3024 

CGC CGT ACT CGT CTC GGC CGA GGA TTA TGC AGC GCT GCG CGA GGG CTC GTA CCT 

RRTRLGRGLCSAARGLVP 
AVLVSAEDYAALREGSYL 
PYS SRPRIMQRCARARTC 

ASEPSRGDVA*PTRSRGQ 
QARRRVGTSQELRVLVGK 
SREGAFARRSSLAYSFAR 

CGA CGC GAG AGG CCG CTT GCG GGC AGC TGA CGA GTT CCG CAT GCT CTT GCG GGA 
3033 3042 3051 3060 3069 3078 

GCT GCG CTC TCC GGC GAA CGC CCG TCG ACT GCT CAA GGC GTA CGA GAA CGC CCT 
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A A D S G E" R P S T A Q G V R E R P 
LRSPANARRLLKAYENAL 
CALRRTPVDCSRRTRTPL 

GR*HTPAPASRDPNPPRQ 
GVDIHRLPLQDIRIRRVS 
AWTLTDSRSSISGSEASA 



ACG GGT GCA GTT ACA CAG CCT CGC CCT CGA CTA GCT AGG CCT AAG CCG CCT GCG 
3087 3096 3105 3114 3123 3132 

TGC CCA CGT CAA TGT GTC GGA GCG GGA GCT GAT CGA TCC GGA TTC GGC GGA CGC 



CPRQCVGAGADRSGFGGR 
AHVNVSERELIDPD SADA 
PTSMCRSGS*SIRIRRTL 

NPHRTLSTKSS*PQSS*V 
TRTGRSAQRRPDPSPHSC 
PEPAAHPKDELILAPIVV 



ACC AAG CCC ACG GCG CAC TCC GAA CAG AAG CTC CTA GTC CCG ACC CTA CTG ATG 
3141 3150 3159 3168 3177 3186 

TGG TTC GGG TGC CGC GTG AGG CTT GTC TTC GAG GAT CAG GGC TGG GAT GAC TAC 



W F G C R (v) RLVFEDQGWDDY 
GSGAA*GLSSRIRAGMTT 
VRVPREACLRGSGLG*LH 
> 

DQSLFSRLISARMLLSMS 
TRA*SRGCSARGC*CA*R 
RGPELVVALHEGADVLED 



TGC AGG ACC GAG TTC TTG CTG GCG TTC TAC GAG CGG GCG TAG TTG TTC GAG TAG 
3195 3204 3213 3222 3231 3240 

ACG TCC TGG CTC AAG AAC GAC CGC AAG ATG CTC GCC CGC ATC AAC AAG CTC ATC 



TSWLKNDRKMLARINKLI 
RPGSRTTARCSPASTSSS 
VLAQERPQDARPHQQAHR 

STLRSGKVPIPLGSGSFY 
PR*ARGR*PSRCVRAAST 
LVDPAVGERPDAFGLRQL 



CTC CTG CAG TCC GCG CTG GGG AAG TGC CCC TAG CCG TTT GGG CTC GGC GAC TTC 
3249 3258 3267 3276 3285 3294 

GAG GAC GTC AGG CGC GAC CCC TTC ACG GGG ATC GGC AAA CCC GAG CCG CTG AAG 



EDVRRDPFTGIGKPEPLK 
RTSGATPSRGSANPSR*S 
GRQARPLHGDRQTRAAEV 

WKGPAHDRRISSSCRRTY 
GSAPPTTAASRRRVGGRT 
VVQRPRPRPPDYVFVAEH 



ATG GTG AAC GGC CCC CGC ACC AGC GCC GCC TAG CTG CTG CTT GTG GCG GAG CAC 
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3303. 33T2 3321 3330 3339 3348 

TAC CAC TTG CCG GGG GCG TGG TCG CGG CGG ATC GAC GAC GAA CAC CGC CTC GTG 



YHLPG AWSRRIDDEHRLV 
TTCRGRGRGGSTTNTASC 
PLAGGVVAADRRRTPPRV 

RTVSLSITIRAARYW*QS 
GP*PCPSRSGRQGTGSSV 
VQNRVL LDHDESGPVVVS 



ATG GAC CAA TGC CTG TTC CTC TAG CAC TAG GAG CGA CGG GCC ATG GTG ATG ACT 
3357 3366 3375 3384 3393 3402 

TAC CTG GTT ACG GAC AAG GAG ATC GTG ATC CTC GCT GCC CGG TAC CAC TAC TGA 



YLVTDKEIVILAARY HY* 
TWLRTRRS*SSLPGTTTD 
PGYGQGDRDPRCPVPLLT 

GLHDERAPITSPHAGRVR 
AWTTRGHQSPAPIPGEFG 
QGPPGGTSPHHQSPGRSG 



GAC GGG TCC ACC AGG AGG GCA CGA CCC TAC CAC GAC CCT ACC CGG GGA GCT TGG 
3411 3420 3429 3438 3447 3456 

CTG CCC AGG TGG TCC TCC CGT GCT GGG ATG GTG CTG GGA TGG GCC CCT CGA ACC 



LPRWSSRAGMVLGWAPRT 
CPGGPPVLGWCWDGPLEP 
AQVVLPCWDGAGMGP SNP 

HKRLHSSQL*HEAEVNLR 
INGCTPARYNINRKLT *A 
STEAPPLETTLTGS*RKP 



GCT ACA AAG GCG TCC ACC CTC GAG ACA TGA ATT ACA AGG CGA AGT TGC AAA TCC 
3465 3474 3483 3492 3501 3510 

CGA TGT TTC CGC AGG TGG GAG CTC TGT AGT TAA TGT TCC GCT TCA ACG TTT AGG 



RCFRRWELCS*C3ASTFR 
DVSAGGSSVVNVPLQRLG 
MFPQVGAL*LMFRFNV*A 

LDVVDDQQIRLDSPDSED 
CIWWTTKNFACTLPTRSM 
ASGGRRRTSHAP* LPGV* 



GCG TCT AGG TGG TGC AGC AGA ACA ACT TAC GCG TCC AGT CTC CCC AGG CTG AGT 
3519 3528 3537 3546 3555 3564 

CGC AGA TCC ACC ACG TCG TCT TGT TGA ATG CGC AGG TCA GAG GGG TCC GAC TCA 



RRSTTS SC*MRRSEGSDS 
ADPPRRLVECAGQRGPTH 
QIHHVVLLNAQVRGVRLI 

S D P G Q S K GT GGA S Q S N S L 
PT PGRARERAEPLSPTA* 
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AGC CTC AGC CCG GGG ACC GAG AAA GGG CAC GGA GGC CGT CTG ACC CTC AAC GAG 
3573 3582 3591 3600 3609 3618 

TCG GAG TCG GGC CCC TGG CTC TTT CCC GTG CCT CCG GCA GAC TGG GAG TTG CTC 

SESGPWLFPVPPADWELL 
RSRAPGSFPCLRQTGSCS 
GVGPLALSRASGRLGVAQ 

* *RGIPCYPGTWLALASW 
DDGASRATPGQGSRWRPG 
TMVQRDPLLARDLAGARV 

TCA GTA GTG GAC GGC TAG CCC GTC ATC CCG GGA CAG GTC TCG CGG TCG CGC CTG 
3627 3636 3645 3654 3663 3672 

AGT CAT CAC CTG CCG ATC GGG CAG TAG GGC CCT GTC CAG AGC GCC AGC GCG GAC 



SHHLPI GQ*GPVQSASAD 
VITCRSGSRALSRAPART 
S SPADRAVGPCP ERQRGP 

NSPIMQRDTGTL IEADAH 
M> TPLS*RATRVPSSRPTPT 
O LQFPDDPPGYRHPDRRRR 

GTC AAC CTT CCC TAG TAG ACC GCC AGG CAT GGC CAC TCC TAG AGC CGC AGC CGC 
£ 3681 3690 3699 3708 3717 3726 

0j CAG TTG GAA GGG ATC ATC TGG CGG TCC GTA CCG GTG AGG ATC TCG GCG TCG GCG 

£ 

&1 QLEGIIWRSVPVRISASA 
^ SWKGS SGGPYR*GSRRRR 

VGRDHLAVRTGEDL GVGV 

,:I TGFRALTFCHAGGSFCFE 
g| PASAPWPSATPAAPSASS 
=t PHRLPGPHLLPRRRLLLV 

ACC CAC GGC TTC GCC CGG TCC CAC TTC GTC ACC CGC GGC GGC CTC TTC GTC TTG 
3735 3744 3753 3762 3771 3780 

TGG GTG CCG AAG CGG GCC AGG GTG AAG CAG TGG GCG CCG CCG GAG AAG CAG AAC 



WVPKRARVKQWAPP EKQN 
GCRSGPG*SSGRRRRSRT 
GAEAGQGEAVGAAGEAEL 

SAPP LDGIRERFTARRGV 
APRPCTASANASRPADA* 
RQGPAPRRHTRPVHRTPR 



AGC GAC CGG CCC CCG TCC AGC GGC TAC GCA AGC GCC TTG CAC CGC GCA GCC GGA 
3789 3798 3807 3816 3825 3834 

TCG CTG GCC GGG GGC AGG TCG CCG ATG CGT TCG CGG AAC GTG GCG CGT CGG CCT 




GILWAATLRSRWEYGLLA 
AS*GPPPSAHAGSTASSP 
RRDALRRHPTLAVRLRPP 



TGC GGC TAG TCG GTC CGC CGC CAC TCC GCA CTC GCG GTG AGC ATC GGC TCC TCC 
3843 3852 3861 3870 3879 3888 

ACG CCG ATC AGC CAG GCG GCG GTG AGG CGT GAG CGC CAC TCG TAG CCG AGG AGG 



TPISQAAVRRERHS*PRR 
RRSARRR*GVSATRSRGG 
ADQPGGGEA*APLVAEEG 

EWEAHTITAADDI LHRTF 
RGSPMPSRPQTTS STVPS 
GGVRCPHDHSRRRHPSPH 



CGG AGG GTG AGC CGT ACC CAC TAG CAC CGA CGC AGC AGC TAC TCC ACT GCC CAC 
3897 3906 3915 3924 3933 3942 

GCC TCC CAC TCG GCA TGG GTG ATC GTG GCT GCG TCG TCG ATG AGG TGA CGG GTG 



ASHSAWVIVAASSMR*RV 
PPTRHG*SWLRRR*GDG* 
y, LPLGMGDRGCVVDEVTGE 

O 

O REAHPWGPRLVRG SKLDR 

H ANPTPGGPGCSAVAK*TA 
45 LTRRPAVRAAPRSRKEPR 



^ TTC GCA AGC CGC ACC CCG GTG GGC CCG GCG TCC TGC GCT GGC GAA AAG TCC AGC 
O 1 3951 3960 3969 3978 3987 3996 

f„ AAG CGT TCG GCG TGG GGC CAC CCG GGC CGC AGG ACG CGA CCG CTT TTC AGG TCG 



KRSAWGHPGRRTRPLFRS 
SVRRGATRAAGRDRF SGR 
AFGVGPPGPQDATAFQVA 

CRPRD SDKSTVYRE I VYG 
AARATRTRAR*TASS * T A 
PLAPPGLGQEDRLARDRL 



GCC GTC GCG CCC GCC AGG CTC AGG AAC GAG CAG TGC ATC GCG AGC TAG TGC ATC 
4005 4014 4023 4032 4041 4050 

CGG CAG CGC GGG CGG TCC GAG TCC TTG CTC GTC ACG TAG CGC TCG ATC ACG TAG 



RQRGRSESLLVT*RS IT* 
GSAGGPSPCSSRSARSRS 
AARAVRVLARHVALDHVA 

YGSEE SHQFPMPWREPYL 
TAARRPTSSRCRGGRRTC 
RLRE GRLAPVADAVE GPV 



GGC ATC GGC GAG AGG AGC CTC ACG ACC TTG CCG TAG CCG GTG GAG AGG CCC ATG 
4059 4068 4077 4086 4095 4104 

CCG TAG CCG CTC TCC TCG GAG TGC TGG AAC GGC ATC GGC CAC CTC TCC GGG TAC 
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P * P L S S E C W W G I G H L S G Y 
RSRSPRSAGTASATSPGT 
VAALLGVLERHRPPLRVQ 

DTRD I WTPAVFI SGGVPA 
IPVTSGPPPSSSAAASPP 
SRYPRDLHPRRLHQRRRP 



TCT AGC CAT GCC AGC TAG GTC CAC CCC CGC TGC TTC TAC GAC GGC GGC TGC CCC 
4113 4122 4131 4140 4149 4158 

AGA TCG GTA CGG TCG ATC CAG GTG GGG GCG ACG AAG ATG CTG CCG CCG ACG GGG 



RSVRSIQVGATKMLPPTG 
DRYGRSRWGRRRCCRRRG 
I GTVDPGGGDEDAAADGG 

ESAELLSWTHSEEVLHEW 
KPPKWCPGPTPSK SWTNG 
SRLSGAPVLHPVRRGPTG 



go 

m 



CGA AGC CTC CGA AGG TCG TCC CTG GTC CAC ACC CTG AGA AGC TGG TCC ACA AGG 
4167 4176 4185 4194 4203 4212 

GCT TCG GAG GCT TCC AGC AGG GAC CAG GTG TGG GAC TCT TCG ACC AGG TGT TCC 

ASEASSRDQVWDSSTRCS 
LRRLPAGTRCGTLRP GVP 
FGGFQQGPGVGLFDQVFP 

PASWDLEWDLGTGSI GYT 
PRAGTSNGTWAPAPSATR 
LARELRTGLGPRHRLHRV 

GTC CCG CGC GAG GTC AGC TCA AGG GTC AGG TCC GGC CAC GGC CTC TAC GGC ATG 
4221 4230 4239 4248 4257 4266 

CAG GGC GCG CTC CAG TCG AGT TCC CAG TCC AGG CCG GTG CCG GAG ATG CCG TAC 

QGALQSSSQSRPVPEMPY 
RARS SRVPSPGRCRRCRT 
GRAPVEFPVQAGAGDAVR 

RDADVRWFRSHL I (£) Q A H D 
ATPTWGGSGPTSS *KPTT Xty" 
HPRRGGALVPLPPDSPRP 



CAC GCC AGC CGC AGG TGG GCG GTC TTG GCC CTC ACC TCC TAG TGA ACC CGC ACC 
4275 4284 4293 4302 431 1 4320 

GTG CGG TCG GCG TCC ACC CGC CAG AAC CGG GAG TGG AGG ATC ACT TGG GCG TGG 



VRSASTRQNREWR I TWAW 
CGRRPPARTGSGGSLGRG 
AVGVHPPEPGVEDHLGVV 

ALDNI IETFHAPASNP*P 
PWTTSSRPSTPPRRTRDP 
RGPRQHDRHLPRAGLETL 



AGC CGG TCC AGC AAC TAC TAG AGC CAC TTC ACC CGC CCG CGG CTC AAG CCA GTC 
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4329 4338 4347- 4356" 4365 4374 

TCG GCC AGG TCG TTG ATG ATC TCG GTG AAG TGG GCG GGC GCC GAG TTC GGT CAG 



SARSLMI SVKWAGAEFGQ 
RPGR**SR*SGRAPSSVR 
GQVVDDLGEVGGRRVRSG 

GAGMGQRQPR*RGAPRDP 
GRAWERVSPDDADLLAIL 
AGRGNGSAPTTLTWCPS * 



CCG GGG CGC GGG TAA GGG ACT GCG ACC CCA GCA GTC GCA GGT CGT CCC GCT AGT 
4383 4392 4401 4410 4419 4428 

GGC CCC GCG CCC ATT CCC TGA CGC TGG GGT CGT CAG CGT CCA GCA GGG CGA TCA 



GPAP IP*RWGRQRPAGRS 
APRPFPDAGVVSVQQGDQ 
PRAHSLTLGSSASSRAIR 

RPLLTPRSGRRL GRHRDA 
APCCRPDAVEEFVE IATL 
PPAAAHTQ*RKSSRSPP * 



CCC GCC CCG TCG TCG CAC CCA GAC GAT GGA GAA GCT TCT GGA GCT ACC GCC AGT 
4437 4446 4455 4464 4473 4482 

GGG CGG GGC AGC AGC GTG GGT CTG CTA CCT CTT CGA AGA CCT CGA TGG CGG TCA 



GRGS SVGLLPLRRPRWRS 
GGAAAWVCYLFEDLDGGQ 
AGQQRGSATSSKTSMAVS 

PRLQGPYAARRHDYPNR* 
RGFS GLTPLGGI ITLIAD 
GASAAWPLCGASSRLSQT 



CGG CCG GCT TCG ACG GGT CCC ATC CGT CGG GCG GCT ACT AGC ATT CCT AAC GCA 
4491 4500 4509 4518 4527 4536 

GCC GGC CGA AGC TGC CCA GGG TAG GCA GCC CGC CGA TGA TCG TAA GGA TTG CGT 



AGRSCPG*AARR*S*GLR 
PAEAAQGRQPADDRKDCV 
RPKLPRVGSPPMIVRIAS 

SRHRGAARPRRI LRRRRR 
RGIDVLQARAAYSADDDG 
VVSTSWSRAPPTHPTTTA 



GTG CTG GCT ACA GCT GGT CGA CGC GCG CCC GCC GCA TAC TCC GCA GCA GCA GCG 
4545 4554 4563 4572 4581 4590 

CAC GAC CGA TGT CGA CCA GCT GCG CGC GGG CGG CGT ATG AGG CGT CGT CGT CGC 



HDRCRPAARGRRMRRRRR 
TTDVDQLRAGGV*GVVVA 
RPMSTSCARAAYEASSSP 

R A , w A PRPDRHPPDHHAPHG 
DLQQVLTEIHPTTTRRTA 
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GCA GCT CGA CGA CCT GCT CCC AGA GCT ACA CCC CCC AGC ACC ACG CGG CCC ACC 
4599 4608 4617 4626 4635 4644 

CGT CGA GCT GCT GGA CGA GGG TCT CGA TGT GGG GGG TCG TGG TGC GCC GGG TGG 

RRAAGRGSRCGGSWCAGW 
VELLDEGLDVGGRGAPGG 
SSCWTRVSMWGVVVRRVA 

HRWLHPAVLLAGP PRRAV 
MVGSTPLWWCLAPRDDPW 
WSALPPSGGASRRATTPG 



GGT ACT GCG GTC TCC ACC CCT CGG TGG TCG TCT CGC GGC CCG CCA GCA GCC CGG 
4653 4662 4671 4680 4689 4698 

CCA TGA CGC CAG AGG TGG GGA GCC ACC AGC AGA GCG CCG GGC GGT CGT CGG GCC 



P*RQRWGATSRAPGGRRA 
HDARGGEPPAERRAVVGP 
MTPEVGSHQQSAGRS SGH 

M PRPGRSGPRRLPRTDPRR 
p g PARDEAARDEFPARTLDV 
p RPATRPQGTKSPPAH*TS 



£ TGC CCC GCG CCA GGA GCC GAC GGG CCA GAA GCT TCC CCC GCG CAC AGT CCA GCT 
rj-J 4707 4716 4725 4734 4743 4752 

ACG GGG CGC GGT CCT CGG CTG CCC GGT CTT CGA AGG GGG CGC GTG TCA GGT CGA 

TGRGPRLPGLRRGRVSGR 
RGAVLGCPVFEG6ACQ-VD 
:"; GARSSAARSSKGARVRST 

W PALRPRAARGRGAPPRVA 
J PRWAPDLPEDEAPPRVY R 

ly PAGPPT SRSTRPRRASTG 

GCC CCG CGG TCC GCC CCA GCT CGC CGA GCA GGA GCC GGC CGC CCG CCT GCA TGG 
4761 4770 4779 4788 4797 4806 

CGG GGC GCC AGG CGG GGT CGA GCG GCT CGT CCT CGG CCG GCG GGC GGA CGT ACC 



RGARRGRAARPRPAGGRT 
GAPGGVERLVLGRRADVP 
GRQAGSSGSSSAGGRTYR 

<£i 

sraprlacqdravdrcgg 
rghqacpanighst(v)aag 
gvtspaprmsgtrr*plg 



CGG CTG GCA CGA CCC GCG TCC CGC GTA ACT AGG GCA CGC TGC AGT GCC GTC GGG 
4815 4824 4833 4842 4851 4860 

GCC GAC CGT GCT GGG CGC AGG GCG CAT TGA TCC CGT GCG ACG TCA CGG CAG CCC 



ADRAGRRAH*SRATSRQP 
PT.VLGAGRIDPVRRHGSP 
RPCWAQGALIPCDVTAAP 
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PRG*PPARL*KT .LALLPL 
QGAELRPACDNQLHWSRF 
RAPRLAPRATMKYTGPAS 



GGA CCG GCC GGA GTT CCG CCC CGC GCG TCA GTA AAA CAT TCA CGG TCC TCG CCT 
4869 4878 4887 4896 4905 4914 

CCT GGC CGG CCT CAA GGC GGG GCG CGC AGT CAT TTT GTA AGT GCC AGG AGC GGA 



PGRPQGGARSHFVSARSG 
LAGLKAGRAVIL*VPGAE 
WPASRRGAQSFCKCQERK 

YAGEFPLIVHLASAPPEA 
IPEKSHCS*TSLPRRRSP 
SLSRRI ALDRPSRVGAAR 



TCT ATC CGA GGA AGC TTA CCG TTC TAG TGC ACC TCT CGC CTG CGG CCG CCG AGC 
4923 4932 4941 4950 4959 4968 

AGA TAG GCT CCT TCG AAT GGC AAG ATC ACG TGG AGA GCG GAC GCC GGC GGC TCG 



R*APSNGKITWRADAGGS 
D R L L R <M) ARSRGERTPAAR 
I G S F E W Q HVESGRRRLG 

S*RVCRENGATAPVARCG 
PDG*AVSTELLPLCQEAV 
RIVERLARKWCHCASSPL 



01 CGC CTA GTG GAG TGC GTT GCG AGC AAA 
£ 4977 4986 4995 

O GCG GAT CAC CTC ACG CAA CGC TCG TTT 



GGT CGT CAC CGT CCG TGA CGA GCC GTT 
5004 5013 5022 

CCA GCA GTG GCA GGC ACT GCT CGG CAA 





GGC GTT GTT CGC GTG CGC GCG GCC ACT CAA GGA CCA CTA CCC TCA GGC GGG CTA 
5031 5040 5049 5058 5067 5076 

CCG CAA CAA GCG CAC GCG CGC CGG TGA GTT CCT GGT GAT GGG AGT CCG CCC GAT 



PQQAHARR*VPGDGSPPD 
RNKRTRAGEFLVMGVRP I 
ATSARAPVSSW*WESARS 

ARPPARSARVCAGRRRVA 
RERHLVAPGYAREEVVSL 
ESATSCPQGTRVSR* SPC 



GAG CGA GCG CCA CCT CGT GCC GAC CGG GCA TGC GTG CGA GGA GAT GCT GCC TGT 
5085 5094 5103 5112 5121 5130 

CTC GCT CGC GGT GGA GCA CGG CTG GCC CGT ACG CAC GCT CCT CTA CGA CGG ACA 
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L A R G G K R L A R T" H A P D R R T 
S LAVEHGWPVRTL LYDGQ 
R SRWSTAGPYARS STTD S 

PATSTPAPAEEYPASPAS 
PLQRLPRPLKKTRHPRLL 
RSSDFHARSSRRVTRVSC 



CGC CCT CGA CAG CTT CAC CCG CGC CCT CGA AGA AGC ATG CCA CGC CTG CCT CGT 
5139 5148 5157 5166 5175 5184 

GCG GGA GCT GTC GAA GTG GGC GCG GGA GCT TCT TCG TAC GGT GCG GAC GGA GCA 



AGAVEVGAGASSYGADGA 
RELSKWARELLRTVRTEQ 
GSCRSGRGSFFVRCGRSR 

RSPGPGASPAPPS SRPGA 
DRHGRVQQHLQPLLVLGR 
IAIAGSRSISSPSFFSAG 



CTA GCG CTA CCG GGG CCT GGA CGA CTA CCT CGA CCC CCT CTT CTT GCT CCG GGG 
5193 5202 5211 5220 5229 5238 

GAT CGC GAT GGC CCC GGA CCT GCT GAT GGA GCT GGG GGA GAA GAA CGA GGC CCC 



DRDGPGPADGAGGEERGP 
IAMAPDLLMELGEKNEAP 
SRWPRTC*WSWGRRTRPR 

RPRRRRPSARRRGRGSGP 
GLDDGDHLHGGVVEVPDR 
GSTTATTSIGASSRSRIG 



CGG GCT CCA GCA GCG GCA GCA CCT CTA CGG GCG GCT GCT GGA GCT GGC CTA GGG 
5247 5256 5265 5274 5283 5292 

GCC CGA GGT CGT CGC CGT CGT GGA GAT GCC CGC CGA CGA CCT CGA CCG GAT CCC 



ARGRRRRGDARRRPRPDP 
PEVVAVVEMPADDLDRI P 
PRSSPSWRCPPTTSTGSR 

GPPSGPRVTRGASWDPSC 
DPLVEQAYQEVPRGTRPV 
TRSSKRPTSNSRGVLGPF 



CCA GGC CCT CCT GAA GGA CCC GCA TGA CAA GCT GGC CGG CTG GTC AGG CCC CTT 
5301 5310 5319 5328 5337 5346 

GGT CCG GGA GGA CTT CCT GGG CGT ACT GTT CGA CCG GCC GAC CAG TCC GGG GAA 



GPGGLP GRTVRPAD Q S GE 
VREDFL GVLFDRPT SPGN 
SGRTSWAYCSTGRPVRGT 

RCC*ESPPHGPRARASRP 
DAADNARRIGQARVPQDH 
MPLMMREASARPACPS I T 

GTA GCC GTC GTA GTA AGC GAG CCG CCT ACG GGA CCC GCG CGT GCC CGA CTA GCA 
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5355 5364 5373' 5382 5391 5400 

CAT CGG CAG CAT CAT TCG CTC GGC GGA TGC CCT GGG CGC GCA CGG GCT GAT CGT 



HRQHHS LGGCPGRARADR 
IGSI IRSADALGAHGLIV 
SAASFARRMPWARTG* SW 

PARRRRRRGSIPGTSCRS 
RPVGGVDVVRFRDPRAGA 
APCAAS T*SGFDTRDLVP 



CCG CCC CGT GCG GCG GCT GCA GAT GCT GGG CTT TAG CCA GGC CAG CTC GTG GCC 
5409 5418 5427 5436 5445 5454 

GGC GGG GCA CGC CGC CGA CGT CTA CGA CCC GAA ATC GGT CCG GTC GAG CAC CGG 



GGARRRRLRPEI GPVEHR 
AGHAADVYDPKSVRS STG 
RGTPPTSTTRNRSGRAPA 

ATRGARRGPATVPRP SPS 
RQEGQGGDPHR*RALHHV 
ESNERGATRTGDGPST I S 



GAG CGA CAA GAG GGA CGG GCG GCA GGC CCA CGG CAG TGG CCC GCT CCA CTA CCT 
5463 5472 5481 5490 5499 5508 

CTC GCT GTT CTC CCT GCC CGC CGT CCG GGT GCC GTC ACC GGG CGA GGT GAT GGA 



LAVLPARRPGAVTGRGDG 
SLFSLPAVRVPSPGEVMD 
RCSPCPPSGCRHRAR*WT 

PPPGGPRRCASRGPRYPR 
PHLGAPGGARRDDQDTRV 
QTSARRAAPVGI TRTPVS 



GAC CCA CCT CCG GGC GGC CCG GCG GCC GTG CGG CTA GCA GGA CCA GCC ATG CCT 
5517 5526 5535 5544 5553 5562 

CTG GGT GGA GGC CCG CCG GGC CGC CGG CAC GCC GAT CGT CCT GGT CGG TAC GGA 



LGGGPP GRRHADRP GRYG 
WVEARRAAGTPIVLVGTD 
GWRPAGPPARRSSWSVRT 

ARRSRHTRSRS*GAS GAA 
LVAVAI HEVEVEGLRGQQ 
SCPSQSTNSKSKVWGVRS 



GCT CGT GCC GCT GAC GCT ACA CAA GCT GAA GCT GAA GTG GGT CGG CTG GGA CGA 
5571 5580 5589 5598 5607 5616 

CGA GCA CGG CGA CTG CGA TGT GTT CGA CTT CGA CTT CAC CCA GCC GAC CCT GCT 



RARRLRCVRLRLHPADPA 
EHGDCDVFDFDFTQPTLL 
STATAMCSTSTSPSRPCC 

SR.. _CH S LRA*CRRAYT TR S 
QDAI LCGPEAVGPTRQAV 
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CGA CTA GCC GTT ACT CTG TCG GCC CGA GTC GTT GCG GAC CGC ATG CAA CAC GCT 
5625 5634 5643 5652 5661 5670 

GCT GAT CGG CAA TGA GAC AGC CGG GCT CAG CAA CGC CTG GCG TAC GTT GTG CGA 

ADRQ *D SRAQQRLAYVVR 
LIGNETAGLSNAWRTLCD 
* SAMRQPGSATPGVRCAT 

CP*CGSPRSRSSASRPSR 
VRDADRHGAGRARQVRRV 
*VTLMGIAPEALESFAAF 

GAT GTG CCA GTC GTA GGG CTA CCG GCC GAG GCG CTC GAG CGA CTT GCG CCG CTT 
5679 5688 5697 5706 5715 5724 

CTA CAC GGT CAG CAT CCC GAT GGC CGG CTC CGC GAG CTC GCT GAA CGC GGC GAA 

LHGQHPDGRLRELAERGE 
YTVS IPMAGSASSLNAAN 
TRSASRWPAPRAR* TRRT 

RSRSGRRLPVAAS*RFFR 
GRGRDEVFRYPLPDAS SG 
AAVAIR*SATRCRILPLV 

GCG GCG CTG GCG CTA GGA GAT GCT TCG CCA TGC CGT CGC CTA GTC GCC TTC TTG 
5733 5742 5751 5760 5769 5778 

CGC CGC GAC CGC GAT CCT CTA CGA AGC GGT ACG GCA GCG GAT CAG CGG AAG AAC 

RRDRDPLRSGTAADQRKN 
AATAILYEAVRQRI SGRT 
PRPRSSTKRYGSGSAEEP 

LLERLLRP YNYRARARDQ 
CCSGSCGPTTTGPGRGTR 
A VVGQAAPPLQVQGAGPG 

GCG TTG TTG AGG GAC TCG TCG GCC CCC ATC AAC ATG GAC CGG GCG CGG GCC AGG 
5787 5796 5805 5814 5823 5832 

CGC AAC AAC TCC CTG AGC AGC CGG GGG TAG TTG TAC CTG GCC CGC GCC CGG TCC 



(l) Y L A R A R S V- 

l~> T> T.T T> A T5 t~> T> *• 



RNNSLSSRG 
ATTP *AAGGSCTWPAPGP 
QQLP EQPGVVV P^ G P R P V L 

IRGV IEAHREFDGALRGL 
SGGW SRRTGSSTAQWVAW 
PDAGRDGRAARLRRGSPG 

ACC TAG GCG GGG TGC TAG AGG CGC ACG GCG AGC TTC AGC GGA CGG TCT GCC GGG 
5841 5850 5859 5868 5877 5886 

TGG ATC CGC CCC ACG ATC TCC GCG TGC CGC TCG AAG TCG CCT GCC AGA CGG CCC 

WIRPTI SACRSKSPARRP 
GSAPRSPRAARSRLPDGP 
Dp 'pHDLRVPLEVACQTAQ 



RPLPTRAWR*LRSTVRTC 
AHCRPGLGADSGRR*GRV 



TCG CAC CGT CGC CCC AGG CTC GGG TCG GAG TCT CGG AGC TGC AGT GGG AGC ATG 
5895 5904 5913 5922 5931 5940 

AGC GTG GCA GCG GGG TCC GAG CCC AGC GTC AGA GCC TCG ACG TCA CCC TCG TAC 



SVAAGSEPSVRASTSPSY 
AWQRGP SPASEPRRHPRT 
RGSGVRAQRQSLDVTLVH 

SSMFEAEPPLVPLSGSAL 
PPCSNRKPRCCRCPARRS 
RLVHI GSRAAAGAPLGVR 



TGC CTC CTG TAC TTA AGG CGA AGC CCG CCG TCG TGG CCG TCC CTC GGG CTG CGC 
5949 5958 5967 5976 5985 5994 

ACG GAG GAC ATG AAT TCC GCT TCG GGC GGC AGC ACC GGC AGG GAG CCC GAC GCG 



TEDMNSASGGSTGREPDA 
R R T * IPLRAAAPAGSPTR 
GGHEFRFGRQHRQGARRE 

TELMRATFLGTDAVLPSV 
RKSCGPRSCGRTPWSRAS 
ANRADP GHVAGHRGRAPQ 



TCG CAA AGC TCG TAG GCC CGG CAC TTG TCG GGG CAC AGC CGG TGC TCG CCC GAC 
6003 6012 6021 6030 6039 6048 

AGC GTT TCG AGC ATC CGG GCC GTG AAC AGC CCC GTG TCG GCC ACG AGC GGG CTG 



SVSS IRAVNSPVSATSGL 
AFRASGP*TAPCRPRAG* 
RFEHPGREQPRVGHERAD 

LVPT IVARGMETVVHGFP 
WCRRSSPGDWRPS SMD 3 R 
GAGAHHRGTGDRHR CTRV 



TGG TCG TGG CCG CAC TAC TGC CGG GCA GGG TAG AGC CAC TGC TGT ACA GGC TTG 
6057 6066 6075 6084 6093 6102 

ACC AGC ACC GGC GTG ATG ACG GCC CGT CCC ATC TCG GTG ACG ACA TGT CCG AAC 



TSTGVMTARPISVTTCPN 
PAPA**RPVPSR*RHVRT 
QHRRDDGPSHLGDDMSER 

VPPQVEVGS*GNRSGRLH 
CRRSSRSAAEATGAGAST 
AGAAPGRRRKLREPERPP 



CCG TGG CCG CCG ACC TGG AGC TGC GGC GAA GTC GGC AAG GCC GAG GGC GCC TCC 
61 11 6120 6129 6138 6147 61 56 

GGC ACC GGC GGC TGG ACC TCG ACG CCG CTT CAG CCG TTC CGG CTC CCG CGG AGG 
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G T" G G W T S T P L Q P' ' F" R t, p R R 
APAAGPRRRFSRSGSRGG 
HRRLDLDAASAVPAPAEV 

HGRLRPLDGRGVVARLGS 
IDEFGPCTEGDWWRGCVR 
STRSAPAPRGTGGGGASG 



ACT ACA GGA GCT TCG GCC CCG TCC AGA GGG GCA GGG TGG TGG CGG GCG TCT GGG 
6165 6174 6183 6192 6201 6210 

TGA TGT CCT CGA AGC CGG GGC AGG TCT CCC CGT CCC ACC ACC GCC CGC AGA CCC 



*CPRSRGRSPRPTTARRP 




DAAAPGTQRGGRGRHVAE 
IRRLRAQRAAEVVE I FPK 
FGGCGPRDPPRWSRSSRS 



CTT AGG CGG CGT CGG CCC GGA CAG ACC GCC GGA GGT GCT GGA GCT ACT TGC CGA 
6219 6228 6237 6246 6255 6264 

GAA TCC GCC GCA GCC GGG CCT GTC TGG CGG CCT CCA CGA CCT CGA TGA ACG GCT 



□ ESAAAGPVWRPPRPR * TA 

£9 NPPQPGLSGGLHDLDERL 

•jp IRRSRACLAASTTSMNGF 

m 

4* VAGLQQRHVAARLGAGSR 

5- WRGWNSGIYQLEYDREPG 

^ GGGGTAASTSCSTTGSRV 



[** AGG TGG CGG GGG TCA ACG ACG GCT ACA TGA CGT CGA GCA TCA GGG CGA GGC CTG 

6273 6282 6291 6300 6309 6318 

jif TCC ACC GCC CCC AGT TGC TGC CGA TGT ACT GCA GCT CGT AGT CCC GCT CCG GAC 

m 

STAPSCCRCTAARSPAPD 
PPPPVAADVLQLVVPLRT 
HRPQLLPMYCSS*SRSGP 

AGTSATGAPANRFLPLVR 
LERPHRVLQPMGFCPFFE 
SSGHIGYWSPCESVPSSS 



GCT CGA GGG CAC CTA CGG CAT GGT CGA CCC CGT AAG GCT TTG TCC CCT TCT TGA 
6327 6336 6345 6354 6363 6372 

CGA GCT CCC GTG GAT GCC GTA CCA GCT GGG GCA TTC CGA AAC AGG GGA AGA ACT 



RAPVDAVPAGAFRNRGRT 
ELPWMPYQLGHSETGEEL 
SSRGCRTSWGIPKQGKNS 

GRRALPGDVQAAPRPRQA 
AGDPLPGTLKPQLVLDSL 
PGTPCPAR*SPSCSSTAS 



GCC GGG GCA GCC CGT TCC CCG GGC AGT TGA ACC CGA CGT CCT GCT CCA GCG ACT 
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6381 6390 6399 6408 6417 6426 

CGG CCC CGT CGG GCA AGG GGC CCG TCA ACT TGG GCT GCA GGA CGA GGT CGC TGA 



RPRRARGPSTWAAGRGR* 
GPVGQGARQLGLQDEVAE 
APSGKGPVNLGCRTRSLS 

RLLATALERDLPHRRLQR 
ASYLRRWNEISHTGVSSD 
RPTSGDGIRSRTPASPAT 



CGC GCC TCA TCT CGG CAG CGG TTA AGA GCT AGC TCA CCC ACG GCT GCC TCG ACA 
6435 6444 6453 6462 6471 6480 

GCG CGG AGT AGA GCC GTC GCC AAT TCT CGA TCG AGT GGG TGC CGA CGG AGC TGT 



ARSRAVANSRSSGCRRSC 
RGVEPSPILDRVGADGAV 
AE*SRRQFSIEWVPTELS 

RRHRCRGLPR*FDI I LRR 
DATAVGGLHGDS I S* * A G 
TPPPSVAWTATLFRNDPA 



GCA GCC GCC ACC GCT GTG GCG GGT TCA CCG GCA GTC TTT AGC TAA TAG TCC GCG 
6489 6498 6507 6516 6525 6534 

CGT CGG CGG TGG CGA CAC CGC CCA AGT GGC CGT CAG AAA TCG ATT ATC AGG CGC 



RRRWRHRPSGRQKS I IRR 
VGGGDTAQVAVRNRL S GA 
S A (£) ATPPKWPSEIDYQAP 



DRPFSCALEIQEDSLYQR 
TGPFRAPWNSRSTRCI SG 
PGQSVL L GTRDARGVSVA 



GCC AGG GAC CCT TTG CTC GTC CGG TCA AGC TAG ACG AGC AGG CTG TCT ATG ACG 
6543 6552 6561 6570 6579 6588 

CGG TCC CTG GGA AAC GAG CAG GCC AGT TCG ATC TGC TCG TCC GAC AGA TAC TGC 



RSLGNEQASSICSSDRYC 
GPWETSRPVRSARPTDTA 
VPGKRAGQFDLLVRQ I LP 

AEFMFVLHTGWRVDPEVP 
PRSCSCLIHEGACTRSWR 
PGRVHVCSTNGLARGAGG 



GCC CGG AGC TTG TAC TTG TGT TCT ACA CAA GGG GTC GCG TGC AGG CCG AGG TGG 
6597 6606 6615 6624 6633 6642 

CGG GCC TCG AAC ATG AAC ACA AGA TGT GTT CCC CAG CGC ACG TCC GGC TCC ACC 



RASNMNTRCVPQRTSGST 
GPRT *TQDVFPSARPAPP 
GLEHEHKMCSP AHVRLHR 

L H tt _R P I QEDMRSLAGSVRV 
FIGRSRSTWGRFRAASGS 
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CCT TCT ACG GCG CCC TAG ACG AGC AGG TAG GCG CTT TCG CGC GGC GAG TGG GCC 
6651 6660 6669 6678 6687 6696 

GGA AGA TGC CGC GGG ATC TGC TCG TCC ATC CGC GAA AGC GCG CCG CTG ACC CGG 



GRCRGICSSIRESAPLTR 
EDAAGSARPSAKARR * PG 
KMPRDLLVHPRKRAADPD 

ECGAEGAAEVYAAVTQ SF 
RVARKVRRRWMPPLPRAS 
G*LGS*GGGGCLRCRDPQ 



TGG AGT GTC GGG CGA AGT GGG CGG CGG AGG TGT ATC CGC CGT TGC CAG ACC GAC 
6705 6714 6723 6732 6741 6750 

ACC TCA CAG CCC GCT TCA CCC GCC GCC TCC ACA TAG GCG GCA ACG GTC TGG CTG 



TSQPASPAAST*AATVWL 
PHSPLHPPPPHRRQRSG* 
LTARFTRRLHIGGNGLAE 

GAQWHLNGAVLVRAEAMG 
DRRGI F I GP*SCGPKRWE 
IGGALSSERSRAGPSGGN 



TTA GGG CGG ACG GTT ACT TCT AAG GGC CGA TGC TCG TGG GCC CGA AGG CGG TAA 
6759 6768 6777 6786 6795 6804 

AAT CCC GCC TGC CAA TGA AGA TTC CCG GCT ACG AGC ACC CGG GCT TCC GCC ATT 



NPACQ*RFPATSTRASAI 
I PPANEDSRLRAPGLPPF 
SRLPMKIPGYE HPGFRHS 

GEWPCVQLWWQRQSDLSF 
ARGLVCRYGGSASHT * PF 
RGGLSVGTAVVPATLRPF 



GGC GGG AGG GTT CCT GTG TGG ACA TCG GTG GTG ACC GCG ACA CTC AGA TCC CTT 
6813 6822 6831 6840 6849 6858 

CCG CCC TCC CAA GGA CAC ACC TGT AGC CAC CAC TGG CGC TGT GAG TCT AGG GAA 



PPSQGHTCSHHWRCE SRE 
RPPKDTPVATTGAVSLGK 
ALPRTHL*PPLAL*V*GK 

SSPFCQHFCQLFCQPCFE 
PVPSVSTFVSSFVSPVFN 
LFQPFVPSFVPSFVPSLI 



TTC CTT GAC CCC TTT GTG ACC ACT TTT GTG ACC TCT TTT GTG ACC CCT GTT TTA 
6867 6876 6885 6894 6903 6912 

AAG GAA CTG GGG AAA CAC TGG TGA AAA CAC TGG AGA AAA CAC TGG GGA CAA AAT 



KELGKHW*KHWRKHWGQN 
RN WGNTGENTGENTGDKI 
GTGETLVKTLEKTLGTKF 
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AGT CGG CCC TGG CGA CGA GTC CCC GGA 
6921 6930 6939 

TCA GCC GGG ACC GCT GCT CAG GGG CCT 



CGG AGG TCG TGC AGC CGA CGG GCC TGG 
6948 6957 6966 

GCC TCC AGC ACG TCG GCT GCC CGG ACC 




TCA TGC CGG CTC GCC CAC GGC TAG AAG TCG GCG AGG TCC CGG AAA TGC CCT CGG 
6975 6984 6993 7002 7011 7020 

AGT ACG GCC GAG CGG GTG CCG ATC TTC AGC CGC TCC AGG GCC TTT ACG GGA GCC 



STAERVPIFSRSRAFTGA 
VRPSGCRSSAAPGPLREP 
YGRAGADLQPLQGLYGSH 

PIKRSRDTVAIVAHAPLA 
RSRVAATPSPS*RMRPCR 
GPD*P QPRHRRDGCARAA 



TGG CCC TAG AAT GCC GAC GCC AGC CAC TGC CGC TAG TGG CGT ACG CGC CCG TCG 
7029 7038 7047 7056 7065 7074 

ACC GGG ATC TTA CGG CTG CGG TCG GTG ACG GCG ATC ACC GCA TGC GCG GGC AGC 



TGILRLRSVTAITACAGS 
PGSYGCGR*RRSPHARAA 
RDLTAAVGDGDHRMRGQR 

SALSRLLARWRSRP CRGK 
RRSRACCPGGGAARAGAR 
GVRALAAPGAVPQAPVQG 



CGG CTG CGC TCG CTC GCG TCG TCC CGG GCG GTG GCC GAC GCG CCC GTG GAC GGG 
7083 7092 7101 7110 7119 7128 

GCC GAC GCG AGC GAG CGC AGC AGG GCC CGC CAC CGG CTG CGC GGG CAC CTG CCC 





AAG GGT CAC GCA CGC GAG GGC ATG CCG TCC AGC CGG TCG TGC TGT AGC CCG CGC 
7137 7146 7155 7164 7173 7182 

TTC CCA GTG CGT GCG CTC CCG TAC GGC AGG TCG GCC AGC ACG ACA TCG GGC GCG 



-28- 



F P V R A L P Y G R S A S T T S G A 
SQCVRSRTAGRPARHRAR 
PSACAPVRQVGQHD I GRG 

GALVASLARPDFVDATR I 
GPSSPPCRVRISSTRPAS 
VRRPRRVACASRLRGRHP 



CTG GGC CGC TCC TGC CGC CTG TCG CGT GCG CCT AGC TTC TGC AGG CGC CAC GCC 
7191 7200 7209 7218 7227 7236 

GAC CCG GCG AGG ACG GCG GAC AGC GCA CGC GGA TCG AAG ACG TCC GCG GTG CGG 



DPARTADSARGSKTSAVR 
TRRGRRTAHADRRRPRCG 
PGEDGGQRTRIEDVRGAD 

ACPLAGGEATLRERLRRA 
PARCRVARRR*ASGCGAP 
HRVAACRGGGDPAGAAPP 



TAC CGC GTG CCG TCG CGT GGC GGG AGG CGG CAG TCC GCG AGG GCG TCG GCC GCC 
7245 7254 7263 7272 7281 7290 

ATG GCG CAC GGC AGC GCA CCG CCC TCC GCC GTC AGG CGC TCC CGC AGC CGG CGG 



Q MAHGSAPPSAVRRSRSRR 

jjj WRTAAHRPPPSGAPAAGG 

J GARQRTALRRQALPQPAG 

4* AQAAELYSPKGFRE SQER 

01 PRRPRWIPPSASVSARSV 

« RGAR GGSLLAQRFAREA* 



CGC CGG ACG CGC CGG AGG TCT ATC CTC CCG AAC GGC TTT GCG AGC GAG ACG AGT 
7299 7308 7317 7326 7335 7344 

GCG GCC TGC GCG GCC TCC AGA TAG GAG GGC TTG CCG AAA CGC TCG CTC TGC TCA 



AACAASR*EGLPKRSLCS 
RPARPPDRRACRNARSAH 
GLRGLQIGGLAETLALLT 

RELERATLGAPSLLALNK 
GNSSARP*GPRRSCPSIR 
ATRARARDARGALAPRSE 



GCG GCA AGC TCG AGC GCG CGC CAG TCG GGC CGG CCG CTC TCG TCC CGC TCT AAG 
7353 7362 7371 7380 7389 7398 

CGC CGT TCG AGC TCG CGC GCG GTC AGC CCG GCC GGC GAG AGC AGG GCG AGA TTC 



RRSSSRAVSPAGESRARF 
AVRARARSARPARAGRDS 
PFELARGQPGRREQGE I L 

AALELPAPDVDSAI VQRL 
RRSSWRPPTWMPPS*RGC 
EGRAGAPRPGCRLRD G A A 



AAG CGG CGC TCG AGG TCG CCC CGC CCC AGG TGT AGC CTC CGC TAG TGG ACG GCG 

-29- 



7407 7416 7425 7434 7443 7452 

TTC GCC GCG AGC TCC AGC GGG GCG GGG TCC ACA TCG GAG GCG ATC ACC TGC CGC 



FAASSSGAGSTSEAI TCR 
SPRAPAGRGPHRRRSPAA 
RRELQRGGVHIGGDHLPQ 

SRRHLLGLVTLLYGS GCC 
RAGTCCGWCR*STVAAAA 
ALAPAAAGAGDPPLRQRL 



TCG CTC GCG GCC ACG TCG TCG GGG TCG TGG CAG TCC TCC ATT GGC GAC GGC GTC 
7461 7470 7479 7488 7497 7506 

AGC GAG CGC CGG TGC AGC AGC CCC AGC ACC GTC AGG AGG TAA CCG CTG CCG CAG 



SERRCS SPSTVRR*PLPQ 
ASAGAAAPAPSGGNRCRS 
RAPVQQPQHRQEVTAAAA 

PDWLTVPGDGPLRALARQ 
RTGCR*RVTAPSAPSPGS 
VPGVAD GSRRRPPPRP GA 



GTG CCC AGG GTG TCG CAG TGG CCT GGC AGC GGC CCC TCC GCC CGC TCC CGG GCG 
7515 7524 7533 7542 7551 7560 

CAC GGG TCC CAC AGC GTC ACC GGA CCG TCG CCG GGG AGG CGG GCG AGG GCC CGC 



m HGSHSVTGPSPGRRARAR 
J* TGPTASPDRRRGGGRGPA 
01 RVPQRHRTVAGEAGEGPL 

O FIETALRVPFAPYGPASH 
jjj SSRPRWASPSPPTVRRPT 
PLDRDGPPRPLRPLGARL 

ui 

S ACC TTC TAG AGC CAG CGG TCC GCC TGC CCC TTC CGC CCC ATT GGG CCG CGC CTC 
tU 7569 7578 7587 7596 7605 7614 

TGG AAG ATC TCG GTC GCC AGG CGG ACG GGG AAG GCG GGG TAA CCC GGC GCG GAG 



WKI SVARRTGKAG*PGAE 
GRSRSP GGRGRRGNPARS 
EDLGRQADGEGGVTRRGV 




ACC TCG TGC TGT GGC GTC CGC TCT AGC CTT GAC AGC TAG GCG AGG TGC CGC ACC 
7623 7632 7641 7650 7659 7668 

TGG AGC ACG ACA CCG CAG GCG AGA TCG GAA CTG TCG ATC CGC TCC ACG GCG TGG 



WSTTPQARSELSIRSTAW 
GARHRRRDRNCRSAPRRG 
EHDTAGEIGTVDPLHGVA 

Y A ,~S (v) Q G S G LVE S G G G D C G 
TRV*RDVGWYKPVAETAA 



P V C E G T W E G T S R F R R R R L 



GCC ATG CGT GAG TGG ACA GGT GAG GGG TCA TGA AGC CTT GGC GGA GGC AGC GTC 
7677 7686 7695 7704 7713 7722 

CGG TAG GCA CTC ACC TGT CCA CTC CCC AGT ACT TCG GAA CCG CCT CCG TCG CAG 



RYALTCPLPSTSEPPPSQ 
GTHSPVHSPVLRNRLRRS 
VRTHL STPQYFGTASVAA 

QLS*LAAAGAPSAGLQRR 
RFRDYHRPGPRPLEWSGG 
GSAIMTGRGRGPFSGAAA 



GGG ACT TCG CTA GTA TCA CGG CGC CGG GGC CGG CCC CTT CGA GGG TCG ACG GCG 
7731 7740 7749 7758 7767 7776 

CCC TGA AGC GAT CAT AGT GCC GCG GCC CCG GCC GGG GAA GCT CCC AGC TGC CGC 



P*SDHSAAAPAGEAPSCR 
P EAI IVPRPRPGKLPAAA 
LKRS*CRGPGRGSSQLPP 

VCLDGAGGPSDTTGP SAP 
SVCTVPAEPATPRGL HLR 
PCVP*RRRRPQRDDWTFG 



GCC TGT GTG TCC AGT GGC CGC GGA GGC CCC GAC AGC CAG CAG GGT CCA CTT CGG 

00 7785 7794 7803 7812 7821 7830 

*P CGG ACA CAC AGG TCA CCG GCG CCT CCG GGG CTG TCG GTC GTC CCA GGT GAA GCC 

m 

1., RTHRSPAPPGLSVVPGEA 

Q GHTGHRRLRGCRSSQVKP 

I: DTQVTGASGAVGRPR* SR 

z! RDARDGGLDRLNERI HGS 

!fj ATPATVAWIESTKGFTGR 

• W PPRRP*RGFRQPKGSHAG 



CCC GCC AGC CGC GCC AGT GGC GGG TTT AGA GAC TCC AAA AGG GCT TAC ACG GGG 
7839 7848 7857 7866 7875 7884 

GGG CGG TCG GCG CGG TCA CCG CCC AAA TCT CTG AGG TTT TCC CGA ATG TGC CCC 




RRNGCESATTALFPPGHG 
GVIAASRHRLQS SPRAMD 
V*SQRVGIGYNRPLAPWT 



CTG GAT GCT AAC GGC GTG AGG CTA CGG CAT CAA CGC TCC TTC CCG CCC GGT ACA 
7893 7902 7911 7920 7929 7938 

GAC CTA CGA TTG CCG CAC TCC GAT GCC GTA GTT GCG AGG AAG GGC GGG CCA TGT 



DLRLPHSDAVVARKGGPC 
TY .-P, CRTPMP*LRGRA G IT V 
PTIAALRCRSCEEGRA (m) S 
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HERPE * GSCTQQHGSPRA 
MNGPNEAPVRRSTVPPAP 
WTGPTRLRFVDAP SRLPP 



GGT ACA AGG GCC CCA AGA GTC GGC CTT GTG CAG ACG ACC ACT GGC CTC CCC GCC 
7947 7956 7965 7974 7983 7992 

CCA TGT TCC CGG GGT TCT CAG CCG GAA CAC GTC TGC TGG TGA CCG GAG GGG CGG 



PCSRGSQPEHVCW*PEGR 
HVPGVL SRNTSAGDRRGG 
MFPGFSAGTRLLVTGGAG 

EDARVHDVGEQLGPGLDG 
KMPECTTSAKRSAPASTV 
S*RSARPRRRGPPRPRP* 



CGA AGT AGC CGA GCG TGC ACC AGC TGC GGA AGG ACC TCC GGC CCC GGC TCC AGT 
8001 8010 8019 8028 8037 8046 

GCT TCA TCG GCT CGC ACG TGG TCG ACG CCT TCC TGG AGG CCG GGG CCG AGG TCA 



ASSARTWSTPSWRPGPRS 

jjt LHRLARGRRLPGGRGRGH 

Q F IGSHVVDAFLEAGAEVT 

m HQVVQGGTVRFTQVWTRD 

£ TSSSRVVPSGSRRSGRAT 

K RAPRGSWRHGPVDPGV-HP 

£0 GGC ACG ACC TGC TGG ACT GGT GGC CAC TGG GCC TTG CAG ACC TGG GTG CAC GCC 

£ _ 8055 8064 8073 8082 8091 8100 

5 CCG TGC TGG ACG ACC TGA CCA CCG GTG ACC CGG AAC GTC TGG ACC CAC GTG CGG 



PCWTT*PPVTRNVWTHVR 
RAGRPDHR*PGTS GPT CG 
VLDDLTTGDPERLDPRAV 

OTADVHGI GGGQVL GHPR 
MRRT STVSAAARS SATRD 
* G D R R R SRHRRGPRPRAT 



AGT AGG CAG CGC AGC TGC ACT GGC TAC GGC GGC GGG ACC TGC TCC GGC ACG CCA 
8109 8118 8127 8136 8145 8154 

TCA TCC GTC GCG TCG ACG TGA CCG ATG CCG CCG CCC TGG ACG AGG CCG TGC GGT 



SSVAST *PMPPPWTRPCG 
HPSRRRDRCRRPGRGRAV 
IRRVDVTDAAALDEAVRS 



RAGVDDAMERGLDVDPDR 
ARGS TMQWRAAWI STRTE 
PAGRR*RGDRPGSRRGPR 



GCC GCG CGG GGC TGC AGT AGA CGG TAG AGC GCC GGG TCT AGC TGC AGG CCC AGA 
8163 8172 8181 8190 8199 8208 

CGG CGC GGC CCG ACG TCA TCT GCC ATC TCG CGG CCC AGA TCG ACG TCC GGG TCT 
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R R A P T S S A I S RPR S T S G S 
GAPRRHLPSRGPDRRPGL 
ARPDVICHLAAQIDVRVS 

HGCRGDVRPDVDLARDVH 
TAVGATSARTLTSPVI LT 
PPWVPRRRAP*RRPCS*R 



GCC ACC GGT GTG GCC GGC AGC TGC GCG CCC AGT TGC AGC TCC CGT GCT AGT TGC 
8217 8226 8235 8244 8253 8262 

CGG TGG CCA CAC CGG CCG TCG ACG CGC GGG TCA ACG TCG AGG GCA CGA TCA ACG 



RWPHRP STRGSTSRARS T 
GGHTGRRRAGQRRGHDQR 
VATPAVDARVNVEGT I NV 

QFRRVGDPRPDHEGGGAP 
SSAACATPARTTNAEVPP 
APLPARRRPAPRTRRWRR 



ACG ACC TTC GCC GCG TGC GGC AGC CCC GCG CCC AGC ACA AGC GGA GGT GGC CGC 
8271 8280 8289 8298 8307 8316 

TGC TGG AAG CGG CGC ACG CCG TCG GGG CGC GGG TCG TGT TCG CCT CCA CCG GCG 



Q CWKRRTPSGRGSCSPPPA 

jj AGSGARRRGAGRVRLHRR 

J LEAAHAVGARVVFASTGG 

01 

JS REVPFANRDRRVLVRQGP 

yl AS*PSPTGTGVFSSVSGL 

? PARRPLREPGSSRPCAAW 



CCC GCG AGA TGC CCC TTC CGC AAG GCC AGG GCT GCT TGC TCC TGT GCG ACG GGT 
8325 8334 8343 8352 8361 8370 

GGG CGC TCT ACG GGG AAG GCG TTC CGG TCC CGA CGA ACG AGG ACA CGC TGC CCA 



GRSTGKAFRSRRTRTRCP 
GALRGRRSGPDERGHAAQ 
ALYGEGVPVPTNEDTLPR 

RPRGVARGLVARLLVDAQ 
GPAG*PVALYQAS FYMPR 
APPARRCPWTSRPSTCRG 



CCG GCC CCC GCG GGA TGC CGT GCC GGT TCA TGA CGC GCC TCT TCA TGT AGC CGG 
8379 8388 8397 8406 8415 8424 

GGC CGG GGG CGC CCT ACG GCA CGG CCA AGT ACT GCG CGG AGA AGT ACA TCG GCC 



GRGRPTARPSTARRS T SA 
AGGALRHGQVLRGEVHRP 
PGAPYGTAKYCAEKYI GL 

EVPQVSGLVAHQPEAVHV 
NLRSCPVSCLTNRSPLTY 
T*GAARFRACRTAARCRT 



ACA AGT TGG CCG ACG TGC CTT GGC TCG TGT CGC ACA ACG CCG AGC CGT TGC ACA 
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8433 8442 8451 8460 8469 8478 

TGT TCA ACC GGC TGC ACG GAA CCG AGC ACA GCG TGT TGC GGC TCG GCA ACG TGT 



CSTGCTEPSTACCGSATC 
VQPAARNRAQRVAARQRV 
FNRLHGTEHSVLRLGNVY 

P GPLARATLRADD GDVAP 
PGRCLGPPSAPTMAM*QP 
RAGASGPRHPPR*RWRSR 



TGC CCG GGG CCG TCT CGG GCC CGC CAC TCC GCC CGC AGT AGC GGT AGA TGA CGC 
8487 8496 8505 8514 8523 8532 

ACG GGC CCC GGC AGA GCC CGG GCG GTG AGG CGG GCG TCA TCG CCA TCT ACT GCG 



TGPGRARAVRRAS SPSTA 
RAPAEPGR*GGRHRHL LR 
GPRQSPGGEAGVIAIYCG 

QGGLASHGRHEAVTRL GT 
SAESPPTGVTNPSPECVR 
APRRPRLAWPTRRRNAS G 



CCG ACC GGA GGC TCC CGC CTC ACG GGT GCC ACA AGC CGC TGC CAA GCG TCT GGG 
8541 8550 8559 8568 8577 8586 

GGC TGG CCT CCG AGG GCG GAG TGC CCA CGG TGT TCG GCG ACG GTT CGC AGA CCC 



GWPPRAECPRCSATVRRP 
AGLRGRSAHGVRRRFADP 
LASEGGVPTVFGDGSQTR 

VVHVDAVDGRREDRRVAG 
S * T Y T P STAAAN TAGYPV 
HSRTRRRRRRPTRRATRC 



CAC TGA TGC ACA TGC AGC CGC TGC AGC GGC GCC GCA AGC AGC GCG GCA TGC CGT 
8595 8604 8613 8622 8631 8640 

GTG ACT ACG TGT ACG TCG GCG ACG TCG CCG CGG CGT TCG TCG CGC CGT ACG GCA 



VTTCT SATSPRRS SRRTA 
* LRVRRRRRRGVRRAVRH 
DYVYVGDVAAAFVAPYGT 

DARRRS CRVRALPARHQL 
TPGADPVDSVPLP LVT S S 
RRGPTQFMPCPCP SCPAP 



GGC AGC CGG GCC GCA GAC CTT GTA GCC TGT GCC CGT TCC CCT CGT GCC ACG ACC 
8649 8658 8667 8676 8685 8694 

CCG TCG GCC CGG CGT CTG GAA CAT CGG ACA CGG GCA AGG GGA GCA CGG TGC TGG 



PSARRLEHRTRARGARCW 
RRPGVWNIGHGQGEHGAG 
VGPASGTSDTGKGSTVLE 

DE--VVD6GG6PAVQR6TER 
TRSWMAAAEPRSRGGRKA 
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TCC AGG AGC TGG TGT AGC GGC GGC GGA GGC CCG CGC TGG ACG GAG GGG CAA AGC 
8703 8712 8721 8730 8739 8748 

AGG TCC TCG ACC ACA TCG CCG CCG CCT CCG GGC GCG ACC TGC CTC CCC GTT TCG 



RSSTTSPPPPGATCLPVS 
GPRPHRRRLRARPASPFR 
VLDHIAAASGRDLPPRFA 




GCG GGG CGG CCG GCC CGC TCT AGG TCG 
8757 8766 8775 

CGC CCC GCC GGC CGG GCG AGA TCC AGC 



TGT CGT GGG ACC TGC AGT GAG CAC AGC 
8784 8793 8802 

ACA GCA CCC TGG ACG TCA CTC GTG TCG 



RPAGRARSSTAPWTSLVS 
APPAGRDPAQHPGRHSCR 
PRRPGE IQHSTLDVTRVA 

GIQAPGRGDRQLFADGGG 
ASRPQVADTGSSFPMAAV 
RRDP S SRTRGAPSL CRRW 



GGC GGC TAG ACC CGA CCT GGC GCA GGC AGG GCG ACC TCT TTC CGT AGC GGC GGT 
8811 8820 8829 8838 8847 8856 

CCG CCG ATC TGG GCT GGA CCG CGT CCG TCC CGC TGG AGA AAG GCA TCG CCG CCA 



PPIWAGPRPSRWRKASPP 
RRSGLDRVRPAGERHRRH 
ADLGWTASVPLEKGIAAT 

VGPDTGTRGDPLLCS * SA 
*AQTREPEGTRCCAHSVQ 
RRRPGNRNARGAAPMVLK 



GGA TGC GGA CCC AGG CAA GGC CAA GCG GGC AGG CCG TCG TCC GTA CTG ATT GAA 
8865 8874 8883 8892 8901 8910 

CCT ACG CCT GGG TCC GTT CCG GTT CGC CCG TCC GGC AGC AGG CAT GAC TAA CTT 




CGC GTC CGC GTC GTC CTC AGG CAC CGG CTG CGG CTA GCG CCA CCG CCG GGG CAT 
8919 8928 8937 8946 8955 8964 

GCG CAG GCG CAG CAG GAG TCC GTG GCC GAC GCC GAT CGC GGT GGC GGC CCC GTA 





GTG CGT CTT GTC GTC ACC ACA CGT CGC GCT GAG GCC GCG CCA CGC CAC GGC CCA 
8973 8982 8991 9000 9009 9018 

CAC GCA GAA CAG CAG TGG TGT GCA GCG CGA CTC CGG CGC GGT GCG GTG CCG GGT 

HAEQQWCAARLRRGAVPG 
TQNSSGVQRDSGAVRCRV 
RRTAVVCSATPARCGAGS 

SRASDRRRSTGDRRRVCG 
AGQPTGGGVPATAGGFAG 
LEKRLGAASQHRRAE SRV 

GTC GAG GAA CGC CTC AGG GCG GCG GCT GAC CAC GGC AGC GCG GAG GCT TGC GTG 
9027 9036 9045 9054 9063 9072 

CAG CTC CTT GCG GAG TCC CGC CGC CGA CTG GTG CCG TCG CGC CTC CGA ACG CAC 

QLLAESRRRLVPSRLRTH 
u SSLRSPAADWCRRASERT 
q APCGVPPPTGAVAPPNAP 

_-; ALLGPAPPLPPHAPRPRC 

4*: QWYARRLLYRLTLRGPDV 

£p RGTPGACSTASPSGAPTS 

£ 

01 GGA CGG TCA TCC GGG CCG CGT CCT CCA TCG CCT CCC ACT CGG CCG GCC CCA GCT 
9081 9090 9099 9108 9117 9126 

□ CCT GCC AGT AGG CCC GGC GCA GGA GGT AGC GGA GGG TGA GCC GGC CGG GGT CGA 

PASRPGAGGSGG*AGRGR 
j]J LPVGPAQEVAEGEPAGVD 
CQ*ARRRR*RRVSRPGST 

RPRGRARAAPLERAGAEK 
DHVVAHEPLL'CSARVRRR 
MTSSRT SPCCAARACGGG 



GTA GCA CCT GCT GGC GCA CGA GCC CGT 
9135 9144 9153 

CAT CGT GGA CGA CCG CGT GCT CGG GCA 



CGT CCG TCG AGC GCG CGT GGG CGG AGG 
9162 9171 9180 

GCA GGC AGC TCG CGC GCA CCC GCC TCC 




MLAI FSTDEGSQLNVGTR 
**RSSPPTRVPSCTSAPA 
EDARHLLHG*RVAPQRRH 



AAG TAG TCG CGC TAC TTC CTC CAC AGG AGT GGC CTG ACG TCC AAC TGC GGC CAC 
9189 9198 9207 9216 9225 9234 

TTC ATC AGG GCG ATG AAG GAG GTG TCC TCA CCG GAC TGC AGG TTG ACG CCG GTG 
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F I S~ A M K E V" S S" P D C R I, T P V 
S SAR*RRCPHRTAG*RRC 
HQRDEGGVLTGLQVDAGA 

SLDLDFTLGQRRAFDADV 
A*TWTSPSARAARSTPTS 
PEPGPRLHPGPPARLRRR 



GCC GAG TCC AGG TCC AGC TTC CAC TCC GGG ACC GCC GCG CGC TTC AGC CGC AGC 
9243 9252 9261 9270 9279 9288 

CGG CTC AGG TCC AGG TCG AAG GTG AGG CCC TGG CGG CGC GCG AAG TCG GCG TCG 



RLRSRSKVRPWRRAKSAS 
GSGPGRR*GPGGARSRRR 
AQVQVEGEALAAREVGVD 

GMCAGWIKIDGRDRHWGV 
AWAPAGSRSTGATAT GAS 
RGHLRGLDQHGRPRPALR 



TGC GGG TAC GTC CGC GGG GTC TAG AAC TAC AGG GGC GCC AGC GCC ACG GTC GGC 
9297 9306 9315 9324 9333 9342 

ACG CCC ATG CAG GCG CCC CAG ATC TTG ATG TCC CCG CGG TCG CGG TGC CAG CCG 



fg TPMQAPQILMSPRSRCQP 

m RPCRRPRS*CPRGRGASR 

M AHAGAPDLDVPAVAVPAD 

m 

*P LHFQGSSLFWPLRRLERP 

51 STSSGRPCSGPCGASSER 

. RPPVAGLVPVLAAPPARA 



TGC TCC ACC TTG ACG GGG CTC CTG TCC TTG GTC CCG TCG GCC GCC TCG AGA GCG 
9351 9360 9369 9378 9387 9396 

ACG AGG TGG AAC TGC CCC GAG GAC AGG AAC CAG GGC AGC CGG CGG AGC TCT CGC 



TRWNCPEDRNQGSRRSSR 
RGGTAPRTGTRAAGGALA 
EVELPRGQEPGQPAE LSR 

PRLRAGVVHAGARFAARV 
RDCGRVSWTRGPASRPAS 
ATAAACRGRAGRRPVRRP 



CCG CCA GCG TCG GCG CGT GGC TGG TGC ACG CGG GGC CGC GCC TTG CGC CGC GCC 
9405 9414 9423 9432 9441 9450 

GGC GGT CGC AGC CGC GCA CCG ACC ACG TGC GCC CCG GCG CGG AAC GCG GCG CGG 



GGRSRAPTTCAPARNAAR 
AVAAAHRPRAPRRGTRRG 
RSQPRTDHVRPGAERGAD 

ADVASAELRVDDDVFLVH 
PTWPPPRWGCTTTWS CCT 
RRGRRL GGAARRR GRVAR 



TGC CGC AGG TGC CGC CTC CGG AGG TCG GCG TGC AGC AGC AGG TGC TTG TCG TGC 
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9459 9468 9477 9486 9495 9504 

ACG GCG TCC ACG GCG GAG GCC TCC AGC CGC ACG TCG TCG TCC ACG AAC AGC ACG 



TASTAEAS SRTS S STN S T 
RRPRRRPPAARRRPRTAR 
GVHGGGLQPHVVVHEQHV 

RDAWERLVTNRSASLGRT 
GTPGNGCCRTVPRRCGER 
APRGMGAAGH*PVGVARA 

ACG GCC AGC CGG GTA AGG GCG TCG TGG CAC AAT GCC CTG CGG CTG TCG GGA GCG 
9513 9522 9531 9540 9549 9558 

TGC CGG TCG GCC CAT TCC CGC AGC ACC GTG TTA CGG GAC GCC GAC AGC CCT CGC 

CRSAHSRSTVLRDADSPR 
AGRP I PAAPCYG'T PTALA 
PVGPFPQHRVTGRRQP SR 

AGLIRMTGGAENVQTAVK 
PGWSGCRGGPRT*RPP SR 
HGGPDADDGRGRE GPHRG 

Q CAC CGG GGG TCC TAG GCG TAG CAG GGG GGC CGG AGC AAG TGG ACC CAC CGC TGG 
3 9567 9576 9585 9594 9603 9612 

m GTG GCC CCC AGG ATC CGC ATC GTC CCC CCG GCC TCG TTC ACC TGG GTG GCG ACC 

i 

CI VAPRIRIVPPASFTWVAT 
#= WPPGSASSPRPRSPGWRP 
CP GPQDPHRPPGLVHLGGDL 

O EAEPTVPRDLLVVYEDGN 
fl-j RPRLH*RGTWCCSTNTVT 
[V ERG*TDGAPGAARRIR*R 

K AAG AGC CGG AGT CCA CAG TGG CCG GCC AGG TCG TCG TGC TGC ATA AGC AGT GGC 
m 9621 9630 9639 9648 9657 9666 

TTC TCG GCC TCA GGT GTC ACC GGC CGG TCC AGC AGC ACG ACG TAT TCG TCA CCG 



FSASGVTGRSSSTTYSSP 
SRPQVSPAGPAARRI RHR 
LGLRCHRPVQQHDVFVTV 

LQDLNHRLHRRVNELRFA 
*STSTTGCIGASTRWVSP 
EVPRPQAASAPPREGSPL 



AAG TTG ACC AGC TCC AAC ACG GCG TCT ACG GCC GCC TGC AAG AGG TCT GCC TTC 
9675 9684 9693 9702 9711 9720 

TTC AAC TGG TCG AGG TTG TGC CGC AGA TGC CGG CGG ACG TTC TCC AGA CGG AAG 




C L GGG G N S A A R P H E P G C D 



CGT GTC TGG CGG TGG TGG TAA CCT GCG GCG GGC CCC CAC AAG GCC AGG CGT CAG 
9729 9738 9747 9756 9765 9774 

GCA CAG ACC GCC ACC ACC ATT GGA CGC CGC CCG GGG GTG TTC CGG TCC GCA GTC 



AQTATTIGRRPGVFRSAV 
HRPPPPLDAARGCSGPQS 
TDRHHHWTPPGGVPVRSL 

KKDVTVGTHSREAPPPVR 
KRTWL *ELIAANRRRPCE 
REQGCDSWYPQTGGAPAS 



AGA AAG AAC AGG TGT CAG TGA GGT CAT ACC GAC GCA AGG CGG CCG CCC CCG TGA 
9783 9792 9801 9810 9819 9828 

•TCT TTC TTG TCC ACA GTC ACT CCA GTA TGG CTG CGT TCC GCC GGC GGG GGC ACT 



SFLSTVTPVWLRSAGGGT 
LSCPQSLQYGCVPPAGAL 
FLVHSHSSMAAFRRRGHS 

SH*DDNMTRVAK*SIH*L 
RT. DTTM*RVFQKRLF T S F 
ALTLR*EDYSSSELFHAL 



GCG CTC ACA GTC AGC AGT AAG TAG CAT GCT TGA CGA AAG ATT CTT TAC ACG ATT 
9837 9846 9855 9864 9873 9882 

CGC GAG TGT CAG TCG TCA TTC ATC GTA CGA ACT GCT TTC TAA GAA ATG TGC TAA 



RECQSSFIVRTAF*EMC* 
ASVSRHSSYELLSKKCAK 
RVSVVIHRTNCFLRNVLK 

I PPESRMPATLRSADA*W 
FRRSRGCQRQ*DRLTPRG 
SDAAGVANASNTE FRRGV 



TCT TAG CCG CCG AGG CTG GCG TAA CCG CGA CAA TCA GAG CTT CGC AGC CGG ATG 
9891 9900 9909 9918 9927 9936 

AGA ATC GGC GGC TCC GAC CGC ATT GGC GCT GTT AGT CTC GAA GCG TCG GCC TAC 



RIGGSDRIGAVSLEASAY 
E SAAPTALALLVSKRRPT 
NRRLRPHWRC*SRSVGLP 

FSQVPSPHQFCPAENPRI 
SRSSLHPINSAPRRMRAF 
LVVPCTLSTPLLAG* EPS 



GTC TTG CTG ACC TGT CCA CTC CCT ACA ACC TTC GTC CCG CGG AGT AAG CCC GCT 
9945 9954 9963 9972 9981 9990 

CAG AAC GAC TGG ACA GGT GAG GGA TGT TGG AAG CAG GGC GCC TCA TTC GGG CGA 



QNDWTGEGCWKQGAS FGR 
R T -T- G Q V R D VGSRAPH SGE 
E R L D R * G (m) LEAGRLJRAN 
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VRHQGIAAGDGELLDVTS 
SGTSV*RPATERWSTSPP 
HGPASRDRRRRGGPPRRH 



TAC TGG GCC ACG ACT GGA TAG CGC CGC GGC AGA GGG AGG TCC TCC AGC TGC CAC 
9999 10008 10017 10026 10035 10044 

ATG ACC CGG TGC TGA CCT ATC GCG GCG CCG TCT CCC TCC AGG AGG TCG ACG GTG 



MTRC*PIAAPSPSRRSTV 
*PGADLSRRRLPPGGRRW 
DPVLTYRGAVSLQEVDGG 

YRGPSYRKLFPVQEKGLA 
IAGQRI GK*SRCRNKGSP 
FLARAFVKEPVAGTRERP 



CTT ATC GCG GGA CCG CTT 
10053 10062 
GAA TAG CGC CCT GGC GAA 



ATG GAA AAG TCC TTG CCG 
10071 10080 
TAC CTT TTC AGG AAC GGC 



TGG ACA AGA AAG GGC TCC 
10089 10098 
ACC TGT TCT TTC CCG AGG 



yy 



E*RPGEYLFRNGTCSFPR 
NSALANTFSGTAPVL SRG 
IAPWRIPFQERHLFFPEG 

AHSAGRHRRPHPDSE PGV 
PTPRAAIGVPTRTVKRVS 
RRPVRRSASPPAP*KGSR 

(P CGC CGC ACC CTG CGC GGC GCT ACG GCT GCC CCC ACG CCC AGT GAA AGG CCT GGC 
* 10107 10116 10125 10134 10143 10152 

Q GCG GCG TGG GAC GCG CCG CGA TGC CGA CGG GGG TGC GGG TCA CTT TCC GGA CCG 

fj AAWDAPRCRRGCGSLSGP 

RRGTRRDADGGAGHFPDR 
p GVGRAAMPTGVRVTFRTD 

GLPECEPVR GTRGGLHRA 
ASPSANRYAARGAGS IGP 
RRPARMGTRPGDQGR SAP 



TGC GGC TCC CCG AGC GTA AGG CCA TGC 
10161 10170 10179 

ACG CCG AGG GGC TCG CAT TCC GGT ACG 



GCC GGG CAG GAC GGG GGC TCT ACG GCC 
10188 10197 10206 

CGG CCC GTC CTG CCC CCG AGA TGC CGG 





CGG GCG GGC TCT GCC GCG TGC AGC TGC ATG CTC ACC TGC CGT TCG GCC AGC GGT 
10215 10224 10233 10242 10251 10260 

GCC CGC CGG AGA CGG CGC ACG TCG ACG TAC GAG TGG ACG GCA AGC CGG TCG CCA 
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A R P R R R T S T Y E W T A S R S P 
PARDGARRRTSGRQAGRQ 
PPETAHVDVRVDGKPVAS 



EGQHGVPLDVRAPDPCQR 
RGRTVSRSTWVHRTPASG 
GGGPSRGPPGCTGPRPVA 



CGG AGG GGG ACC ACT GGC TGG CCC TCC AGG TGT GCA CGG CCC AGC CCC GTG ACG 
10269 10278 10287 10296 10305 10314 

GCC TCC CCC TGG TGA CCG ACC GGG AGG TCC ACA CGT GCC GGG TCG GGG CAC TGC 



ASPW*PTGRSTRAGSGHC 
PPPGDRPGGPHVPGRGTA 
vLPLVTDREVHTCRVGALP 



AAAVAKHLQPQGAQVLED 
PPLSRRTSSHSGPRFWNT 
PRCRGGQPATAARGSGTR 



GCC CGC CGT CGC TGG CGG AAC ACC TCG ACA CCG ACG GGC CGG ACT TGG TCA AGC 
10323 10332 10341 10350 10359 10368 

CGG GCG GCA GCG ACC GCC TTG TGG AGC TGT GGC TGC CCG GCC TGA ACC AGT TCG 



RAAATALWSCGCPA* T S S 
GRQRPPCGAVAARPE PVR 
GGSDRLVELWLPGLNQFV 

QVAHL *RCAGLHAPVGMG 
RCPTSNGAPASTPRSVWV 
GARRP TVPLRRPP GP CGY 



AGG ACG TGC CGC ACC TCA ATG GCC GTC CGC GGC TCC ACC CGG CCC TGT GGG TAT 
10377 10386 10395 10404 10413 10422 

TCC TGC ACG GCG TGG AGT TAC CGG CAG GCG CCG AGG TGG GCC GGG ACA CCC ATA 



SCTAWSYRQAPRWAGTPI 
PARRGVTGRRRGGP GHPY 
LHGVELPAGAEVGRD THT 

RGAPDVVPGGLRLAS PRQ 
AGRQTW*PAESDCPLPAS 
RAGSPGSRPRRTAPCLiPA 



GGC GCG GGG CGA CCC AGG TGA TGC CCC 
10431 10440 10449 

CCG CGC CCC GCT GGG TCC ACT ACG GGG 



GGA GGC TCA GCG TCC CGT CTC CCC GCG 
10458 10467 10476 

CCT CCG AGT CGC AGG GCA GAG GGG CGC 



PRPAGSTTGPPSRRAEGR 
RAPLGPLRGLRVAGQRGA 
APRWVHYGASESQGR GAL 

RGGPVPGRGDGGFEP Q V Q 
DGVRFQVAVTAVS SP SSR 
TAWGS S SRSRRWRVRAPG 



ACA GCG GGT GGG CCT TGA CCT GGC GCT GGC AGC GGT GGC TTG AGC CCG ACC TGG 
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10485 10494 10503 10512 1 0521 10530 

TGT CGC CCA CCC GGA ACT GGA CCG CGA CCG TCG CCA CCG AAC TCG GGC TGG ACC 



CRPPGTGPRPSPPNSGWT 
VAHPELD RDRRHRTRAGP 
SPTRNWTATVATELGLDI 

GRQRDPRAAVELREERGC 
VESAIPAPQ*RWGSKAVR 
SRAPSRPPSSGGAARRSG 

ACT GGA GCG ACC GCT AGC CCC GCC CGA CGA TGG AGG TCG GCG AGA AGC GCT GGG 
10539 10548 10557 10566 10575 10584 

TGA CCT CGC TGG CGA TCG GGG CGG GCT GCT ACC TCC AGC CGC TCT TCG CGA CCC 

*PRWRSGRAATSSRSSRP 
DLAGDRGGLLPPAALRDP 
TSLAI GAGCYLQPLFAT ] 

EAVQGGIQDRAHDAHVD I 
SRSRGASRIVHMTPMFM* 
AGRGARRDS*TCPRCSCR 



ACG AGG CGC TGG ACG GGC GGC TAG ACT AGT GCA CGT ACC AGC CGT ACT TGT AGA 
10593 10602 10611 10620 10629 10638 

,TGC TCC GCG ACC TGC CCG CCG ATC TGA TCA CGT GCA TGG TCG GCA TGA ACA TCT 



CSATCPPI*SRAWSA *TS 
APRPARRSDHVHGRHEHL 
LRDLPADLITCMVGMNI 

ARTGQVLEGVPRVQDPQI 
PARARFWNV*RGFRTPST 
HRAHGSGT*R GASGPRAP 



TAC CGC GCG CAC GGG ACT TGG TCA AGT GGA TGG CCG GCT TGG ACC AGC CCG ACC 
10647 10656 10665 10674 10683 10692 

ATG GCG CGC GTG CCC TGA ACC AGT TCA CCT ACC GGC CGA ACC TGG TCG GGC TGG 



MARVP*TSSPTGRTWSGW 
WRACPEPVHLPAEP GRAG 
GARALNQFTYRPNLVGL^ 

PDDPLSVGRGRQDDRGV-S 
RIMRSRCGEVGSTMADWW 
GS*GPAVGRSGAP*RTGG 



AGG CCT AGT AGG CCC TCG CTG TGG GGA GCT GGG GCG ACC AGT AGC GCA GGG TGG 
10701 10710 10719 10728 10737 10746 

TCC GGA TCA TCC GGG AGC GAC ACC CCT CGA CCC CGC TGG TCA TCG CGT CCC ACC 



SGSSGSDTPRPRWSSRPT 
PDHPGATPLDPAGHRVPP 
RIIRERHPSTPLVIASHI 

VR--GPVVRQFSVAVQ GQR] 
*EGQCS.GSSPSP*RDKVS 
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TGA TGA GCG GGA CCG TGC TGG GCG ACC TTC CTC TGC CGA TGG ACA GGA ACT GCC 
10755 10764 10773 10782 10791 10800 

ACT ACT CGC CCT GGC ACG ACC CGC TGG AAG GAG ACG GCT ACC TGT CCT TGA CGG 



TTRPGTTRWKETATCP *R 
LLALARPAGRRRLPVLDG 
YSPWHDPLEGDGYLSLTE 




TCC AGG CCC TCG TCT GGG CAC TCC ACC AGC TAG ACG ACG CGC GCC TGC CGC TGC 
10809 10818 10827 10836 10845 10854 

AGG TCC GGG AGC AGA >CCC GTG AGG TGG TCG ATC TGC TGC GCG CGG ACG GCG ACG 



RSGSRPVRWSICCARTAT 
GPGADP * GGRSAARGRRR 
VREQTREVVDLLRADGDE 

VDVVDVARAEGAGFGGVQ 

g F T W * TWPGLRAPGSVAWR 

q SRGSRGRGSGRRGRFRGG 

Hi 

JT: TCT TGC AGG TGA TGC AGG TGC CGG GCT CGG AGC GGC CGG GGC TTT GGC GGG TGG 

CO 10863 10872 10881 10890 10899 10908 

=E AGA ACG TCC ACT ACG TCC ACG GCC CGA GCC TCG CCG GCC CCG AAA CCG CCC ACC 

m 

? RTSTTSTARASPAPKPPT 
Ci ERPLRP RPEPRRPRNRPP 

[U NVHYVH GPSLAGPETAHL 

ru 

y VDLRPVGIRQVEVLLPVV 

YTSGRYVSGSCKLWSPCS 
Iy TRRAATCRDAAS* GPPAR 



ACA TGC AGC TCG GCG CCA TGT GGC TAG GCG ACG TGA AGT TGG TCC TCC CCG TGC 
10917 10926 10935 10944 10953 10962 

TGT ACG TCG AGC CGC GGT ACA CCG ATC CGC TGC ACT TCA ACC AGG AGG GGC ACG 



CTSSRGTPIRCTSTRRGT 
VRRAAVHRSAALQPGGAR 
YVEPRYTDPLHFNQEGHD 

QQRGSELPLEHLQHRVQH 
RSAAAKWRFSTSSTGSRT 
GAPPRKGASARPAPAPGP 



TGG ACG ACC GCC GGC GAA AGG TCG CCT TCG AGC ACC TCG ACC ACG GCC TGG ACC 
10971 10980 10989 10998 11007 11016 

ACC TGC TGG CGG CCG CTT TCC AGC GGA AGC TCG TGG AGC TGG TGC CGG ACC TGG 



TCWRPLSSGSSWSWCRTW 
PA .GGRFPAEARGAGAGPG 
LLAAAFQRKLVELVPDLV 
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PGSERVRGALCQPDLFGR 
RDQSGSEGRLASRI * SGA 
ATRVGPSEGCPVASRPVR 



ACG CCA GGA CTG AGG GCC TGA GAG GGG CGT TCC GTG ACG CCT AGA TCC TTG GGC 
11025 11034 11043 11052 11061 11070 

TGC GGT CCT GAC TCC CGG ACT CTC CCC GCA AGG CAC TGC GGA TCT AGG AAC CCG 

CGPDSRTLPARHCGSRNP 
AVLTPGLSPQGTADL GTR 
RS*LPDSPRKALRI *EPA 

VYRTSPRIGRCRRHTRSA 
STDPPHDSGEADGIHGPL 
PRIPHI TPDRQMASTDPF 

GCC TGC ATA GCC CAC CTA CCA GCC TAG GGA GAC GTA GCG GCT ACA GAG GCC CTT 
11079 11088 11097 11106 11115 11124 

CGG ACG TAT CGG GTG GAT GGT CGG ATC CCT CTG CAT CGC CGA TGT GTC CGG GAA 

RTYRVDGRIPLHRRCVRE 
GRIGWMVGSLCIADVSGK 
DVSGGWSDPSASPMCPGS 

RPRLCGTRGSSPIRGRAE 
GHAFAVLGAQLRSEVGLK 
GTPSPLWDPRFVPNSGS S 

CGG GCA CCC GCT TCC GTT GGT CAG GCC GGA CTT CTG CCC TAA GCT GGG GCT CGA 
11133 11142 11151 11160 11169 11178 

GCC CGT GGG CGA AGG CAA CCA GTC CGG CCT GAA GAC GGG ATT CGA CCC CGA GCT 

ARGRRQPVRPEDGIRPRA 
PVGEGNQSGLKTGFDP-EL 
PWAKATSPA*RRDSTPSF 

GTDPGYSGQRHARHGRAA 
ALIQAMHAKVTRETVGLL 
RWYRPWILRSPASPSGSC 



AGC GGT CAT AGA CCC GGT ATA CTC GGA ACT GCC ACG CGA GCC ACT GGG GCT CGT 
11187 11196 11205 11214 11223 11232 

TCG CCA GTA TCT GGG CCA TAT GAG CCT TGA CGG TGC GCT CGG TGA CCC CGA GCA 



SPVSGPYEP*RCAR* PRA 
RQYLGHMSLDGALGDPEQ 
ASIWAI*ALTVRSVTPSS 

RRD*PQLLRPEAPPLGPA 
AAIERNSYGHSLLLFVQL 
RPSRVTPTATA*CSS SRS 



CGC GCC GCT AGA GTG CCA ACC TCA TCG GCA CCG AGT CGT CCT CCT TCT GGA CCT 
11241 11250 11259 11268 11277 11286 

GCG CGG CGA TCT CAC GGT TGG AGT AGC CGT GGC TCA GCA GGA GGA AGA CCT GGA 
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RPRLT FTGPQARGALPVP 
ERDSLLHVQSLGELWPFQ 
SATPSYIYRASGKWGPSS 

CGA GCG CCA GCC TCT CAT TTA CAT GGA CCG ACT CGG GAA GGT CGG TCC CCT TGA 
11295 11304 11313 11322 11331 11340 

GCT CGC GGT CGG AGA GTA AAT GTA CCT GGC TGA GCC CTT CCA GCC AGG GGA ACT 

ARGRRVNVPG*ALPARGT 
LAVGE *MYLAEPFQP GEL 
SRSESKCTWLSPSSQGNW 

GRPS.I SRRWF*QFRLRFI 
DEHLFRDDGSDSSDCGSY 
TRTSFDITALIVPIAAPI 

CCA GGA GCA CCT CTT TAG CTA GCA GCG GTC TTA GTG ACC TTA GCG TCG GCC TTA 
11349 11358 11367 11376 11385 11394 

u GGT CCT CGT GGA GAA ATC GAT CGT CGC CAG AAT CAC TGG AAT CGC AGC CGG AAT 

b " 

p GPRGE IDRRQNHWNRSRN 

J VLVEKS IVARITGIAAGI 

J SSWRNRSSPESLESQPEY 

Co 

£ AFDPGRILTHDKCARLP* 

01 PLTQGGYSRTTRAHGLLD 
HCLRAGTHAHPGQMG*ST 

TU TAC CGT TTC AGA CCG GGG GCA TAC TCG CAC ACC AGG AAC GTA CGG GAT TCT CCA 
(U 11403 11412 11421 11430 11439 11448 

jJj ATG GCA AAG TCT GGC CCC CGT ATG AGC GTG TGG TCC TTG CAT GCC CTA AGA GGT 

ty MAKSGPRMSVWSLHALRG 
WQSLAPV*ACGPCMP *EV 
GKVWPPYERVVLACPKRS 



GVCRTDLRRLAGGSF * S S 
DSADL I LAGFPAVVS SHL 
MRRMSY*PASPRWWQVIF 



GTA GGC TGC GTA GCT CAT AGT TCC GCG GCT TCC CGC GGT GGT GAC TTG ATA CTT 
11457 11466 11475 11484 11493 11502 

CAT CCG ACG CAT CGA GTA TCA AGG CGC CGA AGG GCG CCA CCA CTG AAC TAT GAA 



HPTHRVSRRRRAPPL NYE 
I R R I EYQGAEGRHH* TMK 
SDASSIKAPKGATTEL*R 

TLAI GGMRRIPGPC * EDQ 
RSPSVVWAVFPDQVN SMK 
VHPRYWGHSSHTRSMV*R 



CTG CAC TCC CGC TAT GGT GGG TAC GCT GCT TAC CCA GGA CCT GTA ATG AGT AGA 
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11511 11520 11529 11538 1 1 547 11556 

GAC GTG AGG GCG ATA CCA CCC ATG CGA CGA ATG GGT CCT GGA CAT TAC TCA TCT 



DVRA I P PMRRMGP GHY S S 
T*GRYHPCDEWVLDITHL 
REGDTTHATNGSWTLLIL 

DD*RM*PRTPAGQHRRSD 
IMKDCRRGPQPAKTGGAT 
S*RIADVAPNPRRPAAQQ 



ACT AGT AGA ATA GCG TAG ATG CCG GCC CAA CCC CGC GGA ACC ACG GCG GAC GAC 
11565 11574 11583 11592 11601 11610 

TGA TCA TCT TAT CGC ATC TAC GGC CGG GTT GGG GCG CCT TGG TGC CGC CTG CTG 



*SSYRIYGRVGAPWCRLL 
DHLIASTAGLGRLGAACC 
I ILSHLRPGWGALVPPAV 

HAPGASAHALRILRGTGP 
TLLARRPTPLASLAARAR 
RSCPGGLRPCPPYPPGHG 



AGC ACT CGT CCC GGG CGG CTC CGC ACC CGT TCC GCC TAT TCC GCC GGG CAC GGG 
11619 11628 11637 11646 11655 11664 

TCG TGA GCA GGG CCC GCC GAG GCG TGG GGA AGG CGG ATA AGG CGG CCC GTG CCC 



S*AGPAEAWARRIRRPVP 
REQGPPRRGQGG* GGP CP 
VSRARRGVGKADKAARAR 



T H AIVGSPVRSRTRRAG 
H T C P (E) *APLFAAVPGGPA 
THARCDRRFSRP* PDAQR 



CCA CAC ACG TGC CGT TAG TGC GGC CTT CCT TGC GCC GAT GCC CAG GCG GAC CGC 
11673 11682 11691 11700 11709 11718 

GGT GTG TGC ACG GCA ATC ACG CCG GAA GGA ACG CGG CTA CGG GTC CGC CTG GCG 



GVCTAI TPEGTRLRVRLA 
VCARQSRRKERGYGSAWR 
CVHGNHA GRNAATGPPGA 

GRGPAPSAGRLIRCGPPR 
VAGLRRHHVEFFGADRRG 
WRAWAGTICRSSDPMGAA 



GGT GGC GCG GGT CCG CGG CCA CTA CGT GGA GCT TCT TAG GCC GTA GGG CCG CCG 
11727 11736 11745 11754 11763 11772 

CCA CCG CGC CCA GGC GCC GGT GAT GCA CCT CGA AGA ATC CGG CAT CCC GGC GGC 



PPRPGAGDAPRRIRHPGG 
HRAQAPVMHLEES GI PAA 
TAPRRR*CTSKNPASRRP 

GA-RFRPADGAKTPR GHAG 
AQGSVPRTVQKPRGAMRA 
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P R G Q F P A R * R S Q D A P WAR 



GCC GGA CGG GAC TTT GCC CCG CGC AGT GGA CGA AAC CAG CCG GCC GGT ACG CGC 
11781 11790 11799 11808 11817 11826 

CGG CCT GCC CTG AAA CGG GGC GCG TCA CCT GCT TTG GTC GGC CGG CCA TGC GCG 

RPALKRGASPALVGRPCA 
GLP* NGARHLLWSAGHAR 
ACPETGRVTCFGRPAMRA 

RL*RITAPYIFVRKSLSE 
GYDVSRQPIYSFGNRYVK 
GTILPDNRSIHFGTE I FK 

GGG GCA TTA GTT GCC TAG CAA CGC CCT ATA TAC TTT TGG GCA AAG CTA TTT GAA 
11835 11844 11853 11862 11871 11880 

CCC CGT AAT CAA CGG ATC GTT GCG GGA TAT ATG AAA ACC CGT TTC GAT AAA CTT 

PRNQRI VAGYMKTRFDKL 
PVINGSLRDI*KPVS INF 
P*STDRCGIYENPFR*TF 

CQRCARKTWSPS S P A R * R 
ANAVHANQGARRRLRGSG 
RMPSMRTKDLEAVFAGAV 

AGC GTA ACC GCT GTA CGC GCA AAA CAG GTC GAG CCG CTG CTT CCG CGG GCG ATG 
11889 11898 11907 11916 11925 11934 

TCG CAT TGG CGA CAT GCG CGT TTT GTC CAG CTC GGC GAC GAA GGC GCC CGC TAC 

SHWRHARFVQLGDE GARY 
RIGDMRVLSSSATKAPAT 
ALAT CAFCPARRRRRPLP 

GHCHSLQRTGASGQPAVG 
GTVTA*NVREQLVRPPWV 
ARSLPE I SANRCFGPPGC 

GCG GGC ACT GTC ACC GAG TTA ACT GCG CAA GGA CGT CTT GGG ACC CCC CGG TGT 
11943 11952 11961 11970 11979 11988 

CGC CCG TGA CAG TGG CTC AAT TGA CGC GTT CCT GCA GAA CCC TGG GGG GCC ACA 

RP*QWLN*RVPAEPWGAT 
ARDSGSIDAFLQNPGGPH 
PVTVAQLTRSCRTLGGHT 

RIEPNGARLGQRRPRHPQ 
ESRL I GLAYAKAVLATRN 
RPD*SEWRTPRPSSPPAT 

GGA GCC TAG AGT CCT AAG GGT CGC GCA TCC GGA ACC GCT GCT CCC GCC ACG CCA 
11997 12006 12015 12024 12033 12042 

CCT CGG ATC TCA GGA TTC CCA GCG CGT AGG CCT TGG CGA CGA GGG CGG TGC GGT 

PRISGFPARRPWRRGRCG 
LG^SQDSQRVGLGDEGGAV 
SDLR I P S A * ALAT R A VRL 
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AGPLAGDDQQRPVRGGPP 
PVRFREMMKSVHYEVGQR 
PCGSASW*RASTTSSGRA 

ACC CGT GGG CCT TCG CGA GGT AGT AGA ACG ACT GCA CCA TGA GCT GGG GGA CCG 
12051 12060 12069 12078 12087 12096 

TGG GCA CCC GGA AGC GCT CCA TCA TCT TGC TGA CGT GGT ACT CGA CCC CCT GGC 

WAPGSAPSSC*RGTRPPG 
GHPEALHHLADVVLDPLA 
GTRKRSIILLTWYSTPWR 

QPLAQQRHLHHA*RRRHT 
SLYLKSAICTTREGAAIR 
ASTSSAPSAPPASVQPSA 

CCG ACT CCA TCT CGA ACG ACC GCT ACG TCC ACC ACG CGA GTG GAC GCC GCT ACG 
12105 12114 12123 12132 12141 12150 

GGC TGA GGT AGA GCT TGC TGG CGA TGC AGG TGG TGC GCT CAC CTG CGG CGA TGC 

G*GRACWRCRWCAHLRRC 
AEVE LAGDAGGALT CGDA 
Q LR* S LLAMQVVRSPAAMR 

HI RHDQRGPQILDHPRNEGP 
Jp EIIKADLSSLTTPATRVQ 
53 NSSRPTWAPYPRPPPE*R 



■i 
m 



CAA GCT ACT AGA ACC GCA GGT CCG ACC TAT TCC AGC ACC CCC GCC AAG AGT GGA 
12159 12168 12177 12186 12195 12204 

GTT CGA TGA TCT TGG CGT CCA GGC TGG ATA AGG TCG TGG GGG CGG TTC TCA CCT 
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CCA TGA GGG ACC CCC TTC TCA CGA CTC TCC ACA GCT CTC GCG GCC CCG CCC TGG 
12213 12222 12231 12240 12249 12258 

GGT ACT CCC TGG GGG AAG AGT GCT GAG AGG TGT CGA GAG CGC CGG GGC GGG ACC 

GTP'WGKSAERCRERRGGT 
VLPGGRVLRGVE SAGAGP 
YSLGEEC*EVSRAP GRDQ 

CRRSVGKYGVST*WCYHV 
AGAASEKTGLVREGATTS 
PVPPQSRQVWCENVLLLP 

TCC GTG GCC GCC GAC TGA GGA AAC ATG GGT TGT GAG CAA GTG GTC GTC ATC ACC 
12267 12276 12285 12294 12303 12312 

AGG CAC CG<§ CGG CTG ACT CCT TTG TAC CCA ACA CTC GTT CAC CAG CAG TAG TGG 
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R H R R Er T P Is Y F T E V H Q Q * W 
GTGG*LLCTQHSFTSSSG 
APAADSFVPNTRSPAVVD 



KT*T. GTATRPCQTTRAFP 
KREPAPRPEQVNPQELLH 
SENLHRDRNKSMPNNSCI 



TGA AAG CAA GTC CAC GGC CAG CGC CAA GAA CCT GTA ACC CAA CAA GCT CGT TTA 
12321 12330 12339 12348 12357 12366 

ACT TTC GTT CAG GTG CCG GTC GCG GTT CTT GGA CAT TGG GTT GTT CGA GCA AAT 



TFVQVPVAVLGHWVVRAN 
LSFRCRSRFLDI GLFEQM 
FRSGAGRGSWTLGCSSKW 

APKPPRRGASRVERDHRD 
PPNRPGAAPQGSKVIMAT 
PRTEPAQPRSVPS* S*PP 



CCC CGC CCA AAG CCC CCG GAC GCC GGC CGA CTG GCC TGA AGT GCT AGT ACC GCC 
12375 12384 12393 12402 12411 12420 

GGG GCG GGT TTC GGG GGC CTG CGG CCG GCT GAC CGG ACT TCA CGA TCA TGG CGG 



GAGFGGLRPADRT SRSWR 
GRVS GACGRLTGLHDHGG 
GGFRGPAAG*PDFTIMAV 

ALPQSPETTSASRPTVAA 
RLLSRRSPLQPAGPHLPR 
GCSAAVARYNLREPTYRG 



AGG CGT TCT CCG ACG CTG CCG AGC CAT CAA CTC CGC GAG GCC CCA CAT TGC CGG 
12429 12438 12447 12456 12465 12474 

TCC GCA AGA GGC TGC GAC GGC TCG GTA GTT GAG GCG CTC CGG GGT GTA ACG GCC 



SARGCDGSVVEALRGVTA 
PQEAATAR*LRRSGV*RP 
RKRLRRLGS*GAPGCNGR 



DRATAHGNRGRFRPYCAD 
MGRQPTGTGAAFGRTVP (m) 
CGASHRAREPRSVAPLLC 



CGT AGG GCG CGA CAC CGC ACG GGC AAG GCC GGC GCT TTG GCG CCC ATT GTC CGT 
12483 12492 12501 12510 12519 12528 

GCA TCC CGC GCT GTG GCG TGC CCG TTC CGG CCG CGA AAC CGC GGG TAA CAG GCA 



ASRAVACPFRPRNRG*QA 
HPALWRARSGRETAGNRH 
IPRCGVPVPAAKPRVTGI 

PRGS FERSTVRHQRRVPG 
QGAPFSAPR*ATNDASPV 
RAPRFVRPVDRPTTPPRS 



AGA CCG GCC GGC CTT TTG AGC GCC CTG CAG TGC GCC ACA ACA GCC GCC TGC CCT 
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12537 12546" 12555 12564 12573 12582 

TCT GGC CGG CCG GAA AAC TCG CGG GAC GTC ACG CGG TGT TGT CGG CGG ACG GGA 



SGRPENSRDVTRCCRRTG 
LAGRKTRGTSRGVVGGRD 
WPAGKLAGRHAVLSADGT 

SDHAGGVPSSIEKCTGTK 
RIMPAASLVLFKRVRARR 
GF*PRRRCS*FNG*VHGD 

GGG CTT AGT ACC CGC GGC GGC TGT CCT GAT CTT TAA AGG AAT GTG CAC GGG CAG 
12591 12600 12609 12618 12627 12636 

CCC GAA TCA TGG GCG CCG CCG ACA GGA CTA GAA ATT TCC TTA CAC GTG CCC GTC 
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AAT AGG AGC TGC GGA CGC TTA GAC ACC GCA CCT TGC TCA CCT CTG CCG TAC TTT 
12645 12654 12663 12672 12681 12690 

TTA TCC TCG ACG CCT GCG AAT CTG TGG CGT GGA ACG AGT GGA GAC GGC ATG AAA 

LSSTPANLWRGTSGDG (m) K V//> 
YPRRLRICGVERVETA*K 
ILDACESVAWNEWRRHEN 



STSCGVQLRSVTRSPRPP 
RHAAASRYGPYPAPRARR 
DIHQLRGTVQIRHPVPAA 

TAG CTA CAC GAC GTC GGC TGG ACA TTG GAC CTA TGC CAC GCC CTG CCC GCG CCG 
12699 12708 12717 12726 12735 12744 

ATC GAT GTG CTG CAG CCG ACC TGT AAC CTG GAT ACG GTG CGG GAC GGG CGC GGC 

IDVLQPTCNLDTVRDGRG 
SMCCSRPVTWIRCGTGAA 
RCAAADL *PGYGAGRARR 

IKVQTGGSGMRSNL I SCR 
FK*RPGGPAWGP I * Y A A G 
SNEGPDGRLGDQFEIHQV 



CCT TAA AAG TGG ACC CAG GGG GGC CTC 
12753 12762 12771 

GGA ATT TTC ACC TGG GTC CCC CCG GAG 



GGG TAG GAC CTT AAG TTA TAC GAC GTG 
12780 12789 12798 

CCC ATC CTG GAA TTC AAT ATG CTG CAC 
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Q V R S L H A A Q M I V R V K D ' L V 



GAC ATG GGC CCT TTC CAC GCG CCG GAC GTA ATA GTG GGC GTG AAA CAG CTC ATG 
12807 12816 12825 12834 12843 12852 

CTG TAC CCG GGA AAG GTG CGC GGC CTG CAT TAT CAC CCG CAC TTT GTC GAG TAC 



LYPGKVRGLHYHPHFVEY 
CTRERCAACIITRTLSST 
VPGKGARPALSPALCRVP 

SNTSPEPTSIVLSSASSG 
ATRRPSPRAS*WPRRRLG 
QQEDLARAHQDGLVVGFV 



GAC GAC AAG CAG CTC CCG AGC CCG CAC GAC TAG TGG TTC CTG CTG CGG CTT CTG 
12861 12870 12879 12888 12897 12906 

CTG CTG TTC GTC GAG GGC TCG GGC GTG CTG ATC ACC AAG GAC GAC GCC GAA GAC 



LLFVEGSGVLITKDDAED 
CCSSRARAC*SPRTTPKT 
AVRRGLGRADHQGRRRRP 

LQLSSNMWTERPTQVLVG 
WSCLPI *GRRARPRCWSA 
GVAFLFEDVDRAPDAGPR 



GGG TTG ACG TTT CTC CTT AAG TAG GTG CAG AGC GCG CCC CAG ACG TGG TCC TGC 
12915 12924 12933 12942 12951 12960 

CCC AAC TGC AAA GAG GAA TTC ATC CAC GTC TCG CGC GGG GTC TGC ACC AGG ACG 

PNCKEE FIHVSRGVCTRT 
PTAKRNSSTSRAGSAPGR 
QLQRGIHPRLARGLHQDA 

APTMCETWAMEDRVNMAM 
PRP*ASRGRWRTGST * R W 
RGPDHVGDVGDRGQREDG 

GGC CGG CCC CAG TAC GTG AGG CAG GTG CGG TAG AGC AGG GAC TGC AAG TAG CGG 
12969 12978 12987 12996 13005 13014 

CCG GCC GGG GTC ATG CAC TCC GTC CAC GCC ATC TCG TCC CTG ACG TTC ATC GCC 

PAGVMHSVHAISSLTFIA 
RPGSCTPSTPSRP*RSSP 
GRGHALRPRHLVPDVHRH 



SVLGQSSHSGGST*TSGS 
A*WARPRIRDAAPEPRAA 
HEGLGPVFAIRRQNLDLR 



TAC GAG TGG TTC GGG ACC CTG CTT ACG CTA GGC GGC GAC CAA GTC CAG CTC GGC 
13023 13032 13041 13050 13059 13068 

ATG CTC ACC AAG CCC TGG GAC GAA TGC GAT CCG CCG CTG GTT CAG GTC GAG CCG 



MLTKPWDECDPPLVQVEP 
CS*BSPGTNAIRRWFRS SR 
AHQALGRMRSAAGSGRAA 
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GCVSSRGHPDGHDAGPPE 
AACAPAGTLTATTPAPPN 
QRVRQLARSPRRPRRRPT 



GAC GGC GTG TGC GAC CTC GCG GGC ACT CCC AGC GGC ACC AGC CGC GGC CCC CCA 
13077 13086 13095 13104 13113 13122 

CTG CCG CAC ACG CTG GAG CGC CCG TGA GGG TCG CCG TGG TCG GCG CCG GGG GGT 



LPHTLERP*GSPWSAPGG 
C R T R W S A R^ EGRRGRRRGV 
AAHAGAP(v)rVAVV GAG G F 



DARGDGPCQTGRGNGHRT 
TPVATVRASPEAAMGTVR 
RRCPR*GPVPNRPWERSA 



AGC AGC CGT GCC GGC AGT GGG CCC GTG ACC CAA GGC GCC GGT AAG GGC ACT GCG 
13131 13140 13149 13158 13167 13176 

TCG TCG GCA CGG CCG TCA CCC GGG CAC TGG GTT CCG CGG CCA TTC CCG TGA CGC 





CAC GGT TGA TGC TCC TCC GTG CGG CAT CGC CGG GGA AGC TGC ACG ACC AGT TGC 
13185 13194 13203 13212 13221 13230 

GTG CCA ACT ACG AGG AGG CAC GCC GTA GCG GCC CCT TCG ACG TGC TGG TCA ACG 



VPTTRRHAVAAPSTCWST 
CQLRGGTP*RPLRRAGQR 
ANYEEARRSGPFDVLVNA 




GCC GGA CGG GGA GGG CCG CAA TGA CCC GGG CCG TCG TGG GGC TGC TGC TGG CGG 
13239 13248 13257 13266 13275 13284 

CGG CCT GCC CCT CCC GGC GTT ACT GGG CCC GGC AGC ACC CCG ACG ACG ACC GCC 





CGC TCT GCC AGC TGT TCT GGG CCC GCG AGG AAG CGC TGA CCC TCA CCC TGG CGA 
13293 13302 13311 13320 13329 13338 

GCG AGA CGG TCG ACA AGA CCC GGG CGC TCC TTC GCG ACT GGG AGT GGG ACC GCT 
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A R R S T R P G R S F A T G S G T A 
RDGRQDPGAPSRLGVGPL 
ETVDKTRALLRDWEWDRF 



DLDAGDGR AGLQVGGVAP 
TWILVMEARVWSSVG*PR 
RGS*CWRRACGAPCGRRG 



AGC AGG TCT AGT CGT GGT AGA GGC GCG CGT GGG TCG ACC TGT GGG GGA TGC CGG 
13347 13356 13365 13374 13383 13392 

TCG TCC AGA TCA GCA CCA TCT CCG CGC GCA CCC AGC TGG ACA CCC CCT ACG GCC 



SSRSAPSP RAPSWTPPTA 
RPDQHHLRAHPAGHPLRP 
VQISTI SARTQLDTPYGR 

VPGLGLLEARAMQDDAQA 
FRASAS SSQAPWRTTRRP 
SGPRPRPARRPGDPRGGP 



CCT TGG CCC GGC TCC GGC TCC TCG AGA CGC GCC CGG TAG ACC AGC AGG CGG ACC 
13401 13410 13419 13428 13437 13446 

GGA ACC GGG CCG AGG CCG AGG AGC TCT GCG CGG GCC ATC TGG TCG TCC GCC TGG 



GTGPRPRSSARAIWSSAW 
EPGRGRGALRGPSGRPPG 
NRAEAEELCAGHLVVRLG 

GHVAVAVGLANEDVDEFL 
GMYP SL LVLPTRMSMRS S 
GWTRRCCCWPRE * RC GRL 



CGG GGT ACA TGC CGC TGT CGT TGT GGT TCC CGC AAG AGT AGC TGT AGG AGC TTC 
13455 13464 13473 13482 13491 13500 

GCC CCA TGT ACG GCG ACA GCA ACA CCA AGG GCG TTC TCA TCG ACA TCC TCG AAG 



APCTATATPRAFS ST S SK 
PHVRRQQHQGRSHPHPRR 
PMYGDSNTKGVL ID I LEE 

LGDVRVALRALAERRDLP 
CGT*ACPSDRWLKAGT SH 
AARRRARRTAGSSRAPRT 



TCG TCG GGC AGA TGC GCG TGC CGC TCA GCG CGG TCT CGA AGC GCG GCC AGC TCA 
13509 13518 13527 13536 13545 13554 

AGC AGC CCG TCT ACG CGC ACG GCG AGT CGC GCC AGA GCT TCG CGC CGG TCG AGT 



SSPSTRTASRARASRRSS 
AARLRARRVAPELRAGRV 
QPVYAHGESRQSFAPVEW 

AAAPHGGVEVGLPQPLHP 
HPPQTAEWRSASPSHS TP 
TRRSPPRGGRRRPATPPP 



CCA CGC CGC CGA CCC ACC GGA GGG TGG AGC TGC GGC TCC CCG ACA CCC TCC ACC 
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13563 13572 1 3581 13590 13599 13608 

GGT GCG GCG GCT GGG TGG CCT CCC ACC TCG ACG CCG AGG GGC TGT GGG AGG TGG 



GAAAGWPPTSTPRGCGRW 
VRRLGGLPPRRRGAVGGG 
CGGWVASHLDAEGLWEVG 

RPRRDAQPLDPVRDTRTG 
ARVVTLRRSILSATPERE 
PA SSP*GAPS*PRPRNAN 



CCC GCG CCT GCT GCC AGT CGG ACG CCC TCT AGT CCC TGC GCC AGC CAA GCG CAA 
13617 13626 13635 13644 13653 13662 

GGG CGC GGA CGA CGG TCA GCC TGC GGG AGA TCA GGG ACG CGG TCG GTT CGC GTT 



GRGRRSACGRSGTRSV RV 
GADDGQPAGDQGRGRFAF 
ARTTVSLREIRDAVGSRS 

DEGAGALVVLEGQDAFGV 
T KAP AR L S SWNGR T L S G S 
RRRRRGCPRGTGGP *RVR 

GGC AGA AGC GGC CGC GGG CGT TCC TGC TGG TCA AGG GGG ACC AGT CGC TTG GGC 
13671 13680 13689 13698 13707 13716 

CCG TCT TCG CCG GCG CCC GCA AGG ACG ACC AGT TCC CCC TGG TCA GCG AAC CCG 

PSSPAPARTTSSPWSANP 
RLRRRPQGRPVPPGQRTR 
VFAGARKDDQFPLVSEPD 

PRVGCIDDAPEPGTASCQ 
QGSAASTMPQSLARLRAS 
SAPRRLH*RSA*PGYGLV 

TGA CCG GCC TGC GGC GTC TAC AGT AGC CGA CCG AGT CCC GGG CAT CGG CTC GTG 
13725 13734 13743 13752 13761 13770 

ACT GGC CGG ACG CCG CAG ATG TCA TCG GCT GGC TCA GGG CCC GTA GCC GAG CAC 

TGRTPQMSSAGSGPVAEH 
LAGRRRCHRLAQGP*PST 
WPDAADVIGWLRARSRA L 

SSF*SCSRDSSR*RGNGS 
VPSDHARGTVRGDDVTAP 
SQLIMLVVP*EVTMSRQR 

ACT GAC CTC TTA GTA CTC GTG CTG GCC AGT GAG CTG GCA GTA GCT GGC AAC GGC 
13779 13788 13797 13806 13815 13824 

TGA CTG GAG AAT CAT GAG CAC GAC CGG TCA CTC GAC CGT CAT CGA CCG TTG CCG 

*LENHEHDRSLDRHRPLP 
D W R I (m) STTGHSTVIDRCR 
TGES *A.RPVTRPS STVAG 

R R *»~C CRTAARARGRVAPG* 
DAVVGLQQGHEVESRLGE 
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CTA GAC GCT GTT GTG GCT CAA CGA CGG GCA CGA GCT GGA GCC TGG CGT CCG GGA 
13833 13842 13851 13860 13869 13878 

GAT CTG CGA CAA CAC CGA GTT GCT GCC CGT GCT CGA CCT CGG ACC GCA GGC CCT 



DLRQHRVAARARPRTAGP 
I CDNTELLPVLDLGPQAL 
SATTPSCCPCSTSDRRPS 

RRTGASGRRPRATREAPA 
GA HERPGAALVHRVNRQL 
VPTNGRVRPSSTGYTGSS 



GTG GCC GCA CAA GGG CGC CTG GGC GCC GCT CCT GCA CGG CAT GCA AGG CGA CCT 
13887 13896 13905 13914 13923 13932 

CAC CGG CGT GTT CCC GCG GAC CCG CGG CGA GGA CGT GCC GTA CGT TCC GCT GGA 



HRRVPADPRRGRAVR S AG 
TGVFPRTRGEDVPYVPLE 
PACSRGPAARTCRTFRWS 

PAS SARRNRVPAAAGCRR 
QHAARGATAFQHLQAVGG 
STRQEGPPQSSTCS RWVA 

CGA CCA CGC GAC GAG CGG GCC GCC AAC GCT TGA CCA CGT CGA CGC GGT GTG GCG 
13941 13950 13959 13968 13977 13986 

GCT GGT GCG CTG CTC GCC CGG CGG TTG CGA ACT GGT GCA GCT GCG CCA CAC CGC 

AGALLARRLRTGAAAPHR 
LVRCSPGGCELVQLRHTA 
WCAARPAVANWCSCATPP 

SRG*TRRPSRSGTWG*GS 
VEAEHVALAVAVPGAEVA 
SKPRMYPSP*P*RDLRLR 



GCT GAA GCC GGA GTA CAT GCC GCT CCC 
13995 14004 14013 

CGA CTT CGG CCT CAT GTA CGG CGA GGG 



GAT GCC GAT GGC CAG GTC GGA GTT GGC 
14022 14031 14040 

CTA CGG CTA CCG GTC CAG CCT CAA CCG 



RLRPHVRRGLRLPVQPQP 
DFGLMYGEGYGYRS S LNR 
TSASCTARATATGPASTA 

WPPGGARCPRRW*RGPRG 
GHRVVQAALDGGDGAQDV 
EMASWRRPLTAAMVPRTS 



GAG GTA CCG CCT GGT GGA CGC GCC GTT CCA GCG GCG GTA GTG GCC GGA CCA GCT 
14049 14058 14067 14076 14085 14094 

CTC CAT GGC GGA CCA CCT GCG CGG CAA GGT CGC CGC CAT CAC CGG CCT GGT CGA 



LHGGPPARQGRRHHRPGR 
S M A D H L RGKVAA I TGLVD 
PWRTTCAARSPPSPAWST 
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RGRRGPRPCRCCRRC GAP 
EAGAVQDHVDAAVVAGQQ 
RPGPSRTTSMPLLSPVRS 



GGA GCC GGG GCC GCT GGA CCA GCA CCT GTA GCC GTC GTT GCT GCC GTG GGA CGA 
14103 14112 14121 14130 14139 14148 

CCT CGG CCC CGG CGA CCT GGT CGT GGA CAT CGG CAG CAA CGA CGG CAC CCT GCT 



PRPRRPGRGHRQQRRHPA 
L GPGDLVVDIGSNDGTLL 
SAPATWSWTSAATTAPCW 

PRGRRRAGGPRLPGRRWR 
RGVGGVPGAQDSHVGGGG 
AA*GASPGRRTPTSGAAV 



CCG CCG GAT GGG GCG GCT GCC CGG GGC GGA CCA GCC TCA CCT GGG GCG GCG GTG 
14157 14166 14175 14184 14193 14202 

GGC GGC CTA CCC CGC CGA CGG GCC CCG CCT GGT CGG AGT GGA CCC CGC CGC CAC 
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jjl GCA GAA GCG GCG CAG GAT GGG CGG CCC GCA GCT CGA CTA GGG GCT GAA GAA GCG 
14211 14220 14229 14238 14247 14256 

0 CGT CTT CGC CGC GTC CTA CCC GCC GGG CGT CGA GCT GAT CCC CGA CTT CTT CGC 



RLRRVLPAGRRADPRLLR 
VFAASYPPGVELIPDFFA 
SSPRPTRRASS*SPTSSH 

RGARRAGRWPR*RSRSTR 
VVQEAPAAGLDDGRDRHE 
YSRS PPRRALTTVE IAIN 



TAT GCT GGA CGA GCC GCC CGC GGC GCG GTT CCA GCA GTG GAG CTA GCG CTA CAA 
14265 14274 14283 14292 14301 14310 

ATA CGA CCT GCT CGG CGG GCG CCG CGC CAA GGT CGT CAC CTC GAT CGC GAT GTT 



IRPARRAPRQGRHLDRDV 
YDLLGGRRAKVVT S I AMF 
TTCSAGAAPRSSPRSRCS 

RGAADWPT*APPRGGASP 
VVQRTGHLEHPLDAAQQR 
*SRGRGMSNMRSTPRRSV 



GAT GCT GGA CGG CGC AGG GTA CCT CAA GTA CGC CCT CCA GCC GGC GGA CGA CTG 
14319 14328 14337 14346 14355 14364 

CTA CGA CCS GCC GCG TCC CAT GGA GTT CAT GCG GGA GGT CGG CCG CCT GCT GAC 
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L R P A A S H G V H A G G R P P A D 
YDLPRPMEFMREVGRLLT 
TTCRVPWSSCGRSAAC*R 



RRCRPSRASSDARSAGRR 
VVADPHGLLAIQGRHEVG 
SSPMQTVSCL*RGAI SWA 

CCT GCT GCC GTA GAC CCA CTG GCT CGT CTC GAT AGA CGG GCG CTA CGA GGT GCG 
14373 14382 14391 14400 14409 14418 

GGA CGA CGG CAT CTG GGT GAC CGA GCA GAG CTA TCT GCC CGC GAT GCT CCA CGC 

GRRHLGDRAELSARDAPR 
DDGIWVTEQSYLPAMLHA 
TTASG*PSRAICPRCSTP 

RRRRPRGRAGPS SRAAGS 
A GVVHDAVLVQVVVPQAL 
QA*STTQWSCRS**PSRW 

GAC GCG GAT GCT GCA CCA GAC GGT GCT CGT GGA CCT GAT GAT GCC CGA CGC GGT 
14427 14436 14445 14454 14463 14472 

CTG CGC CTA CGA CGT GGT CTG CCA CGA GCA CCT GGA CTA CTA CGG GCT GCG CCA 

jrf LRLRRGLPRAPGL LRAAP 

jjj CAYDVVCHEHLDYYGLRQ 

j» APTTWSATSTWTTTGCAR 

I 

^ RTSPRACRGSPPPHRASG 

rfi DLPHGLAGAQLHH I GLQG 

■ ISHIASRVPRFTTSASSV 

Q . 

ft! CTA GCT CAC CTA CCG GCT CGC GTG GCC GGA CTT CCA CCA CCT ACG GCT CGA CTG 

TU 14481 14490 14499 14508 14517 14526 

HI GAT CGA GTG GAT GGC CGA GCG CAC CGG CCT GAA GGT GGT GGA TGC CGA GCT GAC 

| 

fU DRVDGRAHRPEGGGCRAD 
IEWMAERTGLKVVDAELT 
SSGWPSAPA*RWWMPS*P 




GGG GCA GAT GCC GCC TTC GGA GAG CGA GCA CGA CCG GGC GGC GCC GAG GAG AGC 
14535 14544 14553 14562 14571 14580 

CCC CGT CTA CGG CGG AAG CCT CTC GCT CGT GCT GGC CCG CCG CGG CTC CTC TCG 





GGT CCA GTT GCT CGG CCG CGA CCG GGC GTA GGC GCG GCC TCT CTG CCT GGA CGG 
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14589 14598 14607 14616 14625 14634 

CCA GGT CAA CGA GCC GGC GCT GGC CCG CAT CCG CGC CGG AGA GAC GGA CCT GCC 





GAT GCG CCT CAA GCG GGC CGC CTG GCT 
14643 14652 14661 

CTA CGC GGA GTT CGC CCG GCG GAC CGA 



CCT CAG GGC ACT GGC TGA GGA CCT TAA 
14670 14679 14688 

GGA GTC CCG TGA CCG ACT CCT GGA ATT 





GGA GTG GCG 
14697 
CCT CAC CGC 



GAG CGC CCT 
14706 
CTC GCG GGA 



GTT CCC CGA 
14715 
CAA GGG GCT 



CGT GTG GGA 
14724 
GCA CAC CCT 



ACC GAT GCC 
14733 
TGG CTA CGG 



GCG GAG CTG 
14742 
CGC CTC GAC 




PCR*GATSRGPRSAGAR( 
LAVDDQLVAAQVLREQGA 
FPLTMRCYQPRSSVSRGQ 



CTT CCC GTT GCA GTA GGA CGT CAT GAC GCC GGA CCT GCT CTG CGA GGA CGG GAC 
14751 14760 14769 14778 14787 14796 

GAA GGG CAA CGT CAT CCT GCA GTA CTG CGG CCT GGA CGA GAC GCT CCT GCC CTG 





GTA GCG GCT CCA CTT GCT 
14805 14814 
CAT CGC CGA GGT GAA CGA 



CCT GTT CAA GCC GAC GAT 
14823 14832 
GGA CAA GTT CGG CTG CTA 



GTG CGG GCC GTG CTT GTA 
14841 14850 
CAC GCC CGG CAC GAA CAT 
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GGG CTA GCA GAG GCT CCT CCT CCG GGC CCG CGA ACT CGG GCT GGT CAA GGA CCA 
14859 14868 14877 14886 14895 14904 

CCC GAT CGT CTC CGA GGA GGA GGC CCG GGC GCT TGA GCC CGA CCA GTT CCT GGT 



PDRLRGGGPGA*ARPVPG 
P IVSEEEARALEPDQFLV 
RSSPRRRPGRLSPTSSWS 

GTSRGPRSPRGPVRSGPR 
ERPDVPVRHDGPFAVEQG 
RGHI *RSAITARSRSKRA 



GGA GGG CAC CTA GAT GGC CCT GCG CTA CCA GCG GGC CCT TGC GCT GAA GGA CCG 
14913 14922 14931 14940 14949 14958 

CCT CCC GTG GAT CTA CCG GGA CGC GAT GGT CGC CCG GGA ACG CGA CTT CCT GGC 



PPVDLPGRDGRPGTRLPG 
LPWIYRDAMVARERDFLA 
SRGSTGTRWSPGNATSWP 

RLC GPREAAWAPLQT I PH 
GSAAQDKRQGRQFNHSRT 
EPPLRTKGSGVSSTTHDP 



GAG GCC TCC GTC GGA CCA GAA AGG CGA CGG GTG CGA CCT TCA ACA CAC TAG CCC 
14967 14976 14985 14994 15003 15012 

CTC CGG AGG CAG CCT GGT CTT TCC GCT GCC CAC GCT GGA AGT TGT GTG ATC GGG 



LRRQPGLSAAHAGSCVI G 
SGGSLVFPLPTLEVV* S G__ 

peaawsfrcprwklcdr(v. 



RLHCRAAGGAHKGHAQQR 
ASTVDRPVVRTSATHRSD 
PPPSMARCWGRAQRTGAT 



ACC GCC TCC ACT GTA GCG CGC CGT GGT GGG CGC ACG AAC GGC ACA CGG ACG ACA 
15021 15030 15039 15048 15057 15066 

TGG CGG AGG TGA CAT CGC GCG GCA CCA CCC GCG TGC TTG CCG TGT GCC TGC TGT 

WRR*HRAAPPACLPCACC 
GGGD IARHHPRACRVPAV 
AEVTSRGTTRVLAVCLLS 

HQRQQGRGQQQPVAGRAL 
TSGS SAAARSSHCPVVPL 
PAAAAPRPGAATARCWPC 



GCC ACG ACG GCG ACG ACC GGC GCC GGG ACG ACG ACA CCG TGC CGT GGT GCC CGT 
15075 15084 15093 15102 15111 15120 

CGG TGC TGC CGC TGC TGG CCG CGG CCC TGC TGC TGT GGC ACG GCA CCA CGG GCA 



RCCRCWPRPCCCGTAPRA 
GA.AAAGRGPAAVARHH G Q 
VLPLLAAALLLWHGTTGK 
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VVRRSGAGPTGRRP I RRM 
SSADRGPEPLAVG PSAGC 
PRRTAVRSRSHWAPPHAA 



TCC TGC TGC GCA GCG CTG GGC CGA GGC CCT CAC GGT GCG GCC CCC TAC GCG GCG 
15129 15138 15147 15156 15165 15174 

AGG ACG ACG CGT CGC GAC CCG GCT CCG GGA GTG CCA CGC CGG GGG ATG CGC CGC 



RTTRRDPAPGVPRRGMRR 
GRRVATRLRECHAGGCAA 
DDASRPGSGSATPGDAPH 




TAC AGC TCC GCA CCG CCA ACG ACG AGC GGG AGC GGC ACC ACC ACC GGC AGC GCG 
15183 15192 15201 15210 15219 15228 

ATG TCG AGG CGT GGC GGT TGC TGC TCG CCC TCG CCG TGG TGG TGG CCG TCG CGC 



MSRRGGCCSPSPWWWPSR 
CRGVAVAARPRRGGGRRA 
VEAWRLLLALAVVVAVAR 

GASRQDAPVQALWAHHAL 
AQPASTPRCKPWGRTTP S 
PRRLAPRGASPGAVRPPR 



CCC GGA CGC CTC GCG ACC AGC CGG CCG TGA ACC CGG TCG GTG CGC ACC ACC CGC 
15237 15246 15255 15264 15273 15282 

GGG CCT GCG GAG CGC TGG TCG GCC GGC ACT TGG GCC AGC CAC GCG TGG TGG GCG 



GPAERWSAGTWASHAWWA 
GLRSAGRPALGPATRGGR 
ACGALVGRHLGQPRVVGE 

HDGPDNEARRHEAED SGP 
I IEPITRPGETSPRTAGP 
SSRRSRERGKPARGRRER 



TCT ACT AGA GGC CCT AGC AAG AGC CGG GAA GCC ACG AGC CGG AGC AGC GAG GGC 
15291 15300 15309 15318 15327 15336 

AGA TGA TCT CCG GGA TCG TTC TCG GCC CTT CGG TGC TCG GCC TCG TCG CTC CCG 

R*SPGSFSALRCSASSLP 
DDLRDRSRPFGARPRRSR 
MISGIVLGPSVLGLVAPG 

DVVGE EGGGEVGVE I EDG 
TWSARKGAARWE*RSRTA 
PGRRGRGRRGGSRGRDRR 



CCC AGG TGC TGC GGG AGA 
15345 15354 
GGG TCC AGG ACG CCC TCT 



AGG GGC GGC GGG AGG TGA 
15363 15372 
TCC CCG CCG CCC TCC ACT 



GGA TGG AGC TAG AGC AGC 
15381 15390 
CCT ACC TCG ATC TCG TCG 
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G S T T P S S P- P P S T P T S I S S 
GPRRPLPRRPPLLPRSRR 
VHDALFPAALHSYLDLVA 

LDPQRQEHEQDAHLETVG 
WIPSASNMNRIPMSNPSV 
GSRAPAT*TGSRCPTRHC 



GGG TCT AGC CCG ACC GCG ACA AGT ACA AGG ACT AGC CGT ACC TCA AGC CAC TGT 
15399 15408 15417 15426 15435 15444 

CCC AGA TCG GGC TGG CGC TGT TCA TGT TCC TGA TCG GCA TGG AGT TCG GTG ACA 



PRSGWRCSCS*SAWS SVT 
PDRAGAVHVPDRHGVR* H 
QIGLALFMFLIGMEFGDT 

VMFARAAGPGGHSDDADA 
WWSPAPRVPAATPITPTQ 
GGHLRPGCRPRRPFRRRR 



D 
Cl 

m 



GGG TGG TAC TTC CGC GCC CGG CGT GGC CCC GGC GGC ACC CTT AGC AGC CGC AGA 
15453 15462 15471 15480 15489 15498 

CCC ACC ATG AAG GCG CGG GCC GCA CCG GGG CCG CCG TGG GAA TCG TCG GCG TCT 
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CGC ACA GCA AGC GGG AGC CGA CAC GAG ACC CTA TGC GCG ACA TGT GGC CGA TGC 
15507 15516 15525 15534 15543 15552 

GCG TGT CGT TCG CCC TCG GCT GTG CTC TGG GAT ACG CGC TGT ACA CCG GCT ACG 

ACRSPSAVLWDTRCTPAT 
RVVRPRLCSGIRAVHRLR 
VSFALGCALGYALYTGYA 




GGG GCC TGC CGC AGC CGA AGG ACG GCA AGT GGG AGA AGG ACC CGT AGC GGT ACT 
15561 15570 15579 15588 15597 15606 

CCC CGG ACG GCG TCG GCT TCC TGC CGT TCA CCC TCT TCC TGG GCA TCG CCA TGA 



prtasasc'rspsswasp* 
pgrrrlpavhplpghrhe 

PDGVGFLPFTLFLGI AMS 




CGC ACT GGC GGA AGG GGC ACG ACC GCG CCG ACG ACT ACC TTG CGC CCT ACG AGG 
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15645 ; 1 5624 15633 15642 15651 15660 

GCG TGA CCG CCT TCC CCG TGC TGG CGC GGC TGC TGA TGG AAC GCG GGA TGC TCC 




TCA GGG CCC GCC CGT GGA TGC GGT AGC ACC CCC GGC GGT GGC GGC TAG AGC GGA 
15669 15678 15687 15696 15705 15714 

AGT CCC GGG CGG GCA CCT ACG CCA TCG TGG GGG CCG CCA CCG CCG ATC TCG CCT 



SPGRAPTPSWGPPPPI SP 
VPGGHLRHRGGRHRRSRL 
SRAGTYAIVGAATADLAC 

PQQERTEDGQQAATRGQA 
QSSSAPRTARNRPPEGRP 
SAAARP DRRGTARRNAGP 



CGA CCG ACG ACG AGC GCC CAG AGC AGC GGG ACA ACG CGC CGC CAA GCG GGG ACC 
15723 15732 15741 15750 15759 15768 

GCT GGC TGC TGC TCG CGG GTC TCG TCG CCC TGT TGC GCG GCG GTT CGC CCC TGG 



AGCCSRVSSPCCAAVRPW 
LAAARGSRRPVARRFAPG 
WLLLAGLVALLRGGSPLG 

HQAGEREGRDEEADHHHE 
TSRVRASVATKKPTMTTS 
RAACGRA*RPRRRR*PPA 



CGC ACG ACG CGT GGG AGC GCG AGT GGC GCC AGA AGA AGC CGC AGT ACC ACC ACG 
15777 15786 15795 15804 15813 15822 

GCG TGC TGC GCA CCC TCG CGC TCA CCG CGG TCT TCT TCG GCG TCA TGG TGG TGC 



ACCAPSRSPRSSSASWWC 
RAAHPRAHRGLLRRHGGA 
VLRTLALTAVFFGVMVVL 




AGC AGG CGG GGC GGA ACG 
15831 15840 
TCG TCC GCC CCG CCT TGC 



CTG CGC AGG ACC TCG CCG 
15849 15858 
GAC GCG TCC TGG AGC GGC 



GCC TCG CGG CCG ACG GGC 
15867 1587*6 
CGG AGC GCC GGC TGC CCG 




K R R A' * V S * G R R a A T R P R W 



TGC CGC CGC ACG AGT GTG ACT AGT AGG GGC CGC AGG ACG ACA GGC GCC AGC GGT 
15885 15894 15903 15912 15921 15930 

ACG GCG GCG TGC TCA CAC TGA TCA TCC CCG GCG TCC TGC TGT CCG CGG TCG CCA 



TAACSH*SSPASCCPRSP 
RRRAHTDHPRRPAVRGRH 
GG VLTL I I PGVLL SAVAT 

LEYADMEDEAGEQEAGDA 
S SMPMWRMKPAKRNPAMQ 
RA*LCGD*RRRRGTRRWR 



GGC TCG AGT ATC CGT AGG TAG AGT AGA AGC CGC GGA AGG ACA AGC CGC GGT AGA 
15939 15948 15957 15966 15975 15984 

CCG AGC TCA TAG GCA TCC ATC TCA TCT TCG GCG CCT TCC TGT TCG GCG CCA TCT 



PSS*ASISSSAPSCSAPS 
RAHRHP SHLRRLPVRRHL 
ELIGIHLIFGAFLFGAI C 

RLGRRGQRVGAAFQLFED 
GFVAGARASARPL SCS ST 
GSSRAPGPPRGRCVAPVR 



CGG GCT TCT GGC GCG GCC 
15993 16002 
GCC CGA AGA CCG CGC CGG 



GGG ACC GCC TGC GGG CGC 
16011 16020 
CCC TGG CGG ACG CCC GCG 



CGT TTG ACG TCC TTG AGC 
16029 16038 
GCA AAC TGC AGG AAC TCG 




AGT GGC GGC ATG ACA ACG GCG GCA AGA AGC GGA GCC AGC CGG ACT TCT GGC TGG 
16047 16056 16065 16074 16083 16092 

TCA CCG CCG TAC TGT TGC CGC CGT TCT TCG CCT CGG TCG GCC TGA AGA CCG ACC 



SPPYCCRRSSPRSA*RPT 
HRRTVAAVLRLGRPEDRP 
TAVLLPPFFASVGLKTDL 




ACG ACG TTG AGC CGG CCC CGC CGC CGC GGG ACA CCC ACA CCC GGC CGC AGC GGG 
16101 16110 16119 16128 16137 16146 

TGC TGC AAC TCG GCC GGG GCG GCG GCG CCC TGT GGG TGT GGG CCG GCG TCG CCC 



CCNSAGAAAPCGCGPASP 
AA„T.RPGRRRPVGVGRRRP 
LQLGRGGGALWVWAGVAL 
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QHGDDAFQRAARRCRRQH 
STATTPLSAPLAAAAAS I 
APPRRRCVPPCRPPLPAS 



ACG ACC ACC GGC AGC AGC CGT TTG ACC GCC CGT CGC GCC GCC GTC GCC GCG ACT 
16155 16164 16173 16182 16191 16200 

TGC TGG TGG CCG TCG TCG GCA AAC TGG CGG GCA GCG CGG CGG CAG CGG CGC TGA 



CWWPSSANWRAARRQRR* 
AGGRRRQTGGQRGGSGAD 
LVAVVGKLAGSAAAAALM 

RHLADVGQADAHEHVAAS 
DTSRTSARRMPTSMFQRP 
TPPARRRGACRRA * S S GR 



ACA GCC ACC TCG CGC AGC TGC GGG ACG CGT AGC CGC ACG AGT ACT TGA CGG CGC 
16209 16218 16227 16236 16245 16254 

TGT CGG TGG AGC GCG TCG ACG CCC TGC GCA TCG GCG TGC TCA TGA ACT GCC GCG 



CRWSASTPCASACS*TAA 
VGG ARRRPAHRRAHELPR 
SVERVDALRIGVLMNCRG 

QGFQHDEGDPEFEADQCG 
SVSSTIRVMPSSSPTRVG 
VSRVPSG*WRARVRRGSV 



CTG ACT GGC TTG ACC ACT AGG AGT GGT AGC CCG AGC TTG AGC CGC AGG ACT GTG 
16263 16272 16281 16290 16299 16308 

GAC TGA CCG AAC TGG TGA TCC TCA CCA TCG GGC TCG AAC TCG GCG TCC TGA CAC 





D 


* 


P N 


W * 


S 


S 


P 


S 


G 


S 


N 


S 


A S 


* H 




T 


D 


R T 


G D 


P 


H 


H 


R 


A 


R 


T 


R 


R P 


D T 




L 


T 


E L 


V I 


L 


T 


I 


G 


L 


E 


L 


G 


V L 


T 




R 


Q 


E G 


H Q 


D 


D 


D 


G 


Q 


A 


G 


G 


D H 


G 




A 


N 


N V 


M S 


T 


M 


T 


V 


R 


H 


A 


V 


T M 


V A 




R 


T 


T * 


W A 


P 


* 


R 


* 


G 


T 


R 


W 


R * 


S R 



GGC GCA ACA AGT GGT ACG ACC AGT AGC AGT GGG ACA CGC GGT GGC AGT ACT GGC 
16317 16326 16335 16344 16353 16362 

CCG CGT TGT TCA CCA TGC TGG TCA TCG TCA CCC TGT GCG CCA CCG TCA TGA CCG 



PRCSPCWSSSPCAPP S * P 
RVVHHAGHRHPVRHRHDR 
ALFTMLVIVTLCATVMTA 

RQEVQEVAGLRAGRGGTC 
GSSSRSSRASARVAGARV 
AAARGARGRRPACRARGY 



GCG GCG ACG AGC TGG ACG AGC TGG CGC GGC TCC GCG CGT GGC GCG GGC GGG CAT 
16371 16380 16389 16398 16407 16416 

CGC CGC TGC TCG ACC TGC TCG ACC GCG CCG AGG CGC GCA CCG CGC CCG CCC GTA 
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R R C S T C S T A P R R A P R P P V 
AAARPARPRRGAHRARPY 
PLLDLLDRAEARTAPART 



FRTGDNASSPAAFEARS I 
FALETTRQRRHPSNQGPF 
LLSNRRESVVTRRIRGPF 



GTT TTC GCT CAA GGC AGC AAG CGA CTG CTG CCA CGC CGC TTA AGA CGG GCC CTT 
16425 16434 16443 16452 16461 16470 

CAA AAG CGA GTT CCG TCG TTC GCT GAC GAC GGT GCG GCG AAT TCT GCC CGG GAA 



QKRVP SFADDGAANSARE 
KSEFRRSLTTVRRILPGK 
KASSVVR*RRCGEFCPGN 

GSRT*TIGELIGVFRQSH 
APAPRPSERLFVSLVSVI 
HRLPDLHNG*SYRCFAS * 



TAC GGC CTC GCC CAG ATC CAC TAA GGG AGT TCT TAT GGC TGT TTT GCG ACT GAT 
16479 16488 16497 16506 16515 16524 

ATG CCG GAG CGG GTC TAG GTG ATT CCC TCA AGA ATA CCG ACA AAA CGC TGA CTA 



MPERV*VIPSRIPTKR*L 
CRSGSR*FPQEYRQNADY 
AGAGLGDSLKNTDKTLTM 

DDFSHLDTRAPDLLGSFL 
ITLLI CIRARRTWYAQFC 
SR*FFASGHAGPGTLRFV 



ACT AGC AGT TTT CTT ACG TCT AGG CAC GCG CGG CCC AGG TCA TTC GGA CTT TTG 
16533 16542 16551 16560 16569 16578 

TGA TCG TCA AAA GAA TGC AGA TCC GTG CGC GCC GGG TCC AGT AAG CCT GAA AAC 



*SSKECRSVRAGSSKPEN 
DRQKNADPCAPGPVS LKT 
IVKRMQIRARRVQ*A*KQ 

STPQHLYGVQVDTS EADE 
PPPNTCIASRYMPARPTK 
PLHTPASLRGTCRHERRR 



TCC CTC CAC CCA ACC ACG TCT ATC GGC TGG ACA TGT AGC CAC GAG AGC CGC AGA 
16587 16596 16605 16614 16623 16632 

AGG GAG GTG GGT TGG TGC AGA TAG CCG ACC TGT ACA TCG GTG CTC TCG GCG TCT 



REVGWCR*PTCTSVL SAS 
G R W V G_ ADSRPVHRCSRRL 
G G G L (y j QIADLYIGALGVF 



YRRTHADFPGHFAAE I RG 
TGGHTLTSHATSRPR * GA 
RVATHSRRIPRPVRGRDP 



AGC ATG GCG GCA CAC ACT CGC AGC TTA CCC GGC ACC TTG CGC CGG AGA TAG GCC 
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1 6641 16650 16659 1 6668 16677 16686 

TCG TAC CGC CGT GTG TGA GCG TCG AAT GGG CCG TGG AAC GCG GCC TCT ATC CGG 




FLGLCVLEAPDGYGAVDG 
SSASACSSPPTAMAPSTG 
RLPRPVRARRPRWLRRRG 



GGC TTC TCC GGC TCC GTG TGC TCG AGC CGC CCC AGC GGT ATC GGC CGC TGC AGG 
16695 16704 16713 16722 16731 16740 

CCG AAG AGG CCG AGG CAC ACG AGC TCG GCG GGG TCG CCA TAG CCG GCG ACG TCC 



PKRPRHTSSAGSP*PATS 
RRGRGTRARRGRHSRRRP 
EEAEAHELGGVAIAGDVP 




GGG GAG GCC TTT ACC GGA ACG CCC GCC GCG TCG TCC GCC ACT TCT CCA CCC CGC 
16749 16758 16767 16776 16785 16794 

CCC CTC CGG AAA TGG CCT TGC GGG CGG CGC AGC AGG CGG TGA AGA GGT GGG GCG 

PLRKWPCGRRSRR*RGGA 
PSGNGLAGGAAGGEEVGR 
PPEMALRAAQQAVKRWGG 

RRRFE IQQQIRAGPVLAR 
DGVSNSRSSYALVQCWPG 
IASPIRDAATHSCRAGPG 

CTA GCG GCT GCC TTA AGC TAG ACG ACG ACA TAC GCT CGT GGA CCG TGG TCC CGG 
16803 16812 16821 16830 16839 16848 

GAT CGC CGA CGG AAT TCG ATC TGC TGC TGT ATG CGA GCA CCT GGC ACC AGG GCC 

DRRRNS I CCCMRAPGTRA 
IADGIRSAAVCEHLAPGP 
SPTEFDLLLYASTWHQGP 

VAPRGLCVQLPVQHAPVH 
SPQGGWAYRCRCRTPPSM 
PRSAAGPMGAAAGPPRPC 



GCC TGC CGA CCG GCG GGG TCC GTA TGG ACG TCG CCG TGG ACC ACC CGC CCC TGT 
16857 16866 16875 16884 16893 16902 

CGG ACG GCT GGC CGC CCC AGG CAT ACC TGC AGC GGC ACC TGG TGG GCG GGG ACA 



RTAGRPRHTCSGTWWAGT 
GRLAAPGIPAAAPGGRGH 
DGWPPQAYLQRHLVGGDM 



E G ,.wQ LDPLAAVAHEARQFE 
SARSILCPQLPTNLASSS 
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A R G P S * A P S C R R T * R A P V 



ACG AGC GGG ACC TCT AGT CCG TCC CGA CGT TGC CGC ACA AGT CGC GCG ACC TTG 
16911 16920 16929 16938 16947 16956 

TGC TCG CCC TGG AGA TCA GGC AGG GCT GCA ACG GCG TGT TCA GCG CGC TGG AAC 



CSPWRSGRAATACSARWN 
ARPGDQAGLQRRVQRAGT 
LALEIRQGCNGVFSALEL 

GDAVQLGIRVAGARQDD G 
ATP*RCASGFRVLAS I TA 
RRRSGAPRDSGCWRASRR 



AGC GGC AGC CGA TGG ACG TCC GGC TAG GCT TGG CGT GGT CGC GCG ACT AGC AGC 
16965 16974 16983 16992 17001 17010 

TCG CCG TCG GCT ACC TGC AGG CCG ATC CGA ACC GCA CCA GCG CGC TGA TCG TCG 



SPSATCRPIRTAPAR*SS 
RRRLPAGRSEPHQRADRR 
AVGYLQADPNRT SAL IVA 

GVVVSRRQDVPPPHAGAE 
ASL*PVGSISRHRIPGPK 
RRCSRFAASRGTASPGRS 



GGC GGC TGT TGA TGC CTT GCG GCG ACT AGC TGG CCA CCG CCT ACC CGG GGC CGA 
17019 17028 17037 17046 17055 17064 

CCG CCG ACA ACT ACG GAA CGC CGC TGA TCG ACC GGT GGC GGA TGG GCC CCG GCT 



PPTTTERR*STGGGWAPA 
RRQLRNAADRPVADGPRL 
ADNYGTPLIDRWRMGPGF 

DAAIRERGPAALPGAEGP 
MPP SASGGQHQLRGPKAR 
*RRRHAGARTSCAARSRG 



AGT AGC CGC CGC TAC GCG AGG GCG GGA CCA CGA CGT TCG CCG GGC CGA AGC GGG 
17073 17082 17091 17100 17109 17118 

TCA TCG GCG GCG ATG CGC TCC CGC CCT GGT GCT GCA AGC GGC CCG GCT TCG CCC 
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CCG AGA CGA GCC ACC GGA GGT TCC CCG ACG GCC TCT AGC TCA GCG ACG TGG CGC 
17127 17136 17145 17154 17163 17172 

GGC TCT GCT CGG TGG CCT CCA AGG GGC TGC CGG AGA TCG AGT CGC TGC ACC GCG 



GSARWPPRGCRRS SRCTA 
AL.LGGLQGAAGDRVAAPR 
LCSVASKGLPEIESLHRG 
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CAC TGC TCG GCA ACA AGG GCG GCT CGT AGT GGG CCC CGG CAC GGT GGC TGA AGT 
17181 17190 17199 17208 17217 17226 

GTG ACG AGC CGT TGT TCC CGC CGA GCA TCA CCC GGG GCC GTG CCA CCG ACT TCA 



VTSRCSRRASPGAVPPTS 
*RAVVPAEHHPGPCHRLQ 
DEPLFPPSITRGRATDF S 

GTDALLEGGAAGGENRHG 
ARI PWCNAVRLGAKTAI A 
RGYRGATRWGCGRRRQSP 



CGC GGG CAT AGC CGG TCG TCA AGC GGT GGG CGT CGG GGC GGA AGC AAC GCT ACC 
17235 17244 17253 17262 17271 17280 

GCG CCC GTA TCG GCC AGC AGT TCG CCA CCC GCA GCC CCG CCT TCG TTG CGA TGG 



APVSASSSPPAAPPSLRW 
RPYRPAVRHPQPRLRCDG 
ARI GQQFATRSPAFVAMA 

LNLVMHHVHGLAGQGPGA 
SI*SWIIST-ASRARAPAP 
RSEPGYSPRPRARGPRPR 



GGC TCT AAG TCC TGG TAT ACT ACC TGC ACC GGC TCG CGC GGG ACC GGC CCC GGC 
17289 17298 17307 17316 17325 17334 

CCG AGA TTC AGG ACC ATA TGA TGG ACG TGG CCG AGC GCG CCC TGG CCG GGG CCG 




CGT AGC CCT ACC GCC TGC AGC GGG CGC AGA GGA AGT ACT TGA TAG TGC GCT TCA 
17343 17352 17361 17370 17379 17388 

GCA TCG GGA TGG CGG ACG TCG CCC GCG TCT CCT TCA TGA ACT ATC ACG CGA AGT 



ASGWRTSPASPS*TITRS 
HRDGGRRPRLLHEL SREV 
I GMADVARVSFMNYHAKW 

RATSFPPRPPAATGTWTP 
DLLASHRGPPHRQGPGRP 
TSCHQI AAQPTGSDRDVH 



CCA GCT CGT CAC GAC TTA CCG CCG GAC CCC CCA CGG CGA CAG GGC CAG GTG CAC 
17397 17406 17415 17424 17433 17442 

GGT CGA GCA GTG CTG AAT GGC GGC CTG GGG GGT GCC GCT GTC CCG GTC CAC GTG 



G R A V Ei N G G I> G G A A V P V H V 
VEQC*MAAWGVPLSRSTW 
S SSAEWRPGGCRCPGPRG 




CCT TAA GCC GGC CCT CTA GCC GGT GAA CGC CCC GGT CGC TGG TAG ACG ACA GGT 
17451 17460 17469 17478 17487 17496 

GGA ATT CGG CCG GGA GAT CGG CCA CTT GCG GGG CCA GCG ACC ATC TGC TGT CCA 



GIRPGDRPLAGPATICCP 
E FGRE I GHLRGQRP S AVH 
NSAGRSATCGASDHLLSM 

FVDYPGTLEGGAVVDQLE 
SCMTRVPSSAGPSWTRCS 
PVCRVSRHARGRRGRGAV 

ACC TTG TGT AGC ATG CCT GGC CAC TCG AGC GGG GGC CGC TGG TGC AGG ACG TTG 
17505 17514 17523 17532 17541 17550 

TGG AAC ACA TCG TAC GGA CCG GTG AGC TCG CCC CCG GCG ACC ACG TCC TGC AAC 

WNTSYGPVSSPPATTSCN 
GTHRTDR*ARPRRPRPAT 
-EHIVRTGELAPGDHVLQL 

GRGRAQHHGAGDKLNEFR 
AVAGPRTTDLATR*TRSD 
RWPGPGPPTWRRGEPERI 

AGC GGT GCC GGG GCC CGG ACC ACC ACA GGT CGC GGC AGG AAG TCC AAG AGC TTA 
17559 17568 17577 17586 17595 17604 

TCG CCA CGG CCC CGG GCC TGG TGG TGT CCA GCG CCG TCC TTC AGG TTC TCG AAT 

SPRPRAWWCPAPSFRFSN 
RHGPGPGGVQRRPSGSRI 
ATAPGLVVSSAVLQVLES 



RVPVFSSYRCRRVSYARS 
GSQSSHHIGAVVFPIHGH 
APSPRI IFVPLSSRFIGT 



GCG GCC TGA CCC TGC TTA CTA CTT ATG GCC GTT GCT GCT TGC CTT ATA CGG GCA 
17613 17622 17631 17640 17649 17658 

CGC CGG ACT GGG ACG AAT GAT GAA TAC CGG CAA CGA CGA ACG GAA TAT GCC CGT 



R R T G T N DEYRQRRTEYAR 
A G L G R (u) MNTGNDERNMPV 
PDWDE**_IPATTNGICP> 



I GQDGPPSGREPPRPRSR 
YGKI ARRVGERRHGHDPD 
IDRSRGASEREGTATTPI 



CTA TAG GGA ACT AGC GGG CCG CCT GAG GGA GAG AGG CCA CCG GCA CCA GCC CTA 
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17667 17676 17685 17694' 17703 17712 

GAT ATC CCT TGA TCG CCC GGC GGA CTC CCT CTC TCC GGT GGC CGT GGT CGG GAT 




I GTGRHH*SARRIRPGT S 
SAPEGTTDVRGAFEPVQQ 
PHRNGPPTLEGPSNQSRN 



GCC TAC GGC CAA GGG GCC ACC ACA GTT GAG CGG GCC GCT TAA GAC CCT GGA CAA 
17721 17730 17739 17748 17757 17766 

CGG ATG CCG GTT CCC CGG TGG TGT CAA CTC GCC CGG CGA ATT CTG GGA CCT GTT 




P RV C C RRR SAGR G S P L T G 
RGSAVGDALHGGVAPFLV 
r VAPRLVTPSIGGSRQS SY 

jj CTG CCG GCC TGC GTT GTG GCA GCC GCT CTA CGG GGG GCT GGC GAC CCT TCT CAT 
;1 17775 17784 17793 17802 17811 17820 

pf GAC GGC CGG ACG CAA CAC CGT CGG CGA GAT GCC CCC CGA CCG CTG GGA AGA GTA 

m DGRTQHRRRDAPRPLGRV 
2 TAGRNTVGEMPPDRWEEY 
RPDATPSARCPPTAGKST 

p PSRDATRHPAASPSE SRC 

ftj PVETRPEIRRQPRRNAGA 
fy RSKPGRNSAASRVAIREP 

m 

O GGC CCT GAA GCC AGG CGC CAA GCT ACG CCG CGA CGC CTG CCG CTA AGC GAG GCC 
RJ 17829 17838 17847 17856 17865 17874 

CCG GGA CTT CGG TCC GCG GTT CGA TGC GGC GCT GCG GAC GGC GAT TCG CTC CGG 

PGLRSAVRCGAADGDSLR 
RDFGPRFDAALRTAIRSG 
GTSVRGSMRRCGRRFAPA 

NGPRRCLPNRRRTRRCRA 
TEQVVVYRTEVGLEEADR 
LKRS SSMAPKSASNKPME 

GTC AAA GGA CCT GCT GCT GTA TCG CCC AAA GCT GCG GCT CAA GAA GCC GTA GAG 
17883 17892 17901 17910 17919 17928 

CAG TTT CCT GGA CGA CGA CAT AGC GGG TTT CGA CGC CGA GTT CTT CGG CAT CTC 

QFPGRRHSGFRRRVLRHL 
SFLDDD IAGFDAE FFG I S 
VSWTTT*RVSTPSSSASR 

A R t _P RASPGAAAGSAP PPR 



G R S A S S r S G C C R R I S S T A 



CGG CGC GCT CCG GCT CGA CTA CCT GGG CGT CGT CGC GGA CTA CGA CCT CCA CCG 
17937 17946 17955 17964 17973 17982 

GCC GCG CGA GGC CGA GCT GAT GGA CCC GCA GCA GCG CCT GAT GCT GGA GGT GGC 

AARGRADGPAAAPDAGGG 
PREAELMDPQQRLMLEVA 
RARPS*WTRSSA*CWRWP 

APVPARPCGAACGPLSRC 
PLCQLVRADRRVGQCPGV 
QCAS SCAPMGGCVRAPVS 

GAC CGT CCG TGA CCT CGT GCG CCC GTA GGG CGG CGT GTG GGA CCG TCC CTG GCT 
17991 18000 18009 18018 18027 18036 

CTG GCA GGC ACT GGA GCA CGC GGG CAT CCC GCC GCA CAC CCT GGC AGG GAC CGA 

LAGTGARGHPAAHPGRDR 
WQALEHAGIPPHTLAGTD 
GRHWSTRASRRTPWQGPT 

RHTRRPRCRRSHRRVAPL 
GTHE GPDAGVVIAGSPQF 
VPTNAPTQV*S*PAPRSS 

GTG GCC ACA CAA GCG GCC CCA GAC GTG ,GAT GCT GAT ACC GCG GCC TGC CGA CCT 
18045 18054 18063 18072 18081 18090 

CAC CGG TGT GTT CGC CGG GGT CTG CAC CTA CGA CTA TGG CGC CGG ACG GCT GGA 





TCT GGA CGG CTT GTA GCT GCG TAC CTG CCC CTA GCC GCG CCG CCA CAC GCG GCA 
18099 18108 18117 18126 18135 18144 

AGA CCT GCC GAA CAT CGA CGC ATG GAC GGG GAT CGG CGC GGC GGT GTG CGC CGT 



RPAE HRRMDGDRRGGVRR 
DLPN IDAWTGIGAAVCAV 
TCRTSTHGRGSARRCAPC 




CAG GTT GGC GCA GAG AGT GCG CGA GCT GGA CGC GCC CGG GTC GGA GAG GTA GCT 
18153 18162 18171 18180 18189 18198 

GTC CAA CCG CGT CTC TCA CGC GCT CGA CCT GCG CGG GCC CAG CCT CTC CAT CGA 



VQPRLSRARPARAQPLHR 
S N _R V SHALDLRGP S L S I D 
PTASLTRSTCAGPASPST 
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RTSPRGPPAACRRASGAA 
GRARGGQHRQVGGRLAQP 
VAHEAERTASCVAACLRR 



GTG GCG CAC GAG CCG GAG GGA CCA CCG CGA CGT GTG GCG GCG CGT CTC GGA CGC 
18207 18216 18225 18234 18243 18252 

CAC CGC GTG CTC GGC CTC CCT GGT GGC GCT GCA CAC CGC CGC GCA GAG CCT GCG 



HRVLGLPGGAAHRRAEPA 
TACSASLVALHTAAQSLR 
PRARPPWWRCTPPRRACG 

RRTCRPAPRPR*GAPTVP 
EALAGHRQGPADVQQH * R 
SPSHVTASAPPTLRSTDG 



CGA GCC GCT CAC GTG GCA CCG CGA CCG GCC CCC GCA GTT GGA CGA CCA CAG TGG 
18261 18270 18279 18288 18297 18306 

GCT CGG CGA GTG CAC CGT GGC GCT GGC CGG GGG CGT CAA CCT GCT GGT GTC ACC 



ARRVHRGAGRGRQPAGVT 
LGECTVAL AGGVNLLVSP 
SASAPWRWPGASTCWCHR 

GSSRGPCPRRAPARRGSC 
-ALRDGQARGARQRGVAPA 
PWVI ARPVAPASAGSPRL 



CCC GGT CTG CTA GCG GGA CCC GTG CCG GCC GCG CGA CCG CGG GCT GCC GGC CTC 
18315 18324 18333 18342 18351 18360 

GGG CCA GAC GAT CGC CCT GGG CAC GGC CGG CGC GCT GGC GCC CGA CGG CCG GAG 



GPDDRPGHGRRAGARRPE 
GQTIALGTAGALAPDGRS 
ARRSPWARPARWRPTAGA 

ATRRTPRVSRRQRTPRRS 
LREGRRGSAVGNGRRGVA 
LGNAADAPR*ATAADASP 



GTT CGG CAA GCG GCG CAG CCG GCC TGC GAT GCG GCA ACG GCG CAG CCG GCT GCC 
18369 18378 18387 18396 18405 18414 

CAA GCC GTT CGC CGC GTC GGC CGG ACG CTA CGC CGT TGC CGC GTC GGC CGA CGG 



QAVRRVGRTLRRCRVGRR 
KPFAASAGRYAVAASADG 
SRSPRRPDATPLPRRPTA 

RGRRPSRRAP**AASPRR 
VAAALAAAHQDDLQQRVG 
*PRPSPQPTSTMLSSVSA 



GAT GCC GGC GCC GCT CCC GAC GCC GCA CGA CCA GTA GTT CGA CGA CTG CCT GCG 
18423 18432 18441 18450 18459 18468 

CTA CGG CQQ CGG CGA GGG CTG CGG CGT GCT GGT CAT CAA GCT GCT GAC GGA CGC 



-72- 



L R P R R G Is R- R A G H Q A A D G R 
YGRGEGCGVLVIKLLTDA 
TAAARAAACWS S S C * RTP 




GCA TGC GCT GCC ACT GGC CCA CGA CCG CCA CGA CGC GCC GTC GCG CAA GTT GGT 
18477 18486 18495 18504 18513 18522 

CGT ACG CGA CGG TGA CCG GGT GCT GGC GGT GCT GCG CGG CAG CGC GTT CAA CCA 



RTRR*PGAGGAARQRVQP 
VRDGDRVLAVLRGSAFNQ 
YATVTGCWRCCAAARSTR 

RACWRC*PGRRAPGPAR* 
VPAGVADHGGAPLGLLVD 
SPRVLPMMAGQPCAWSCT 



CCT GCC CGC GTG GTT GCC GTA GTA CCG GGG GAC GCC CGT CCG GGT CCT CGT GCA 
18531 18540 18549 18558 18567 18576 

GGA CGG GCG CAC CAA CGG CAT CAT GGC CCC CTG CGG GCA GGC CCA GGA GCA CGT 





GTA CTC CGC GCG GGA CTG 
18585 18594 
CAT GAG GCG CGC CCT GAC 



CCG GCG CCC GCA GCG ACG 
18603 18612 
GGC CGC GGG CGT CGC TGC 



GCT GTG GCA ACT GAA GCA 
18621 18630 
CGA CAC CGT TGA CTT CGT 




PGRCRYGGRRGWP SRRSR 
LGVAGTGAEAVGHLDARD 
SAWPVPVRRPSGMSIPAI 



GCT CCG GGT GCC GTG GCC ATG GGC GGA GCC GCT GGG GTA CCT CTA GCC GCG CTA 
18639 18648 18657 18666 18675 18684 

CGA GGC CCA CGG CAC CGG TAC CCG CCT CGG CGA CCC CAT GGA GAT CGG CGC GAT 



RGPRHRYPPRRPHGDRRD 
EAHGTGTRLGDPME I G A I 
RPTAPVPASATPWRSARS 

RRRRVHGSRDPATRPRTP 
GGDVSTVAGTLLRARDPR 
AAT*PRSREP*SGHATPD 



GCG GCG GCA GAT GCC TGC ACT GGC GAG GCC AGT CCT CGG CAC GCG CCA GCC CAG 
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18693 18702 187TT T8720 18729 18738 

CGC CGC CGT CTA CGG ACG TGA CCG CTC CGG TCA GGA GCC GTG CGC GGT CGG GTC 





CCA CTT CAG GTT GTA GCC CGT AGA CCT CCC CCG GCG GCC CCA GCG GCC CCA GTA 
18747 18756 18765 18774 18783 18792 

GGT GAA GTC CAA CAT CGG GCA TCT GGA GGG GGC CGC CGG GGT CGC CGG GGT CAT 



GEVQHRASGGGRRGRRGH 
VKSN I GHLEGAAGVAGV I 
*SPTSGIWRGPPGSPGS! 




GTT CCG CTA GGA GCG GGA GCT GCT CCT GGC CTA GGG CCG GTC GGA CGA CCT GCC 
18801 18810 18819 18828 18837 18846 

CAA GGC GAT CCT CGC CCT CGA CGA GGA CCG GAT CCC GGC CAG CCT GCT GGA CGG 



QGDPRPRRGPDPGQPAGR 
KAILALDEDRIPASLLD G 
RRSSPSTRTGSRPACWTi 

GSGRSRSPRGRCGAPSGI 
VRVGLDVPGAEVDPQRGP 
SGFGS I SQAPRSMRSAVR 



GCT GGG CTT GGG GCT CTA GCT GAC CCG GCC GGA GCT GTA GGC CGA CCG CTG GGC 
18855 18864 18873 18882 18891 18900 

CGA CCC GAA CCC CGA GAT CGA CTG GGC CGG CCT CGA CAT CCG GCT GGC GAC CCG 



RPEPRDRLGRPRHPAGDP 
DPNPEIDWAGLDIRLATR 
TRTPRSTGPASTS GWRP( 




CCG GGA CGG CAC CGG GCT CGC AGG CGT GGG GGC GGC CCG CCG ACA CAG GCC AAA 
18909 18918 18927 18936 18945 18954 

GGC CCT GCC GTG GCC CGA GCG TCC GCA CCC CCG CCG GGC GGC TGT GTC CGG TTT 

GPAVARASAPPPGGCVRF 
ALPWPERPHPRRAAVSGF 
PCRGPSVRTPAGRLCPV£ 

S R , W R CRPGHPGRVPAWRAJ 
A V A A GH GMHDE F LR G GRG 
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P * P P V T A W T T R S C A G V A G 



GCC GAT GCC GCC GTG GCA 
18963 18972 
CGG CTA CGG CGG CAC CGT 



CCG GGT ACA CCA GGA GCT 
18981 18990 
GGC CCA TGT GGT CCT CGA 



TGT CCG CGG GTG GCG CGG 
18999 19008 
ACA GGC GCC CAC CGC GCC 





GCG GGC GGG GCG CGG CCT CGG CCG GCC TTG GGA CAA GGG CCA CAG GCG CCG GAG 
19017 19026 19035 19044 19053 19062 

CGC CCG CCC CGC GCC GGA GCC GGC CGG AAC CCT GTT CCC GGT GTC CGC GGC CTC 

RPPRAGAGRNPVPGVRGL 
ARPAPEPAGTLFPVSAAS 
PAPRRSRPEPCSRCPRPP 

PPAGHGRPRARRAPRPPR 
RLRETVARGREGLPDLLA 
GSASRSRAAASASRTSSP 

GGG CCT CCG CGA GGC ACT GGC GCG CCG GCG CGA GCG GCT CGC CCA GCT CCT CCC 
19071 19080 19089 19098 19107 19116 

CCC GGA GGC GCT CCG TGA CCG CGC GGC CGC GCT CGC CGA GCG GGT CGA GGA GGG 

PGGAP* PRGRARRAGRGG 
PEALRDRAAALAERVEEG 
RRRSVTARPRSP SGSRRA 

QGPRPRACGPGDATGAPG 
SVQGRDP VGQGMPLGRQD 
ASRAETPCVRAWRCDGST 



GCG ACT GGA CCG GAG CCA GCC CGT GTG GGA CCG GGT AGC CGT CAG GGG CGA CCA 
19125 19134 19143 19152 19161 19170 

CGC TGA CCT GGC CTC GGT CGG GCA CAC CCT GGC CCA TCG GCA GTC CCC GCT GGT 



R*PGLGRAHPGPSAVPAG 
ADLASVGHTLAHRQSPLV 
LTWPRSGTPWPI GSPRWS 



GPPRRPSRGPRVPRRAAR 
VPRGDHRGAPVFQGGPQA 
WRAATTAVPRSS SAAP SR 



GGT GGC CCG CCG GCA GCA CCG CTG GCC GGC CCT GCT TGA CCG GCG GCC CGA CGC 
19179 19188 19197 19206 19215 19224 

CCA CCG GGC GGC CGT CGT GGC GAC CGG CCG GGA CGA ACT GGC CGC CGG GCT GCG 



PPGGRRGDRPGRTGRRAA 
HR„AAVVATGRDELAAGLR 
TGRP SWRPAGTNWP P GCA 
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APWEPVRARDR*RPRAAP 
RQGSLFGRGTEDGPGRQR 
A S A V * S GAGPRTVPAAS G 



- 

m 



GCG CGA CCG GTG AGT CCT TGG GCG CGG GCC AGA GCA GTG GCC CCG GCG CGA CGG 
19233 19242 19251 19260 19269 19278 

CGC GCT GGC CAC TCA GGA ACC CGC GCC CGG TCT CGT CAC CGG GGC CGC GCT GCC 

RAGHSGTRARSRHRGRAA 
ALATQEPAPGLVTGAALP 
RWPLRNPRPVSSPGPRCR 

HRGDRRPTRPDRTGTPRS 
IGATGDPHERTVPGLPGP 
SAPRGTQTNEP*PDWHAP 

CCT ACG GCC GGC AGG GCA GAC CCA CAA GAG CCC AGT GCC CAG GGT CAC CCG GCC 
19287 19296 19305 19314 19323 19332 

GGA TGC CGG CCG TCC CGT CTG GGT GTT CTC GGG TCA CGG GTC CCA GTG GGC CGG 
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CTA CCC GGC GCT TGA CGA CCT TCG GCT CGG CCA GAA GCG GCT CCA CTA GCT GCT 
19341 19350 19359 19368 19377 19386 

GAT GGG CCG CGA ACT GCT GGA AGC CGA GCC GGT CTT CGC CGA GGT GAT CGA CGA 

DGPRTAGSRAGLRRGDRR 
MGRELLEAEPVFAEVIDE 
WAANCWKPS RSSPR* STN 




TGA CCT CGG CCA CAA GTT 
19395 19404 
ACT GGA GCC GGT GTT CAA 



CCT CCT CTA GCC CAA GAG 
19413 19422 
GGA GGA GAT CGG GTT CTC 



CGG GGC CGT CTA CGA CGA 
19431 19440 
GCC CCG GCA GAT GCT GCT 




CCT CCC GCT GGT GTG GCT 
19449 19458 
GGA GGG CGA CCA CAC CGA 



CCA GCT GCC GCG GGT CTG 
19467 19476 
GGT CGA CGG CGC CCA GAC 



GTA CTA GAA GCG CTA CGT 
19485 19494 
CAT GAT CTT CGC GAT GCA 
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G G R P H R G" RV R R P D H D E R D A 
EGDHTEVDGAQTMI FAMQ 
RATTPRSTAPRP* SSRCS 



RARRATATVPRRARRR* R 
EPEGRQPP*PADL GGGDD 
SPSAASHRDRPTS GAATM 



CGA GCC CGA GCG GCG CGA CAC CGC CAG TGC CCC GCA GCT CGG GCG GCG GCA GTA 
19503 19512 19521 19530 19539 19548 

GCT CGG GCT CGC CGC GCT GTG GCG GTC ACG GGG CGT CGA GCC CGC CGC CGT CAT 



ARARRAVAVTGRRARRRH 
LGLAALWRSRGVEPAAVI 
SGSPRCGGHGASSPPPSS 

GSPRHSRRRR*RRPASRS 
AVRDTLDGGGDGGPRQGH 
PWETPSIAAATVAPASVT 



GCC GGT GAG CCA GCC ACT CTA GCG GCG GCG GCA GTG GCG GCC CCG CGA CTG GCA 
19557 19566 19575 19584 19593 19602 

CGG CCA CTC GGT CGG TGA GAT CGC CGC CGC CGT CAC CGC CGG GGC GCT GAC CGT 



RPLGR*DRRRRHRRGADR 
GHSVGEIAAAVTAGALTV 
-ATRSVRSPPPSPPGR*P* 

RRPGASRGYTAAAARPRP 
GVPGPQDATPRQQQALGR 
VSPARSIQRLDSSSRSAA 



CTG GCT GCC CCG GGC CGA CTA GAC GGC ATC CAG CGA CGA CGA CGC GCT CCG GCG 
19611 19620 19629 19638 19647 19656 

GAC CGA CGG GGC CCG GCT GAT CTG CCG TAG GTC GCT GCT GCT GCG CGA GGC CGC 



DRR GPADLP*VAAAARGR 
TDGARLICRRSLLLREAA 
PTGPG*SAVGRCCCARPR 



AHRSPSP*DARRRPRRAA 
PTARHRHDTQGEVLGGLP 
PRPAIAITLRGKSSAASR 



CCC CGC ACC GCG CTA CCG CTA CCA GTC AGA CGG GAA GCT GCT CCG GCG GCT CGC 
19665 19674 19683 19692 19701 19710 

GGG GCG TGG CGC GAT GGC GAT GGT CAG TCT GCC CTT CGA CGA GGC CGC CGA GCG 



GAWRDGDGQSALRRGRRA 
GRGAMAMVSLPFD EAAER 
GVARWRWSVCPSTRPPSG 

RPCHRPPRPWRTRSSTWR 
ERAI VRHDRGDRGRRRGG 
SAPL SATTAAMADEVVDV 



CGA GCG CCC GTT ACT GCG CCA CCA GCG CCG GTA GCG CAG GAG CTG CTG CAG GTG 
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1 971 9 • 19728" 1 9737 19746 19755 19764 

GCT CGC GGG CAA TGA CGC GGT GGT CGC GGC CAT CGC GTC CTC GAC GAC GTC CAC 



ARGQ *RGGRGHRVLDDVH 
LAGNDAVVAAIASSTTST 
SRAMTRWSRPSRPRRRPi 

SRRHGRRPRSPRRGS SRI 
HDGTVGALDLLDDAAPGV 
TIEPSGPSTSFTTPRQVS 

GCA CTA GAG GCC ACT GGG GCC GCT CCA GCT CTT CCA GCA GCC GGC GAC CTG GCT 
19773 19782 19791 19800 19809 19818 

CGT GAT CTC CGG TGA CCC CGG CGA GGT CGA GAA GGT CGT CGG CCG CTG GAC CGA 

RDLR*PRRGREGRRPLDR 
VI SGDPGEVEKVVGRWTD 
*SPVTPARSRRSSAAGP r i 



PAPRVAPRRRRPRGCGA( 
LPQDYPPDGGVHGEVARV 
SPSTTRRTAESTAKWLGC 



GCT CCC CGA CCA GCA TGC CGC CCA GCG GAG GCT GCA CCG GAA GGT GTC GGG CGT 
19827 19836 19845 19854 19863 19872 

CGA GGG GCT GGT CGT ACG GCG GGT CGC CTC CGA CGT GGC CTT CCA CAG CCC GCA 




GTA CCT GGG GGA CGA GCT GGC CGA CGC GCG CCG GCG GCT GCT CGA CTC AGG GTC 
19881 19890 19899 19908 19917 19926 

CAT GGA CCC CCT GCT CGA CCG GCT GCG CGC GGC CGC CGA CGA GCT GAG TCC CAG 

HGPPARPAARGRRRAESQ 
MDPLLDRLRAAADEL SPS 
WTPCSTGCARPPTS*VPi 

VACAARCSPARPGAPWP i 
CRVRREVRRRERVRP GRH 
AGCVGS *VVASAS GRAVT 



GCG TGG CGT GTG CGG CGA GAT GTG CTG CCG CGA GCG CCT GGG CGC CCG GTG CCA 
19935 19944 19953 19962 19971 19980 

CGC ACC GCA CAC GCC GCT CTA CAC GAC GGC GCT CGC GGA CCC GCG GGC CAC GGT 

RTAHAALHDGARGPAGHG 
APHTPLYTTALADPRATV 
HRTRRSTRRRSRTRGPR* 

R R , W R RTSPPSGACGPAARI 
GGVARVPRRVQAVRHPEG 
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V A S P A Y" Q A A F R R L G T R S A 



CTG GCG GCT GCC GCG CAT GAC CCG CCG CTT GGA CGC GTT GGG CCA CGC CGA GCG 
19989 19998 20007 20016 20025 20034 

GAC CGC CGA CGG CGC GTA CTG GGC GGC GAA CCT GCG CAA CCC GGT GCG GCT CGC 



DRRRRVLGGEPAQPGAAR 
TADGAYWAANLRNPVRLA 
PPTARTGRRTCATRCGSP 

RS*RPPRPRGGPTRRATG 
GRDGRRGLVAVPREDLQG 
AAIVAAASSPWRANTSSD 



GCG GCG CTA GTG GCG CCG CCG GCT CCT 
20043 20052 20061 

CGC CGC GAT CAC CGC GGC GGC CGA GGA 



GCC GGT GGC CCG CAA GCA GCT CGA CAG 
20070 20079 20088 

CGG CCA CCG GGC GTT CGT CGA GCT GTC 





GGG CGT GGG GCA CCA GCG CGT GAG CTA GGT GCT CTG CGA CCG GCT TGC GCC GCA 
20097 20106 20115 20124 20133 20142 

CCC GCA CCC CGT GGT CGC GCA CTC GAT CCA CGA GAC GCT GGC CGA ACG CGG CGT 



PAPRGRALDPRDAGRTRR 
PHPVVAHSIHETLAERGV 
RTPWSRTRSTRRWPNAAW 

PRTRRVSAVACGARPGSR 
LVHEDSRR*PAVLGLGPG 
SSTNTPGVSRRLWGSARV 



CCT CCT GCA CAA GCA GCC TGG CTG CGA TGC CGC GTT GGT CGG GCT CCG GGC CTG 
20151 20160 20169 20178 20187 20196 

GGA GGA CGT GTT CGT CGG ACC GAC GCT ACG GCG CAA CCA GCC CGA GGC CCG GAC 




GRRRPRRGSGRRSRP STP 
EAGGHAGGVAVAHAHVPR 
KRAATPAAWQWPTLT SQD 



GAA GGC GCG GCG GCA CCC GCG GCG GGT GAC GGT GCC GCA CTC GCA CCT GAC CAG 
20205 20214 20223 20232 20241 20250 

CTT CCG CGC CGC CGT GGG CGC CGC CCA CTG CCA CGG CGT GAG CGT GGA CTG GTC 



LPRRRGRRPLPRRERGLV 
FR.AAVGAAHCHGVSVDWS 
SAPPWAPPTATA*AWTGR 
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AGASRSGRLGAARGRAAG 
RELRVPVEFDQRGVGPLV 
ASWGFPFRSTRGG* GQCC 



CCG CGA GGT CGG CTT GCC CTT GGA GCT TCA GGA CGG CGG GAT GGG GAC CGT CGT 
20259 20268 20277 20286 20295 20304 

GGC GCT CCA GCC GAA CGG GAA CCT CGA AGT CCT GCC GCC CTA CCC CTG GCA GCA 



GAPAEREPRSPAALPLAA 
ALQPNGNLEVLPPYPWQH 
RSSRTGTSKSCRPTPGST 

GATANWRRPALPRARGRR 
ARQPTGDGPRSRGLAAVV 
RGSHREMAPARAASRPWS 



GGC GGG CGA CAC CGC AAG GTA GCG GCC CCG CGC TCG CCG GCT CGC GCC GGT GCT 
20313 20322 20331 20340 20349 20358 

CCG CCC GCT GTG GCG TTC CAT CGC CGG GGC GCG AGC GGC CGA GCG CGG CCA CGA 



PPAVAFHRRGASGRARPR 
RPLWRSIAGARAAERGHD 
ARCGVPSPGRERP SAAT T 

RSGCAAPCARRRRPCRGA 
DVGVRQQARGAADRAAVQ 
TSEWVSSPVGPPTAPLSR 



GCA GCT GAG GGT GTG CGA CGA CCC GTG CGG GCC GCC GCA GCG CCC GTC GCT GGA 
20367 20376 20385 20394 20403 20412 

CGT CGA CTC CCA CAC GCT GCT GGG CAC GCC CGG CGG CGT CGC GGG CAG CGA CCT 



RRLPHAAGHARRRRGQRP 
VDSHTLLGTPGGVAGSDL 
STPTRCWARPAASRAAT C 

ATACCAPRRCGGTGPCGR 
PQPVARQVVVAARVRAAV 
RSHCLVSSSSLRGYGPLW 



CGC CGA CAC CGT GTC GTG CGA CCT GCT GCT GTC GGC GGG CAT GGG CCC GTC GGT 
20421 20430 20439 20448 20457 20466 

GCG GCT GTG GCA CAG CAC GCT GGA CGA CGA CAG CCG CCC GTA CCC GGG CAG CCA 



AAVAQHAGRRQPPVP QQP 
RLWHSTLDDDSRPYPGSH 
GCGTARWTTTAARTRAAT 

G*RRPSRGPRRAPP*TGP 
GEVAHLDDRGGHQRDREQ 
ARLPTS ITGAATSATVNR 



GCG GGA GTT GCC GCA CCT CTA GCA GGG CCG GCG GCA CGA CCG CCA GTG CAA GGA 
20475 20484 20493 20502 20511 20520 

CGC CCT CAA CGG CGT GGA GAT CGT CCC GGC CGC CGT GCT GGC GGT CAC GTT CCT 



R P Q R R G D R P G R R A G G H V P 
ALNGVE IVPAAVLAVTFL 
PSTAWRSSRPPCWRSRSW 

PRRRPRLAGRGGPCSSSG 
RGAGLAFLAAGELVHRHG 
AAPASPSSRRARWSMVIV 



CCG CCG GCC GCG GOT CCC GCT TCT CGC GGC GCG GGA GGT CCT GTA CTG CTA CTG 
20529 20538 20547 20556 20565 20574 

GGC GGC CGG CGC CGA GGG CGA AGA GCG CCG CGC CCT CCA GGA CAT GAC GAT GAC 



GGRRRGRRAPRPPGHDDD 
AAGAEGEERRALQDMTMT 
RPAPRAKSAAPSRT*R*p 

GPASPPDAASGPRGRPRP 
VRHQRRTLPLDLDDALAL 
WGTSVAP*RCIWTTRSPS 



GGT GGG CCA CGA CTG CCG CCC AGT CGC CGT CTA GGT CCA GCA GGC GCT CCC GCT 
20583 20592 20601 20610 20619 20628 

CCA CCC GGT GCT GAC GGC GGG TCA GCG GCA GAT CCA GGT CGT CCG CGA GGG CGA 



O PPGADGGSAADPGRPRGR 
g HPVLTAGQRQIQVVREGE 
'5 TRC*RRVSGRSRS SARAR 

PAAPRGSPRPRRRGS GRR 
£ HHPQGGPRDRVGGVRVGG 
TTRSAERVTAS'AASGFGA 

J CCA CCA CGC CGA CCG GAG GGC CTG CCA GCG CCT GCG GCG GCT GGG CTT GGG GCG 
m 20637 20646 20655 20664 20673 20682 

j_S GGT GGT GCG GCT GGC CTC CCG GAC GGT CGC GGA CGC CGC CGA CCC GAA CCC CGC 



fy GGAAGLPDGRGRRRPEPR 

VVRLASRTVADAADPNPA 
( WCGWPPGRSRTPPTRTPP 

ARGHRPGSPRAPGRRDPP 
PEDMGLGPRGRRVEGTQR 
QSTWASARVAAGSRAPRA 



GAC CGA GCA GGT ACG GCT CCG GGC CTG CCG GCG CGG CCT GGA GCG GCC AGA CCG 
20691 20700 20709 20718 20727 20736 

CTG GCT CGT CCA TGC CGA GGC CCG GAC GGC CGC GCC GGA CCT CGC CGG TCT GGC 



LARPCRGPDGRAGPRRSG 
WLVHAEARTAAPDLAGLA 
GSSMPRPGRPRRT SPVWR 

ATAAPGPRAGARVPRGRG 
RPRQQVRALVPEFRGVGA 
ARDSSSGPSCRSSGASGP 



CCG CGC CAG CGA CGA CCT GGG CCC GCT CGT GGC CGA GCT TGG CCG GCT GGG GCC 
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20745 20754 20763 20772 20787 207 90 

GGC GCG GTC GCT GCT GGA CCC GGG CGA GCA CCG GCT CGA ACC GGC CGA CCC CGG 



GAVAAGPGRAPARTGRPR 
ARSLLDPGEHRLEPADPG 
RGRCWTRASTGSNRPTPA 

PRGAAPRPPRVRSRNRNS 
QDGPPQGLHAYGRGTEIP 
RTERRSASTPTGEVPKSQ 



GGA CCA GAG GGC CGC CGA CCG GCT CCA CCC GCA TGG GAG CTG GCC AAA GCT AAC 
20799 20808 20817 20826 20835 20844 

CCT GGT CTC CCG GCG GCT GGC CGA GGT GGG CGT ACC CTC GAC CGG TTT CGA TTG 
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CTC GCA GCT CGC TGA CAG GCG GCC AGA GCC ACA TGA CGT GCG AGT CCA CGA GAG 
20853 20862 20871 20880 20889 20898 

GAG CGT CGA GCG ACT GTC CGC CGG TCT CGG TGT ACT GCA CGC TCA GGT GCT CTC 



ERRATVRRSRCTARS GAL 
SVERL SAGLGVLHAQVL S 
ASSDCPPVSVYCTLRCSR 

RRRTRPGAAPRRS TSRAP 
GVGRGPGRQQVGHHRDRR 
GSAEDQAGSSSATIDIAG 



CGG GCT GCG GAG CAG GAC CCG GGG CGA CGA CCT GCG GCA CTA CAG CTA GCG CGG 
20907 20916 20925 20934 20943 20952 

GCC CGA CGC CTC GTC CTG GGC CCC GCT GCT GGA CGC CGT GAT GTC GAT CGC GCC 



ARRLVL GPAAGRRDVDRA 
PDAS SWAPLLDAVMS IAP 
PTPRPGPRCWTP*CRSRR 

RRRPGGAAGCPRARRRS * 
GGEHAERLEAHDHVDVLD 
AAKTPRGCSRMTTCTSSI 



CCG GCG GAA GCA CCC GGA GGG CGT CGA GGC GTA CCA GCA CGT GCA GCT GCT CTA 
20961 20970 20979 20988 20997 21006 

GGC CGC CTT CGT GGG CCT CCC GCA GCT CCG CAT GGT CGT GCA CGT CGA CGA GAT 



GRLRGPPAAPHGRARRRD 
AAFVGLPQLRMVVHVDE I 
PPSWASRSSAWSCTS TRS 

RR,,„RCAVPPPSPRPRARDG 
GDVARWRLRRRDLDREIG 
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GTG GCA GCT GCC GTG CGG TGG CCT CCG CCG CTG CCA GCT CCA GCG CGA GCT AGG 
21015 21024 21033 21042 21051 21060 

CAC CGT CGA CGG CAC GCC ACC GGA GGC GGC GAC GGT CGA GGT CGC GCT CGA TCC 

HRRRHATGGGDGRGRARS 
TVDGTPPEAATVEVALDP 
PSTARHRRRRRSRSRS IP 

RRRCRARGP*PRPPVGPP 
ADGVGHVGQDRVPLSARH 
RTASVT CARTVSP SPRGT 

GGC GCA GCG GCT GTG GCA CGT GCG GGA CCA GTG CCT GCC CCT CCC TGC GGG CCA 
21069 21078 21087 21096 21105 21114 

CCG CGT CGC CGA CAC CGT GCA CGC CCT GGT CAC GGA CGG GGA GGG ACG CCC GGT 

PRRRHRARPGHGRGGTPG 
RVADTVHALVTDGEGRPV 
ASPTPCTPWSRTGRDARW 

S GARGASGPPRAAPRAPC 
RAQAAQAVRHDLLRGRRV 
ALRRPRR*GTTSCGAAGS 

CCG CTC GGA CGC GCC GGA CGC GAT GGG CCA CCA GCT CGT CGG CCG GCG CGG CCT 
21123 21132 21141 21150 21159 21168 

GGC GAG CCT GCG CGG CCT GCG CTA CCC GGT GGT CGA GCA GCC GGC CGC GCC GGA 

GEPARPALPGGRAAGRAG 
ASLRGLRYPVVEQPAAPD 
RACAACATRWSSSRPRR T 

RRAPRRRPRPRp TTRPDT 
GVLRAAVRVRVHHRERTQ 
VSSGPPSASASTTDNAPR 

GTG GCT GCT CGG CCC GCC GCT GCG CCT GCG CCT GCA CCA CAG CAA GCG CCC AGA 
21177 21186 21195 21204 21213 21222 

CAC CGA CGA GCC GGG CGG CGA CGC GGA CGC GGA CGT GGT GTC GTT CGC GGG TCT 

HRRAGRRRGRGRGVVRGS 
TDEPGGDADADVVS FAGL 
PTSRAATRTRTWCRSRVC 

APPAANGPARRPARASRA 
RRLLQTGPHEVLHALLDR 
DGSSSRERTSSSTRSCIA 

CAG CGG CCT CCT CGA CGC AAG GGC CCA CGA GCT GCT CCA CGC GCT CGT CTA GCG 
21231 21240 21249 21258 21267 21276 

GTC GCC GGA GGA GCT GCG TTC CCG GGT GCT CGA CGA GGT GCG CGA GCA GAT CGC 



A G G A 



D 



Q I 



S P . E E L R SRVLDEVR 
RRRSCVPGCSTRCASRSR 
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LLHSEGGRGQVNAARQHL 
CSIRSAGVARCTRRGSTS 

CGT CCT CTA CGC TGA GCG GGG GTG CCG GGA CGT GCA AGC GGC GGG CGA CCA CCT 
21285 21294 21303 21312 21321 21330 

GCA GGA GAT GCG ACT CGC CCC CAC GGC CCT GCA CGT TCG CCG CCC GCT GGT GGA 

AGDAT RPHGPARSPPAGG 
QEMRLAPTALHVRRPLVE 
RRCDSPPRPCTFAARWWS 

PARSPSSPPPGGGAP SAG 
LPEVRHHRHHDAAPQLLA 
CPSSET IVTTTRRRS SFR 

CGT CCC CGA GCT GAG CCA CTA CTG CCA CCA CCA GGC GGC GGC CGA CCT CTT CGC 
21339 21348 21357 21366 21375 21384 

GCA GGG GCT CGA CTC GGT GAT GAC GGT GGT GGT CCG CCG CCG GCT GGA GAA GCG 

AGARLGDDGGGPPPAGEA 
QGLD SVMTVVVRRRL EKR 
RGSTR* *RWWSAAGWRSA 

RGPRAPWCRRSAAWW *RC 
EAPVHRGVDEPLQGGDAV 
RPRSTGALMKQFSGVMLS 

GGA GCC GGC CCT GCA CGG CCG GTT GTA GAA GAC CTT CGA CGG GTG GTA GTC GCT 
21393 21402 21411 21420 21429 21438 

CCT CGG CCG GGA CGT GCC GGC CAA CAT CTT CTG GAA GCT GCC CAC CAT CAG CGA 

PRPGRAGQHLLEAAHHQR 
LGRDVPANIFWKLPT I SD 
SAGTCRPTSSGSCPPSAT 

RRDGSRVG*PVGSPPRGH 
DDIVQGFAERFVRRRVAM 
MTS*RVSRRVSCGVASPW 

GTA GCA GCT AGT GGA CTG GCT TGC GGA GTG CCT TGT GGG CTG CCG CCT GCC GGT 
21447 21456 21465 21474 21483 21492 

CAT CGT CGA TCA CCT GAC CGA ACG CCT CAC GGA ACA CCC GAC GGC GGA CGG CCA 

HRRSPDRTPHGTPDGGRP 
IVDHLTERLTEHPTADGH 
SSIT*PNASRNTRRRTAM 

TRFA SVGYSMDAPS P PTF 
RGSRVSETV*TLLPRRPS 
ADQVCQSRLEH*CPVAPH 

ACG CAG GAC TTG CGT GAC TGA GGC ATT GAG TAC AGT CGT CCC CTG CCG CCC CAC 
21501 21510 21519 21528 21537 21546 

TGC GTC CTG AAC GCA CTG ACT CCG TAA CTC ATG TCA GCA GGG GAC GGC GGG GTG 
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<- V L, JN A L T P *- £ K S A G D G G V 
AS*T. H*LRNSCQQGTAG* 
RPERTDSVTHVSRGRRGE 

PGRWGARFGLSFRPFVGT 
LAAGAPGSV*PFGSFCAL 
FPRALRGPFRPFVQFVRW 

TTT CCC GGC GCG GTC GGC CGG GCC TTT GGA TCC CTT TTG GAC TTT TTG TGC GGT 
21555 21564 21573 21582 21591 21600 

AAA GGG CCG CGC CAG CCG GCC CGG AAA CCT AGG GAA AAC CTG AAA AAC ACG CCA 

KGPRQPARKPRENLKNTP 
KGRASRPGNLGKT *KTRQ 
RAAPAGPET*GKPEKHAS 

RDNNPPSMRHWRSNGQFS 
VI TTPRLCEIGDPTGKFR 
YSRQQASVNSAMQLERSV 

CAT GCT AGC AAC AAC CCG CCT CTG TAA GCT ACG GTA GAC CTC AAG GGA ACT TTG 
21609 21618 21627 21636 21645 21654 

GTA CGA TCG TTG TTG GGC GGA GAC ATT CGA TGC CAT CTG GAG TTC CCT TGA AAC 

VRSLLGGDIRCHLEFP*N 
YDRCWAETFDAIWSSLET 
TIVVGRRHSMPSGVPLKR 

RIQRRQGCPTPYSPA*IP 
GSRVASVALHPIHLREYQ 
VQDSPASRLTHSIFASMN 

CTG GAC TAG ACT GCC GCG ACT GGC GTT CCA CAC CCT ATA CTT CCG CGA GTA TAA 
21663 21672 21681 21690 21699 21708 

GAC CTG ATC TGA CGG CGC TGA CCG CAA GGT GTG GGA TAT GAA GGC GCT CAT ATT 

DLI*RR*PQGVG Y E G A H I 
T * SDGADRKVWD (m) K A L I L 
PDLTALTARCGI * R R S Y W 

^ 

PRPQS SAAAS*AYRPWVV 
HAPNARPQPRNRMGRGFL 
TPPTPELSRGIVCVEALC 

CCA CCC GCC CCA ACC GAG CTC CGA CGC CGG CTA ATG CGT ATG GAG CCG GTT TGT 
21717 21726 21735 21744 21753 21762 

GGT GGG CGG GGT TGG CTC GAG GCT GCG GCC GAT TAC GCA TAC CTC GGC CAA ACA 

GGRGWL EAAADYAYL GQT 
VGGVGSRLRPITHTSAKQ 
WAGLARGCGRLRI PRPNN 

PGPPWYFQERRHVPNW*P 
QDRHGI SSNEGIYQI GDL 
STGTALLVTRE*TS SEML 



TGA CCA GGG CCA CCG GTT ATC TTG ACA AGA GAG GAT ACA TGA CCT AAG GTA GTT 
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27771 21780 21789 21798 21807 21816 

ACT GGT CCC GGT GGC CAA TAG AAC TGT TCT CTC CTA TGT ACT GGA TTC CAT CAA 



TGPGGQ *NCSLLCTGFHQ 
LVPVANRTVLSYVLDS IK 
WSRWPIELFSPMYWIPSR 

PRFIPPRSQRRPSRPPSG 
LGSYRLDPNDDPRGRRLD 
SAPIDSTPITTPAVAASI 



CCT CCG GCC TTA TAG CCT CCA GCC CTA ACA GCA GCC CCG CTG GCG CCG CCT CTA 
21825 21834 21843 21852 21861 21870 

GGA GGC CGG AAT ATC GGA GGT CGG GAT TGT CGT CGG GGC GAC CGC GGC GGA GAT 



GGRNIGGRDCRRGDRGGD 
EAGI SEVGIVVGATAAE I 
RPEYRRSGLSSGRPRRRS 

PKRPLRRPTRGPR*RCGA 
LSGHSVARLEAQVDGVDL 
WAETPSPASNPRSTV*MW 



GGT CCG AAG GCA CCC TCT GCC GCG CCT CAA GCC GGA CCT GCA GTG GAT GTA GGT 
21879 21888 21897 21906 21915 21924 

CCA GGC TTC CGT GGG AGA CGG CGC GGA GTT CGG CCT GGA CGT CAC CTA CAT CCA 



PGFRGRRRGVRPGRHLHP 
QASVGDGAEFGLDVTYIQ 
RLPWETARSSAWTSPTSS 

PRGARAPRRRARTGHSGR 
LVGRAPQGVGHEHGTVEE 
CSAGRP SASATSTDRSKR 



CGT CCT GCG GGG CGC GCC CGA CCG GCT GCG GCA CGA GCA CAG GGC ACT GAA GGA 
21933 21942 21951 21960 21969 21978 

GCA GGA CGC CCC GCG CGG GCT GGC CGA CGC CGT GCT CGT GTC CCG TGA CTT CCT 



AGRPARAGRRRARVP * LP 
QDAPRGLADAVLVSRDFL 
RTPRAGWPTPCSCPVTSS 

RRRSR* TGPRCSRRPRCR 
AVVVEDHVQAVVVDHVAD 
PSSSKTMYRPSL*TTSPM 



GCC GCT GCT GCT GAA GCA GTA CAT GGA CCC GCT GTT GAT GCA GCA CCT GCC GTA 
21987 21996 22005 22014 22023 22032 

CGG CGA CGA CGA CTT CGT CAT GTA CCT GGG CGA CAA CTA CGT CGT GGA CGG CAT 



RRRRLRHVPGRQLRRGRH 
GDDDFVMYLGDNYVVDGI 
ATTTSSCTWATTTSWTAS 

R S .JR P P S G GR CAR R A P * AR 
DVEHRVEAAVLGGRLDHE 
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GCA GCT GAA GCA CCG CCT GAA GGC GGC GCT GTT CGG GCG GCG CGT CCA GTA CGA 
22041 22050 22059 22068 22077 22086 

CGT CGA CTT CGT GGC GGA CTT CCG CCG CGA CAA GCC CGC CGC GCA GGT CAT GCT 

RRLRGGLPPRQARRAGHA 
VDFVADFRRDKPAAQVML 
STSWRTSAATSPPRRSCS 

GPRRGACTRRPRVQRSRG 
GPDGVRAPEAHGFKVLVA 
ARTASGRLNPTASSSSFP 

GCG GGC CCA GCG GCT GGG CGC GTC CAA GCC GCA CCG GCT TGA ACT GCT CTT GCC 
22095 22104 22113 22122 22131 22140 

CGC CCG GGT CGC CGA CCC GCG CAG GTT CGG CGT GGC CGA ACT TGA CGA GAA CGG 

RPGRRPAQVRRGRT * RER 
ARVADPRRFGVAELDENG 
PGSPTRAGSAWPNLTRTA 

PSRPRPSAGPGWSRGP SR 
U PHGRDHLLGLVGPAVQRD 
b RTVATTSFGWSGLLSRAI 

Q . 

ffl GGC CCA CTG GCG CCA GCA CCT CTT CGG GGT CCT GGG GTC CTC GCT GGA CCG CTA 
4- 22149 22158 22167 22176 22185 22194 

fig CCG GGT GAC CGC GGT CGT GGA GAA GCC CCA GGA CCC CAG GAG CGA CCT GGC GAT 

ffl PGDRGRGEAPGPQERPGD 
!L RVTAVVEKPQDPRSDLAI 
,. G*PRSWRSPRTPGATWRS 

:5J RRTRR* SPRARPRPRCGA 

DAHVGEARGHVLGHGADP 
St TPTYAKLEATCSATAPMR 

GCA GCC GCA CAT GCG GAA GTC GAG CCG GCA CGT GCT CCG GCA CCG GCC GTA GGC 
22203 22212 22221 22230 22239 . 22248 

CGT CGG CGT GTA CGC CTT CAG CTC GGC CGT GCA CGA GGC CGT GGC CGG CAT CCG 



RRRVRLQLGRARGRGRHP 
VGVYAFSSAVHEAVAGIR 
SACTPSARPCTRPWPASG 

TRASRAPS*RRGATAPRG 
RGPPVLQLDGVGQLPQGV 
GDQRFSSSIVSARCHSAS 



CGG CAG GAC CGC CTT GCT CGA CCT CTA GTG GCT GCG GGA CGT CAC CGA CCG GCT 
22257 22266 22275 22284 22293 22302 

GCC GTC CTG GCG GAA CGA GCT GGA GAT CAC CGA CGC CCT GCA GTG GCT GGC CGA 



AVLAERAGDHRRPAVAGR 
PSWRNELEITDALQWLAD 
RPGGTSWRSPTPCSGWPT 
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RARPRSWPSRGTSSPRRS 
VPVLDAGRHDVPVPLVDR 
WPCSTPEVTISRYQFSTA 



GGT GCC CGT GCT CCA GCC GAG GTG CCA CTA GCT GGC CAT GAC CTT CCT GCA GCG 
22311 22320 22329 22338 22347 22356 

CCA CGG GCA CGA GGT CGG CTC CAC GGT GAT CGA CCG GTA CTG GAA GGA CGT CGC 



PRARGRLHGDRPVLEGRR 
HGHEVGSTVIDRYWKDVA 
TGTRSAPR*STGTGRT SR 

R*RRGPSSGAGAPTGPSG 
ADGVDQLHVPVQQLGQLG 
LTVSTRSIFRCRSSDRSV 



CTC GCA GTG GCT GCA GGA CCT CTA CTT GGC CGT GGA CGA CCT CAG GGA CCT CTG 
22365 22374 22383 22392 22401 22410 

GAG CGT CAC CGA CGT CCT GGA GAT GAA CCG GCA CCT GCT GGA GTC CCT GGA GAC 



ERHRRP GDEPAPAGVP GD 
SVTDVLEMNRHLLE SLET 
M= ASPTSWR*TGTCWSPWRP 

o 

O CRRRPPRPWRVPPGLRPP 

CO ADVALHVLGAFQHASDHH 

4= RMSPSTSSALSSTPRTTT 

oo 

GGC GTA GCT GCC GCT CCA CCT GCT CCG GTC GCT TGA CCA CCC GGC TCA GCA CCA 
22419 22428 22437 22446 22455 22464 

* m CCG CAT CGA CGG CGA GGT GGA CGA GGC CAG CGA ACT GGT GGG CCG AGT CGT GGT 



ru 
ru 



PHRRRGGRGQRTGGPSRG 
RIDGEVDEASELVGRVVV 
A STARWTRPANWWAE SWW 

PPPSSRRSGCRRDRR*RG 
LRPRLD GAGADDTGGDDA 
SAPAFI EPERMTPGATMP 



CCT CCG CCC CCG CTT CTA GAG GCC GAG GGC GTA GCA GCC AGG GCG GCA GTA GCC 
22473 22482 22491 22500 22509 22518 

GGA GGC GGG GGC GAA GAT CTC CGG CTC CCG CAT CGT CGG TCC CGC CGT CAT CGG 



GGGGEDLRLPHRRSRRHR 
EAGAKI SGSRIVGPAVIG 
RRGRRSPAPASSVPPSSA 

PCPPAPSRGRDR*RWRPC 
RVRHHLVGVETGEGGDLA 
GSVTTCSE*RPGKVEMSP 



GGG CCT GTG CCA CCA CGT CCT GAG GAT GGA GCC AGG GAA GTG GAG GTA GCT CCC 
22527 22536 22545 22554 22563 22572 

CCC GGA CAC GGT GGT GCA GGA CTC CTA CCT CGG TCC CTT CAC CTC CAT CGA GGG 
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PDTVVQDSYLGPFTS I E G 
RTRWCRTPTSVPSPPSRA 



a 



SGPRACRSGTSSRAAHRK 
VAPDRVALDLVRDHQTAS 
LQRTACLSIWYEITSRPA 

GTT GAC GGC CCA GCG CGT GTC GCT CTA GGT CAT GAG CTA GCA CGA CGC ACC GCG 
22581 22590 22599 22608 22617 22626 

CAA CTG CCG GGT CGC GCA CAG CGA GAT CCA GTA CTC GAT CGT GCT GCG TGG CGC 

QLPGRAQRDPVLDRAAWR 
NCRVAHSEIQYS IVLRGA 
TAGSRTARSSTRSCCVAL 

SRPLRGHRPSPSRGPSRP 
RDLSDGTDLVRHDAPLGL 
EISPTARTSSETIPRSVS 

AAG CTA GCT CCC TCA GCG GGC ACA GCT CCT GAG CCA CTA GCC GGC CCT CTG GCT 
22635 22644 22653 22662 22671 22680 

TTC GAT CGA GGG AGT CGC CCG TGT CGA GGA CTC GGT GAT CGG CCG GGA GAC CGA 

FDRGSRPCRGLGDRPGDR 
SIEGVARVEDSVIGRETE 
RSRESPVSRTR*SAGRPR 

SRRGGSTSRAGAPAPLGC 
HVGGGPRRGRVPQHQSVV 
TFAAGRVDVACRSTSPSW 

CCA CTT GCG GCG GGG GGC CTG CAG CTG GCG CGT GGC CGA CCA CGA CCC TCT GGT 
22689 22698 22707 22716 22725 22734 

GGT GAA CGC CGC CCC CCG GAC GTC GAC CGC GCA CCG GCT GGT GCT GGG AGA CCA 

GERRPPDVDRAPAGAGRP 
VNAAPRT STAHRLVL GDH 
*TPPPGRRPRTGWCWETT 

GPGPRRNFLGASAP SAVT 
APDLDATSCAQPPPPRSP 
LRTWTPPQVPRRLRPVRR 



GTC GGC CCA GGT CCA GCC GCC AAC TTG TCC GGA CGC CTC CGC CCC CTG CGC TGC 
22743 22752 22761 22770 22779 22788 

CAG CCG GGT CCA GGT CGG CGG TTG AAC AGG CCT GCG GAG GCG GGG GAC GCG ACG 



QPGPGRRLNRPAEAGDAT 
SRVQVGG*TGLRRRGTRR 
AGSRSAVEQACGGGGRDG 

FAA*PFMRSPLAPASRPR 
SPPKRSCALRCRPHPVPV 
HLRSVPVHSVAARTRFP S 



CAC TTC CGC CGA ATG CCC TTG TAC GCT CTG CCG TCG CGC CCA CGC CTT GCC CCT 
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22797 22806 22315 22824 22 833 22842 

GTG AAG GCG GCT TAC GGG AAC ATG CGA GAC GGC AGC GCG GGT GCG GAA CGG GGA 



V K A A Y G N (Mj RDGSAGAERG 
*RRLTGTCETAARVRNGD 
EGGLREHARRQRGCGTGT 
T> 

CTRTMPPAPKMPEWYTRS 
ARGP*RHLPS*RSGTRAR 
PVDQDD TSRAEDAGLVHA 



GCC GTG CAG GAC CAG TAG CCA CCT CGC CCG AAG TAG CCG AGG GTC ATG CAC GCG 
22851 22860 22869 22878 22887 22896 

CGG CAC GTC CTG GTC ATC GGT GGA GCG GGC TTC ATC GGC TCC CAG TAC GTG CGC 



RHVLVI GGAGFI G S Q Y V R 
GTSWSSVERASSAP STCA 
ARPGHRWSGLHRLPVRAR 

S TRSPSGARTVTSSLSV* 
VPGPRRDPAPSRAPCASR 
FQDPVA IRRPHGHQVLQG 



CTT GAC CAG GCC CTG CCG CTA GGC CGC GCC CAC TGG CAC GAC CTG TTC GAC TGG 
22905 22914 22923 22932 22941 22950 

GAA CTG GTC CGG GAC GGC GAT CCG GCG CGG GTG ACC GTG CTG GAC AAG CTG ACC 



e lvrdgdparvtvldklt 
n' wsgtairrg*pcwts*p 
tgpgrrsgagdragqadl 

apfrafrsgtapryvktc 
rrsgpsgpaprrgtcrra 

VGPVQRVQLRDGAPVGEH 



ATG CGG CCC TTG GAC CGC TTG GAC CTC GGC CAG CGG CCG GCC ATG TGG AAG CAC 
22959 22968 22977 22986 22995 23004 

TAC GCC GGG AAC CTG GCG AAC CTG GAG CCG GTC GCC GGC CGG TAC ACC TTC GTG 



YAGNLANLEPVAGRYTFV 
TPGTWRTWSRSPAGTPSC 
RREPGEPGAGRRPVHLRA 

PSMQSALSSASTTGPWSR 
RRCRRHWAARRPPGRGRD 
VAVDAI GPQEGLHDGAVI 



GTG CCG CTG TAG ACG CTA CGG TCC GAC GAG CGG CTC CAC CAG GGG CCG GTG CTA 
23013 23022 23031 23040 23049 23058 

CAC GGC GAC ATC TGC GAT GCC AGG CTG CTC GCC GAG GTG GTC CCC GGC CAC GAT 



HGDICDARLLAEVVPGHD 
TATSAMPGCSPRWSPATI 
RRHLRCQAARRGGPRPRs 

TT _LKAASDCTSRDIASAA 
PP*SRPRIARRGTSRRRp 
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D 
P 



GAC CAC CAG TTG AAG CGC CGG CTT AGC GTG CAG CTG GCC AGC TAG CGG CTG CGC 
23067 23076 23085 23094 23103 23112 

CTG GTG GTC AAC TTC GCG GCC GAA TCG CAC GTC GAC CGG TCG ATC GCC GAC GCG 

LVVNFAAESHVDRS I ADA 
WWSTSRPNRTSTGRSPTR 
GGQLRGRIARRPVDRRRG 

GNMRVLTCPTWASMCTHR 
AT*VYWHAPRGPV*APTG 
RREYTGIHLADLCEHLHA 

CGC GGC AAG TAT GCA TGG TTA CAC GTC CCG CAG GTC CGT GAG TAC GTC CAC ACG 
23121 23130 23139 23148 23157 23166 

GCG CCG TTC ATA CGT ACC AAT GTG CAG GGC GTC CAG GCA CTC ATG CAG GTG TGC 

APFIRTNVQGVQALMQVC 
RRSYVPMCRASRHSCRCA 
AVHTYQCAGRPGTHAGVP 

SAPVALITCTEVSSTYPL 
PPRCPWSRAPRWRRPTRC 
QLGARGPDHLDGGVLHVA 

GAC CTC CGG CCG TGC CGG TCC TAG CAC GTC CAG AGG TGG CTG CTC CAC ATG CCG 
23175 23184 23193 23202 23211 23220 

jjj CTG GAG GCC GGC ACG GCC AGG ATC GTG CAG GTC TCC ACC GAC GAG GTG TAC GGC 

s LEAGTARIVQVSTDEVYG 
p WRPARPGSC RSPPTRCTA 

fll GGRHGQDRAGLHRRGVRQ 

RJ 

HI MSVPEQSSSAGIAGLEG* 

□ CRSPSRPRPRASRGWSAR 

fll ADLRAGPVLVRRDGGVRG 

( TCG TAG CTC TGC CCG AGG ACC CTG CTC CTG CGC GGC TAG CGG GGG TTG AGC GGG 

23229 23238 23247 23256 23265 23274 

AGC ATC GAG ACG GGC TCC TGG GAC GAG GAC GCG CCG ATC GCC CCC AAC TCG CCC 

SIETGSWDEDAPIAPNSP 
ASRRAPGTRTRRSPP TRP 
HRDGLLGRGRADRPQ LAL 

AADLAPPSMTARA*ARVW 
RPTWPPRRCPRGRRRGCG 
VRRGLRAAVHDGE GVGAG 

ATG CGC CGC AGG TTC CGC CCG CCG CTG TAC CAG CGG GAG CGG ATG CGG GCG TGG 
23283 23292 23301 23310 23319 23328 

TAC GCG GCG TCC AAG GCG GGC GGC GAC ATG GTC GCC CTC GCC TAC GCC CGC ACC 

YAASKAGGDMVALAYART 
TR.RPRRAATWSPSPTPAP 
RGVQGGRRHGRPRLRPHP 
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GTA CCC GAC GGC CAC TCG CAC TGC GCC ACG CCG TTG TTG ATG CCC GGG ATA GTC 
23337 23346 23355 23364 23373 23382 

CAT GGG CTG CCG GTG AGC GTG ACG CGG TGC GGC AAC AAC TAC GGG CCC TAT CAG 



HGLPVSVTRCGNNYGPYQ 
MGCR*A*RGAATTTGPI S 
WAAGERDAVRQQLRALSV 

GSFTTGSNVVRS SSPWLM 
GPSPREAT*WGAAPRGCC 
ERLLDNRQEGGPQQVAVA 



AAG GGC CTC TTC CAG CAA GGC GAC AAG TGG TGG GCC GAC GAC CTG CCG GTG TCG 
23391 23400 23409 23418 23427 23436 

TTC CCG GAG AAG GTC GTT CCG CTG TTC ACC ACC CGG CTG CTG GAC GGC CAC AGC 



FPEKVVPLFTTRLLDGHS 
SRRRSFRCSPPGCWTATA 
PGEGRSAVHHPAAGRPQH 

GSYPSPPLTRSQTCTDSW 
GATRPHRCRGPSPARTRG 
DRQVPIAAVDPVPHVHGV 



TAG GGC GAC ATG CCC CTA CCG CCG TTG CAG GCC CTG ACC CAC GTG CAC AGG CTG 
23445 23454 23463 23472 23481 23490 

ATC CCG CTG TAC GGG GAT GGC GGC AAC GTC CGG GAC TGG GTG CAC GTG TCC GAC 



IPLYGDGGNVRDWVHVSD 
SRCTGMAATSGTGCTCPT 
PAVRGWRQRPGLGARVRP 

TRPMRSTASRPSGPCT*W 
RAPCGAPRRVRAAPAPRG 
VHPADPQDGFAPQRPLDV 



GTG CAC GCC CCG TAG GCC GAC CAG CGG CTT GCG CCC GAC GGC CCC GTC CAG ATG 
23499 23508 23517 23526 23535 23544 

CAC GTG CGG GGC ATC CGG CTG GTC GCC GAA CGC GGG CTG CCG GGG CAG GTC TAC 



HVRGIRLVAERGLPGQVY 
TCGASGWSPNAGCRGRST 
RAGHPAGRRTRAAGAGLP 

MAPEASSVLRSSVCC S S S 
CRPSPRASWDPVSAVVAP 
VDRARGLQGIQFQRLLQQ 



GTG TAG CGC CCG AGC CGG CTC GAC TGG TTA GAC CTT GAC TGC GTT GTT GAC GAC 
23553 23562 23571 23580 23589 23598 

CAC ATC GCQ GGC TCG GCC GAG CTG ACC AAT CTG GAA CTG ACG CAA CAA CTG CTG 
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H I A G S A E E T N E E L T Q Q L L 
TSRARPS*PIWN*RNNCW 
HRGLGRADQSGTDATTAG 

ARPAPQSRTSRTGSRFPC 
RGPRRSPGPRAHVRGSPV 
VGQAGAPVPDLTYGVPLS 



CTG CGG GAC CCG CGG CCG ACC CTG GCC CAG CTC GCA CAT GGG CTG GCC TTC CCT 
23607 23616 23625 23634 23643 23652 

GAC GCC CTG GGC GCC GGC TGG GAC CGG GTC GAG CGT GTA CCC GAC CGG AAG GGA 



DALGAGWDRVERVPDRKG 
TPWAPAGTGSSVYPTGRD 
RPGRRLGPGRACTRPEGT 

SRR*ESHSARRPASP * A G 
RGASSATRRGGRRARSRV 
VVPAVRQAVGAEAREAVC 



GTG CTG GCC GCG ATG AGC GAC ACG CTG CGG GCG GAG CCG CGC GAG CCG ATG CGT 
23661 23670 23679 23688 23697 23706 

CAC GAC CGG CGC TAC TCG CTG TGC GAC GCC CGC CTC GGC GCG CTC GGC TAC GCA 



HDRRYSLCDARLGALGYA 
TTGATRCATPASARSATH 
RPALLAVRRPPRRARLRT 

RTDNSCPRASVTRQYASF 
GHTTRALGRRCRASTRRS 
GTHRELLAEGVGHAPVGL 



GGG GCA CAC AGC AAG CTC GTT CCG GAG CGG CTG TGG CAC GCG ACC ATG CGG CTC 
23715 23724 23733 23742 23751 23760 

CCC CGT GTG TCG TTC GAG CAA GGC CTC GCC GAC ACC GTG CGC TGG TAC GCC GAG 



PRVSFEQGLADTVRWYAE 
PVCRSSKASPTPCAGTPR 
PCVVRARPRRHRALVRRE 

RSQHSGNFSRASDSPMAR 
GPSTPATSRARATRRCPE 
VPVPPLRQVLARQGVAHS 



TTG GCC CTG ACC ACC CTC GGC AAC TTG CTC GCG CGC GAC AGG CTG CCG TAC CGA 
23769 23778 23787 23796 23805 23814 

AAC CGG GAC TGG TGG GAG CCG TTG AAC GAG CGC GCG CTG TCC GAC GGC ATG GCT 



NRDWWEPLNERALSDGMA 
TGTGGSR*TSARCPTAWL 
PGLVGAVERARAVRRHGS 

ATGVAGMVLPSGARP SGR 
PRASLVWS*PLARGRAEG 
QGHRCCGHSPSLGGAPKG 

GAC CGG CAC GGC TGT CGT GGG TAC TGA TCC CCT CTC GGG CGG GCG CCC GAA GGG 
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23823 2353? 23847 23850 23859 23868 

CTG GCC GTG CCG ACA GCA CCC ATG ACT AGG GGA GAG CCC GCC CGC GGG CTT CCC 



LAVPTAPMTRGEPARGLP 
WPCRQHP*LGESPPAGFP 
GRADSTHD*GRARPRASP 

RQGFEKNRTTKWIKWS IQ 
ESVSNKTERQKGSKGPSK 
KASRIRQKANNELNELLN 

GAA GCG ACT GGC TTA AGA AAC AAA GCG CAA CAA AAG GTC TAA AAG GTC CTC TAA 
23877 23886 23895 23904 23913 23922 

CTT CGC TGA CCG AAT TCT TTG TTT CGC GTT GTT TTC CAG ATT TTC CAG GAG ATT 

L R * P N S LFRVVFQ I FQ E I 
FADRILCFALFSRFSRRF 
SLTEFFVSRCFPDFPGDL 

HRVTQHGASGAEDARMHR 
IACQRTVPPAPKMPECTA 
SPASDP SRRLRS*RSAHP 

ACT ACC GCG TGA CAG ACC ACT GGC CGC CTC GGC CGA AGT AGC CGA GCG TAC ACC 
23931 23940 23949 23958 23967 23976 

tga tgg cgc act gtc tgg tga ccg gcg gag ccg gct tca tcg gct cgc atg tgg 

*wrtvw*paepassarmw 
d gal sgdrrsrlhrlacg 
(m) ahclvtggagfigshva 

l sqeaapvpyrdevveaa 
sarslrpcrtdtrs srlp 
ppea*gragpipgrrg*r 

gcc tcc gag acg agt cgg cgc ccg tgg ccc ata gcc agg agc tgc tgg agt cgc 

23985 23994 24003 24012 24021 24030 

CGG AGG CTC TGC TCA GCC GCG GGC ACC GGG TAT CGG TCC TCG ACG ACC TCA GCG 

RRLCSAAGTGYRSSTT SA 
GGSAQPRAPGIGPRRPQR 
EALL SRGHRVSVLDDL SG 

AGGLTDGLARVQEGPRHG 
PVASRTGSPACRNVPDTV 
RCRRAHGRPRAGT*RTPS 

CGC CGT GGC GGC TCG CAC AGG GGC TCC CGC GCG TGG ACA AGT GGC CCA GCC ACT 
24039 24048 24057 24066 24075 24084 

GCG GCA CCG CCG AGC GTG TCC CCG AGG GCG CGC ACC TGT TCA CCG GGT CGG TGA 

AAPPSVSPRARTCSPGR* 
RHRRAC PRGRAPVHRVGD 
GTAERVPEGAHLFTGSVT 

IH i>w LQDVPEEGLLSEVVDE 
STSSTSLSKASCRNSWTK 
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GGC TAC ACC TCG ACC AGC TGT CCG AGA AGC GGC TCG TCG CTA AGC TGG TGC AGA 
24093 24102 24111 24120 24129 24138 

CCG ATG TGG AGC TGG TCG ACA GGC TCT TCG CCG AGC AGC GAT TCG ACC ACG TCT 

PMWSWSTGSSPSSDSTTS 
RCGAGRQALRRAAIRPrl 
DVELVDRLFAEQRFDHVF 

VERRERRLRDTVRHLAEV 
WKAANAASAIL*ETFLRL 
GSRPTRPPPS*DSPSSG* 

AGG TGA AGC GCC GCA AGC GCC GCC TCC GCT AGT CAG TGA GCC ACT TCT CGG AGT 
24147 24156 24165 24174 24183 24192 

TCC ACT TCG CGG CGT TCG CGG CGG AGG CGA TCA GTC ACT CGG TGA AGA GCC TCA 

STSRRSRRRRSVTR*RAS 
PLRGVRGGGDQSLG EEPQ 
HFAAFAAEAISHSVKSLN 

VAGVHHAAHVEDVRRQ SG 
*PVLTIPLTFRMLAASRV 
SRCWRSPCRSG**RPAAF 

TGA TGC CGT GGT TGC ACT ACC CGT CGC ACT TGG AGT AGT TGC GCC GCG ACG CTT 
24201 24210 24219 24228 24237 24246 

ACT ACG GCA CCA ACG TGA TGG GCA GCG TGA ACC TCA TCA ACG CGG CGC TGC GAA 

TTAPT*WAA*TSSTRRCE 
LRHQRDGQREPHQRGAAN 
YGT NVMGSVNL I NAALRT 

ADREETERGGDRHVPVAL 
PTENKQKADETATYPCPS 
RRRTRRNRTRRRPTRARR 

GGC CGC AGA GCA AGA AGA CAA AGC GCA GGA GGC AGC GCC ACA TGC CCG TGC CGC 
24255 24264 24273 24282 24291 24300 

CCG GCG TCT CGT TCT TCT GTT TCG CGT CCT CCG TCG CGG TGT ACG GGC ACG GCG 

PASRSSVSRPPSRCTGTA 
RRLVLL FRVLRRGVRARR 
GVSFFCFASSVAVYGHGE 

GRHPLRRDRYRGVTVAVR 
VGIRSDDIGTGASL*PLA 
SGSAPTTSGPVPRCNRCR 

TCT GGG GCT ACG CCC TCA GCA GCT AGG GCC ATG GCC GGC TGT CAA TGC CGT TGC 
24309 24318 24327 24336 24345 24354 

AGA CCC CGA TGC GGG AGT CGT CGA TCC CGG TAC CGG CCG ACA GTT ACG GCA ACG 

RPRC GSRRSRYRPTVTAT 
DP DAGVVDPGTGRQLRQR 



FERDLALQFRRHPGLAQG 
FSVTSRSSSVVIRVWPRG 
SV*PRARAPFSSASGPGA 

GCT TTG AGT GCC AGC TCG CGC TCG ACC TTT GCT GCT ACG CCT GGG TCC CGG ACG 
24363 24372 24381 24390 24399 24408 

CGA AAC TCA CGG TCG AGC GCG AGC TGG AAA CGA CGA TGC GGA CCC AGG GCC TGC 

RNSRSSASWKRRCGPRAC 
ETHGRARAGNDDADPGPA 
KLTVERELETTMRTQGLP 

EGCETHVVHVAFPLVHAV 
KVANRI CLTYPSHCFMRS 
R*RMGYACRTRRIASCAR 

GGA AGT GGC GTA AGG CAT ACG TGT TGC ACA TGC CGC TTA CCG TCT TGT ACG CGC 
24417 24426 24435 24444 24453 24462 

CCT TCA CCG CAT TCC GTA TGC ACA ACG TGT ACG GCG AAT GGC AGA ACA TGC GCG 

PSPHSVCTTCTANGRTCA 
LHRIPYAQRVRRMAEHAR 
% FTAFRMHNVYGEWQNMRD 

: - GIAIRDGNEEVLDQATLR 
% G*RLATAMKKLWIRRPSG 
m GRDCHPRWKR*GS GARHA 

i 

Qi TGG GGA TAG CGT TAC GCC AGC GGT AAA AGA AGT TGG TCT AGG ACG CGC CAC TCG 
~ 24471 24480 24489 24498 24507 24516 

□ ACC CCT ATC GCA ATG CGG TCG CCA TTT TCT TCA ACC AGA TCC TGC GCG GTG AGC 

TPIAMRSPFSSTRSCAVS 
If] PLSQCGRHFLQPDPAR*A 

□ PYRNAVAIFFNQILRGEP 

m 

DRDVAVATLHPREAVDLV 
IET*PSPP*TRANL*TLS 
SRPRRRRRDPAPT * SR*P 

GCT AGA GCC AGA TGC CGC TGC CGC CAG TCC ACG CCC GCA AGT CGA TGC AGT TCC 
24525 24534 24543 24552 24561 24570 

CGA TCT CGG TCT ACG GCG ACG GCG GTC AGG TGC GGG CGT TCA GCT ACG TCA AGG 

RSRSTATAVRCGRSATSR 
DLGLRRRRSGAGVQLRQG 
I SVY GDGGQVRAF SYVKD 

DHVDDHAGGLRLLGPAPG 
MTSTMTRAGSVSFAQPRA 
CRPR*RARGRSPSPRPGP 

TGT AGC ACC TGC AGT AGC ACG CGC GGG GGC TCT GCC TCT TCC GGA CCC CGG CCC 
24579 24588 24597 24606 24615 24624 

ACA TCG TGG ACG TCA TCG TGC GCG CCC CCG AGA CGG AGA AGG CCT GGG GCC GGG 
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EVDARGAGVGHQLQGLGH 
KLTPEDRVLVTSSSAWAT 
R*RRSTGCWCRAPAPGPR 

GGA AGT TGC AGC CGA GCA GGG CGT GGT TGT GGC ACG ACC TCG ACC GGG TCC GGC 
24633 24642 24651 24660 24669 24678 

CCT TCA ACG TCG GCT CGT CCC GCA CCA ACA CCG TGC TGG AGC TGG CCC AGG CCG 

PSTSARPAPTPCWSWPRP 
LQRRLVPHQHRAGAGP GR 
FNVGSSRTNTVLELAQAV 

TRRGTDGAVGDRVQGGPV 
RAAAPTGLWGMACRGARS 
AHPPRHGWGGWRAGARGP 

ACG CAC GCC GCC GGC CAC AGG GGT CGG TGG GGT AGC GCG TGG ACG GGC GGG CCC 
24687 24696 24705 24714 24723 24732 

TGC GTG CGG CGG CCG GTG TCC CCA GCC ACC CCA TCG CGC ACC TGC CCG CCC GGG 

g CVRRPVSP ATPSRTCPPG 



CGGRCPQPPHRAPARPG 
RAAAGVPSHPIAHLPARD 

LHHDGVGGGLLGALDEAV 
STITA*VAVSSARSTKPS 
RPSPRRCRWRPPGRPRRR 

TGC TCC ACT ACC AGC GGA TGT GGC GGT GGC TCC TCC GGG CGC TCC AGA AGC CGC 
24741 24750 24759 24768 24777 24786 

ACG AGG TGA TGG TCG CCT ACA CCG CCA CCG AGG AGG CCC GCG AGG TCT TCG GCG 

TR*WSPTPPPRRP A RSSA 
RGDGRLHRHRGGPRGLRR 
EVMVAYTATEEAREVFGD 

PRVGRQRVPEGPGGRPGG 
QASVGSASPSARVAAHAA 
SPPCGA PPRARGSRRTPR 

TGA CCC GCC TGT GGG GCG ACC GCC TGC CCG AGC GGG CCT GGC GGC GCA CCC GGC 
24795 24804 24813 24822 24831 24840 

ACT GGG CGG ACA CCC CGC TGG CGG ACG GGC TCG CCC GGA CCG CCG CGT GGG CCG 

TGRTPRWRTGSPGPPRGP 
LGGHPAGGRARPDRRVGR 
WADTPLADGLARTAAWAA 

GDAGGFQAGGELDLDASL 

etpgassreeksisipps 
Rrrgrrvasrrrsrsrrl 



GGA GGC AGC CGG GGC GGC TTG ACG CGA GGA GGA AGC TCT AGC TCT AGC CGC CTC 
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24849 24858 24867 24876 24885 ? 24894 

CCT CCG TCG GCC CCG CCG AAC TGC GCT CCT CCT TCG AGA TCG AGA TCG GCG GAG 

PPSAPPNCAPPSRSRSAE 
LRRPRRTALLLRDRDRRR 
SVGPAELRSSFEIEIGGE 

ADRLPRLTHGVPQAAGVP 
RTGSHACHTASRSLPASR 
ARGPTPATHPRGASRRrg 

TCG CGC AGG GCC TCA CCC GCG TCA CAC ACC GGC TGG CCG ACT CGC CGC GGC TGG 
24903 24912 24921 24930 24939 24948 

AGC GCG TCC CGG AGT GGG CGC AGT GTG TGG CCG ACC GGC TGA GCG GCG CCG ACC 

SASRSGRSVWPTG*AAPT 
ARPGVGAVCGRPAERRRp 
RVPEWAQCV ADRLSGADR 

SGWGLGDRKSACRVTSTL 
HDG AWATESPLAGSLPPL 
T I GLGLRRAQFRVQCHLY 

CCA CTA GGG GTC GGG TTC GGC AGA GCG AAC CTT CGC GTG GAC TGT CAC CTC CAT 
24957 24966 24975 24984 24993 25002 

GGT GAT CCC CAG CCC AAG CCG TCT CGC TTG GAA GCG CAC CTG ACA GTG GAG GTA 

GDPQPKPSRLEAHLTVEV 
VIPSPSRLAWKRT*QWR* 
*SPAQAVSLGSAPDSGGK 

CCHVIKLNPTPYTFELRP 
AVTFSRSIRRRTRSSSGH 
PLLSRDQSEADPVHVRAT 

TCC GTT GTC ACT TGC TAG AAC TCT AAG CCG CAG CCC ATG CAC TTG AGC TCG GCA 
25011 25020 25029 25038 25047 25056 

AGG CAA CAG TGA ACG ATC TTG AGA TTC GGC GTC GGG TAC GTG AAC TCG AGC CGT 



RQQ*TILRF 



R 



g n s ers *dsasgt*trav 
at(v)ndleirrrvrelepw 

> 

HVVKHVVPDPVGGGGRAV 
TFSKTYLPTRYAVAEVRS 
PSRSQTCRPGTRWRRWAR 

CCC ACT TGC TGA AAC ACA TGT TGC CCC AGG CCA TGC GGT GGC GGA GGT GCG CGC 
25065 25074 25083 25092 25101 25110 

GGG TGA ACG ACT TTG TGT ACA ACG GGG TCC GGT ACG CCA CCG CCT CCA CGC GCG 

G *TTLCTTGSGTPPPP RA 
GERLCVQRGPVRHRLHAR 
VNDFVYNGVRYATAS TRD 

VQ -uQALRGLLPGVREERRE 
*RSLWGGWSRASANKAAN 
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TGA TGG ACG ACT CGG TCG GCG GGG TCC TCG CCC GGC TGC GCA AGA AGC GCC GCA 
25119 25128 25137 25146 25155 25164 

ACT ACC TGC TGA GCC AGC CGC CCC AGG AGC GGG CCG ACG CGT TCT TCG CGG CGT 

TTC*ASRPRSGPTRSSRR 
LPAEPAAPGAGRRVLRGV 
Y L L SQPPQERADAFFAAF 

RPGLADQLEARQLARVGQ 
GPALRTRSSPASSPASVR 
GPPWARGPARRAPPRPCG 

AGG GCC CCC GGT TCG CGC AGG ACC TCG AGC CGC GCG ACC TCC CGC GCC TGT GGG 
25173 25182 25191 25200 25209 25218 

TCC CGG GGG CCA AGC GCG TCC TGG AGC TCG GCG CGC TGG AGG GCG CGG ACA CCC 

SRGPSASWSSARWRARTP 
PGGQARPGARRAGGRGHP 
PGAKRVLELGALEGADTL 

RHRSLGADLDEGQLAAFL 
AIDPCGPTSIRARSPRSS 
PSTPVARRRSGRGPPGRL 

ACC GCT ACA GCC CTG TCG GGC CGC AGC TCT AGG AGC GGG ACC TCC CGG CGC TTC 
25227 25236 25245 25254 25263 25272 

TGG CGA TGT CGG GAC AGC CCG GCG TCG AGA TCC TCG CCC TGG AGG GCC GCG AAG 

WRCRDSPASRSSPWRAAK 
GDVGTARRRDPRPGGPRR 
AMSGQPGVEILALEGREE 

VQAAGLEDHLHVADGVHF 
FRRRASNTMSTCPTVLTS 
SGAGRRTR*PPARR *WRP 

TCT TGG ACG CGG CGC GGC TCA AGC AGT ACC TCC ACG TGC CGC AGT GGT TGC ACC 
25281 25290 25299 25308 25317 25326 

AGA ACC TGC GCC GCG CCG AGT TCG TCA TGG AGG TGC ACG GCG TCA CCA ACG TGG 

RTCAAPSSSWRCTASPTW 
EPA. PRRVRHGGARRHQRG 
NLRRAE FVMEVHGVTNVE 

EPEGVHLRHLEGPEAVEV 
SRSASTSDISNAPSPWKS 
VGARRRPTSPTRRARGSR 

TTG AGG CCG AGC GGC TGC ACC TCA GCT ACC TCA AGC GGC CCG AGC CGG TGA AGC 
25335 25344 25353 25362 25371 25380 

AAC TCC GGC TCG CCG ACG TGG AGT CGA TGG AGT TCG CCG GGC TCG GCC ACT TCG 



L 



SGSPTWSRWSSPGSATS 
ARRRGVDGVRRARPLR 



H 



GREACPEEVVHLP GP LQE 
AVSQAPSR*WTCRGQSSS 
RWARRLAGRGRAAARPAA 

TGC GGT GCG AGA CGC GTC CCG AGG AGA TGG TGC ACG TCG CCG GGA CCC TCG ACG 
25389 25398 25407 25416 25425 25434 

ACG CCA CGC TCT GCG CAG GGC TCC TCT ACC ACG TGC AGC GGC CCT GGG AGC TGC 
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AGC GGC TGT AGC CGA GGC AGA GGC TGA CGG AGA TGG AGA GGT GGG TGA TGA CCC 
25443 25452 25461 25470 25479 25488 
TCG CCG ACA TCG GCT CCG TCT CCG ACT GCC TCT ACC TCT CCA CCC ACT ACT GGG 
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CGT CGA GCC TGC CTT ACT GGC TGG AGC TGC CAT GCG CCA GGT GGG GCA GGC GCT 
25497 25506 25515 25524 25533 25542 

GCA GCT CGG ACG GAA TGA CCG ACC TCG ACG GTA CGC GGT CCA CCC CGT CCG CGA 

AARTE* PTSTVRGPPRPR 
QLGRNDRPRRYAVHPVRE 
SSDGMTDLDGTRSTPSAK 

GGRAGPGRG*RRRASAPG 
VVGLGLGAAEADVHAPQV 
SWGSGWARPRLTSTRQSS 

TCT GGT GGG GCT CGG GGT CCG GGC GCC GGA GTC GCA GCT GCA CGC GAC CGA CCT 
25551 25560 25569 25578 25587 25596 

AGA CCA CCC CGA GCC CCA GGC CCG CGG CCT CAG CGT CGA CGT GCG CTG GCT GGA 

RPPRAPGPRPQRRRALAG 
DHPEPQARGLSVDVRWLD 
TTPSPRPAASASTCAGWT 

A TASARGPAPPS*RHRPA 
PRRQHAGQLLRAEGIDLH 
R GDSIRARSCAPKVSTST 

GGC CGG CAG CGA CTA CGC GCG GGA CCT CGT CCG CCC GAA GTG GCT ACA GCT CCA 
25605 25614 25623 25632 25641 25650 

CCG GCC GTC GCT GAT GCG CGC CCT GGA GCA GGC GGG CTT CAC CGA TGT CGA GGT 



- 100- 



^JKK^CAPWSRRASPMSRC 

ARAPWPLPRRCRRPRccp 
QVLPGRCLDAVDDRGAAL 
SCSRAVASTQSMTAAQRL 

CGA CGT GCT CGC CCG GTG CCG TCT CCA GAC GCT GTA GCA GCG CCG GAC GGC GTT 
25659 25668 25677 25686 25695 25704 

GCT GCA CGA GCG GGC CAC GGC AGA GGT CTG CGA CAT CGT CGC GGC CTG CCG CAA 

AARAGHGRGLRHRRGLPQ 
LHERATAEVCDIVAACRK 
CTSGPRQRSATSSRPAAR 

RRAGSTVSGPRPSLLVCG 
GAHGARSAARVLRFS SAD 
APTGREHRQGSSAFPPRM 

CCG GCC GCA CGG GGC GAG CAC TGC GAC GGG CCT GCT CCG CTT TCC TCC TGC GTA 
25713 25722 25731 25740 25749 25758 

GGC CGG CGT GCC CCG CTC GTG ACG CTG CCC GGA CGA GGC GAA AGG AGG ACG CAT 

GRRAPLVTLPGRGERRTH 
AGVPRS*RCPDEAKGGR I 
PACPARDAARTRRKEDA S 

HGRRCQVPGRRDLPESPV 
MVVAVS SRAAAI SRNRR S 
WSWPSVPGPRPSRATGVP 

GGT ACT GGT GCC GCT GTG ACC TGG CCC GGC GCC GCT AGC TCG CCA AGG CTG CCC 
25767 25776 25785 25794 25803 25812 

CCA TGA CCA CGG CGA CAC TGG ACC GGG CCG CGG CGA TCG AGC GGT TCC GAC GGG 

P*PRRHWTGPRRS SGSDG 
DHGDTGPGRGDRAVPTG 

(m)t t^atldraaai ERFRRD 

AERVRARNEGRVRDGTEL 
PKAFAPGTRAGSAIARRL 
RSRSRPGPERGPRSRGD* 

TGC CGA AGC GCT TGC GCC CGG GCC AAG AGC GGG GCC TGC GCT AGC GGG CAG AGT 
25821 25830 25839 25848 25857 25866 

ACG GCT TCG CGA ACG CGG GCC CGG TTC TCG CCC CGG ACG CGA TCG CCC GTC TCA 

TASRTRARFSPRTRSPVS 
R LRERGPGSRPGRDRPSQ 
GFANAGPVLAPDAI ARLK 

PAGFPEDGAEGVLAQAGV 
APASRSMVRKVSSPRRE S 
PPRRVA**GS*RRPGASR 



TCC GCC CGC GGC TTG CCG AGT AGT GGG CGA AGT GGC TGC TCC CGG ACG CGA GGC 
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25&75 25884- 25893 25902 2591 1 25920 

AGG CGG GCG CCG AAC GGC TCA TCA CCC GCT TCA CCG ACG AGG GCC TGC GCT CCG 

RRAPNGSSPASPTRACAP 
GGRRTAHHPLHRRGPALR 
AGAERLITRFTDEGLRSD 

VVPVEGDLAILTGDEVAH 
S*QFKGTSPSSRGTR*R T 
RSSSSGRRPRHADRGRGR 

TGC TGA TGA CCT TGA AGG GGC AGC TCC CGC TAC TCG CAG GGC AGG AGA TGG CGC 
25929 25938 25947 25956 25965 25974 

ACG ACT ACT GGA ACT TCC CCG TCG AGG GCG ATG AGC GTC CCG TCC TCT ACC GCG 

TTTGTSPSRAMSVPS STA 
RLLELPRRGR*ASRPLPR 
DYWNFPVEGDERPVLYRV 

VVQLLLVPGRFPVQQVAL 
C LKSFCSQAGSRSRSCRS 
ACSPSAPSPGPVPGAAGR 

ACG TGT TGA ACC TCT TCG TCC TGA CCC GGG GCC TTG CCC TGG ACG ACG TGG CGC 
25983 25992 26001 26010 26019 26028 

TGC ACA ACT TGG AGA AGC AGG ACT GGG CCC CGG AAC GGG ACC TGC TGC ACC GCG 

CTTWRSRTGPRNGTCCTA 
AQLGEAGLGPGTGPAAPR 
HNLEKQDWAPERDLLHRE 

FQRLEGGREHVARDHGGG 
SSACSAAANTSPGTTGVA 
PVPAARRRTRPRGPRAWR 

TCC TTG ACC GCG TCG AGC GGC GGC GCA AGC ACC TGC CGG GCC AGC ACG GGT GGC 
26037 26046 26055 26064 26073 26082 

AGG AAC TGG CGC AGC TCG CCG CCG CGT TCG TGG ACG GCC CGG TCG TGC CCA CCG 

R N W R S S P PR SWTAR S C P P 
GTGAARRRVRGRPGRAHR 
ELAQLAAAFVDGPVVPTA 

VREDELLRVPGRLHWPVT 
*ASTRLSGYRAASTGHCR 
RRARG*PATGPRPPAMAG 

GGA TGC GCG AGC AGG AGT TCC TCG GCA TGG CCC GGC GCC TCC ACG GTA CCG TGG 
26091 26100 26109 26118 26127 26136 

CCT ACG CGC TCG TCC TCA AGG AGC CGT ACC GGG CCG CGG AGG TGC CAT GGC ACC 

PT RSSSRSRTGPRRCHGT 
LRARPQGAVPGRGGAMAP 
YALVLKEPYRAAEVPWHR 

VA_DVDARARDAI Q A D A Q V 
SRTLTPGRVTQLRLMQR S 



H G R 



R C D S 



CAC TGG CGC AGT TGC AGC CGG GCG CGT GCC AGA CGT TAG ACT CGT AGA CGG ACC 
26145 26154 26163 26172 26181 26190 

GTG ACC GCG TCA ACG TCG GCC CGC GCA CGG TCT GCA ATC TGA GCA TCT GCC TGG 

VTAST SARARSAI *ASAW 
*PRQRRPAHGLQSEHLPG 
DRVNVGPRTVCNLSICLD 

VGSRVVSAQLRNRSRVQE 
SAPGCLPHRSATGPDCRS 
RRRVACRIGPPPEP I AGA 

TGC TGC GGC CTG GCG TGT TGC CTA CGG ACC TCC GCC AAG GCC CTA GCG TGG ACG 
26199 26208 26217 26226 26235 26244 

ACG ACG CCG GAC CGC ACA ACG GAT GCC TGG AGG CGG TTC CGG GAT CGC ACC TGC 

TTPDRTTDAWRRFRDRTC 
RRRTAQRMPGGGSGIAPA 
DAGPHNGCLEAVPGSHLL 

GVVGLHRLHARGSGHNRD 
GSSASTAFTRAVPGTTGT 
GRRRRPPSPARSRVRPEP 

AGG GGC TGC TGC GGC TCC ACC GCT TCC ACG CGC GCT GGC CTG GGC ACC AAG GCC 
26253 26262 26271 26280 26289 26298 

TCC CCG ACG ACG CCG AGG TGG CGA AGG TGC GCG CGA CCG GAC CCG TGG TTC CGG 

SPTTPRWRRCARPDPWFR 
PRRRRGGEGARDRTRGSG 
PDDAEVAKVRATGPVVPV 

RDALAVHHHVVDPEDVTR 
GTLWPSTTTCSTRSTWPE 
GP *GPRRPPARRGARGRN 

AGG GCC AGT CGG TCC CGC TGC ACC ACC ACG TGC TGC AGG CCG AGC AGG TGC CAA 
26307 26316 26325 26334 26343 26352 

TCC CGG TCA GCC AGG GCG ACG TGG TGG TGC ACG ACG TCC GGC TCG TCC ACG GTT 

SRSARATWWCTTSGS STV 
PGQPGRRGGARRPARPRp 
PVSQGDVVVHDVRLVHGS 

ARVGVATPPPGDDD LVGV 
PGFALPLQRRVMTM S YAS 
PGSRWRCNAASWR*R T RR 

GCC CGG GCT TGC GGT TGC CGT CAA CCG CCG CCT GGT AGC AGT AGC TCA TGC GGC 
26361 26370 26379 26388 26397 26406 

CGG GCC CGA ACG CCA ACG GCA GTT GGC GGC GGA CCA TCG TCA TCG AGT ACG CCG 

RARTPTAVGGGPS S S STP 
GP . BRQRQLAADHRHRVRR 
GPNANGSWRRTIVI E Y A D 



RGCRRRGSRQAASRWASM 
GAAGGAGQASRRRAGPLC 
GPRVAPARLAAGGLALCV 

TGG GCC GGC GTG GCG GCC GCG GGA CTC GCG ACG CGG CGG CTC GCG GTC CGT CTG 
26415 26424 26433 26442 26451 26460 

ACC CGG CCG CAC CGC CGG CGC CCT GAG CGC TGC GCC GCC GAG CGC CAG GCA GAC 

TRPHRRRPERCAAERQAD 
PGRTAGALSAAPPSARQT 
PAAPPAP *ALRRRAPGRH 

SRCTLSDKPHPNHEGGRV 
RVAP*PTKRILI INVAEF 
DFPLDPLRESSS*T*RR S 

TAG CTT GCC GTC CAG TCC CTC AGA AAG CCT ACT CCT AAT ACA AGT GGC GGA GCT 
26469 26478 26487 26496 26505 26514 

ATC GAA CGG CAG GTC AGG GAG TCT TTC GGA TGA GGA TTA TGT TCA CCG CCT CGA 

IERQVRESFG*GLCSPPR 
SNGRSGSLS D E D Y V H R L E 

£ RTagqgvfr(mPrimftas n^-— - 

— ^> 6rH 

PRSMVHAHHGQGPRQAGR 
QAPC*MHMTGRAQASRAA 
|| SPPVNCTCPAGPRPAARR 

m TGA ccc GCC CTG TAA TGT ACA CGT ACC ACG GGG ACC GGA CCC GCG ACG CGC GGC 
r 26523 26532 26541 26550 26559 26568 

p ACT GGG CGG GAC ATT ACA TGT GCA TGG TGC CCC TGG CCT GGG CGC TGC GCG CCG 

Hj TGRDITCAWCPWPGRCAP 
\j\ LGGTLHVHGAPGLGAARR 
O WAGHYMCMVPLAWALRAA 

SVLDPHRARRRLFAPDGR 
PCSIRTAHGGDCSRPTAA 
PVRSGPPTGATAPVRPRR 

GCC CTG TGC TCT AGG CCC ACC GCA CGG GCG GCA GCG TCC TTG CGC CCC AGC GGC 
26577 26586 26595 26604 26613 26622 

CGG GAC ACG AGA TCC GGG TGG CGT GCC CGC CGT CGC AGG AAC GCG GGG TCG CCG 

RDTRSGWRARRRRNAGSP 
GTRDPGGVPAVAGTRGRR 
GHEIRVACPPSQERGVAA 

GAQHRDRHEVRRVHHFAG 
Vp RIGTGTSSAGSMISLA 
SR GSAPGPARRAPCSPFR 

GCT GGC CGG ACT ACG GCC AGG GCC ACG AGC TGC GCG GCC TGT ACT ACC TTT CGC 
26631 26640 26649 26658 26667 26676 

CGA CCG GCC TGA TGC CGG TCC CGG TGC TCG ACG CGC CGG ACA TGA TGG AAA GCG 
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G L M P 



M 



0 



PQREIHLGHVCRRLGTRP 
RSAN*TCAMYVGGCDPGR 
GAPTRHAPWTCVAATRDA 

GGG CCG ACC GCA AGA TAC ACG TCC GGT ACA TGT GTG GCG GCG TCA GGC CAG GCG 
26685 26694 26703 26712 26721 26730 

CCC GGC TGG CGT TCT ATG TGC AGG CCA TGT ACA CAC CGC CGC AGT CCG GTC CGC 

PGWRSMCRPCTHRRSPVR 
PAGVLCAGHVHTAAVRSA 
RLAFYVQAMYTPPQSGPR 

R Q R QVREGPLRHLREVVE 
GSGSCGNVPCGICDSLSK 
AAAAAGT*RAASATA*RS 

CCG GCG ACG GCG ACG TGG GCA AGT GGC CCG TCG GCT ACG TCA GCG AGT TGC TGA 
26739 26748 26757 26766 26775 26784 

GGC CGC TGC CGC TGC ACC CGT TCA CCG GGC AGC CGA TGC AGT CGC TCA ACG ACT 

5 GRCRCTRSPGSRCSRSTT 
AAAAAPVHRAADAVAQRL 
PLPLHPFTGQPMQSLNDF 

VGAVQAVEPLLRDVRHLA 
SAPSRRSKQFFDI SATCR 
RRRRGARSRSSTSRRPAA 

AGC TGC GGC CGC TGG ACG CGC TGA AGA CCT TCT TCA GCT AGC TGC GCC ACG TCG 
26793 26802 26811 26820 26829 26838 

TCG ACG CCG GCG ACC TGC GCG ACT TCT GGA AGA AGT CGA TCG ACG CGG TGC AGC 

STPATCATSGRSRSTRC S _ 
RRRRPARLLEEVDRRQAA 
DAGDLRDFWKKS I DAVQR 

AIVVRHAEAVVPPGVQHH 
L *SLATLKPSWQRGSRTT 
CS HCRPSSRRGSAARGPP 

CGT CGA TAC TGT TGC GCC ACT CGA AGC CGC TGG TGA CCG CCG GGC TGG ACC ACC 
26847 26856 26865 26874 26883 26892 

GCA GCT ATG ACA ACG CGG TGA GCT TCG GCG ACC ACT GGC GGC CCG ACC TGG TGG 

AAMTTR*ASATTGGPTWW 
Q L *QRGELRRPLAARPQG 
SYDNAVSFGDHWRPDLVV 

VVDHGDLACQDGREPAHR 
CSMMATSPASTAASRPTG 
ARC *PRRPRVPRRAGPR A 

ACG TGC TGT AGT ACC GGC AGC TCC CGC GTG ACC AGC GGC GCG AGG CCC CGC ACG 



26901 26910 269T9 26928 26937 26946 

TGC ACG ACA TCA TGG CCG TCG AGG GCG CAC TGG TCG CCG CGC TCC GGG GCG TGC 

CTTSWPSRAHWSPRSGAC 
ARHHGRRGRTGRRAPGRA 
HDIMAVEGALVAALRGVP 

ADIHRGPEDAGHLGLRPE 
LT*TDGPNMPVTSVSGPS 
SRRHTART*RCRPSRAPA 

GCT CGC AGA TAC ACA GCG GGC CCA AGT AGC CGT GGC ACC TCT GGC TCG GCC CCG 
26955 26964 26973 26982 26991 27000 

CGA GCG TCT ATG TGT CGC CCG GGT TCA TCG GCA CCG TGG AGA CCG AGC CGG GGC 

RASMCRPGSSAPWRPSRG 
ERLCVARVHRHRGDRAGA 
SVYVSPGFI GTVETEPGL 

VQDRRVRQRAELLVADL P 
SRTEASGSDHKSFYPTSH 
RGPRPPGATTSRSTRRRT 

AGC TGG ACC AGA GCC GCC TGG GCG ACA GCA CGA AGC TCT TCA TGC CGC AGC TCA 
S 27009 27018 27027 27036 27045 27054 

g TCG ACC TGG TCT CGG CGG ACC CGC TGT CGT GCT TCG AGA AGT ACG GCG TCG AGT 

i — — — — — — — 

m STWSRRTRCRASRSTAS S 

_ ! RPGLGGPAVVLREVRRRv 
m DLVSADPLSCFEKYGVEW 

□ AAVPDLVRHVG*RVHRHR 
flj PRSRIWYATSGEGSTATG 
fy PGRGSGTRPPGRVPRPpa 

m — — — — — — — — — — — . 

O GCC CGG CGC TGG CCT AGG TCA TGC GCC ACC TGG GGA GTG GCC TGC ACC GCC ACG 
fy 27063 27072 27081 27090 27099 27108 

GGG GCC GCG ACC GGA TCC AGT ACG CGG TGG ACC CCT CAC CGG ACG TGG CGG TGC 

GAATGS STRWTPHRTWRC 

gprpdpvrggpltgrgga 
grdriqyavdpspdvavp 

RQAVRQPQGHAVHGVVAG 
GSPSASRSGMR*TG*LPA 
AAPRRAAAAWASRARCRR 



GCG GCG ACC CGC TGC GCG ACG CCG ACG GGT ACG CGA TGC ACG GGA TGT TGC CGC 
27117 27126 27135 27144 27153 27162 

CGC CGC TGG GCG ACG CGC TGC GGC TGC CCA TGC GCT ACG TGC CCT ACA ACG GCG 



RRWATRCGCPCATCPTTA 
AAGRRAAAAHALRALQRR 
PL GDALRLPMRYVPYNGA 

L A J? VRPLQPRDPA SAHAD 
WPASG HCSPGIRPLRTHM 

- 106- 



G P R P G T A A P A S G P C V R T C 

GGG TCC CGC GCC TGG GCA CCG TCG ACC CCG GCT AGG CCC CGT CTG CGC ACA CGT 
27171 27180 27189 27198 27207 27216 

CCC AGG GCG CGG ACC CGT GGC AGC TGG GGC CGA TCC GGG GCA GAC GCG TGT GCA 

PRARTRGSWGRSGADACA 
PGRGPVAAGADPGQTRVH 
QGADPWQLGPIRGRRVC I 

DPAVRGRADEAGVYRRQp 
TQPLEAEPMKPASTGASR 
RRPC SPRPCRRRRRVPAA 

AGC AGA CCC CGT TGA GCC GGA GCC CGT AGA AGC CGC GGC TGC ATG GCC GCG ACG 
27225 27234 27243 27252 27261 27270 

TCG TCT GGG GCA ACT CGG CCT CGG GCA TCT TCG GCG CCG ACG TAC CGG CGC TGC 

SSGATRPRASSAPTYRRC 
RL GQLGLGHLRRRRTGAA 
VWGNSASGIFGADVPALR 

VGDVRRHPLARLHHERRR 
CAMSAATRCPASTTSVAG 
ARWRRPPAAPRPPPA*PA 

CCG TGC GGT AGC TGC GCC GCC ACG CCG TCC CGC GCC TCC ACC ACG AGT GCC GCG 
27279 27288 27297 27306 27315 27324 

GGC ACG CCA TCG ACG CGG CGG TGC GGC AGG GCG CGG AGG TGG TGC TCA CGG CGC 

GT PSTRRCGRARRWCSRR 
ARHRRGGAAGRGGGAHGA 
HA IDAAVRQGAEVVLTAP 

LFL HLLQSRQRGADPHQA 
CSCTSSSPASG .APTRTSR 
APVPPPAPLAAPRR GPAA 

GCG TCC TTG TCC ACC TCC TCG ACC CTC GCG ACG GCC GGC CGC AGG CCC ACG ACG 
27333 27342 27351 27360 27369 27378 

CGC AGG AAC AGG TGG AGG AGC TGG GAG CGC TGC CGG CCG GCG TCC GGG TGC TGC 

RRNRWRSWERCRPASGCC 
A GTGGGAGSAAGRRPQAA 
QEQVEELGALPAGVRVLR 

VA RQLEDERVAVQQHVVA 
L QGSSSMRGYQSRSTCWP 
CSGAPA*GGTSRGAPAGR 

CGT TGA CGG GCG ACC TCG AGT AGG AGG GCA TGA CGC TGG ACG ACC ACG TGG TGC 
27387 27396 27405 27414 27423 27432 

GCA ACT GCC CGC TGG AGC TCA TCC TCC CGT ACT GCG ACC TGC TGG TGC ACC ACG 



ATARWS S SSRTAT 
QL,EAGAHPPVLRP 
NCPLELILPYCDL 
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AGVAVHVADHRP NRL q 
r Q * M F P M T A P I g C S 



CRWSSCSR 



A 



CGT CGC GGT TGA CGA TGT ACT TGC CGT AGC ACC GCC CCT AAG GCG TCG ACA GGG 
27441 27450 27459 27468 27477 27486 

GCA GCG CCA ACT GCT ACA TGA ACG GCA TCG TGG CGG GGA TTC CGC AGC TGT CCC 

AAPTAT*TASWRGFRSCP 
QRQLLHERHRGGDSAAVP 
SANCYMNGIVAGIPQ LSL 

GEVVVRQDAAATDI GGAG 
AR L*SVSIQPRRI SGAPA 
RG*SRCASRRGGYRDRRR 

AGC GGG AGT TGA TGC TGT GCG ACT AGA CGC CGG CGG CAT AGC TAG GGC GGC CGC 
27495 27504 27513 27522 27531 27540 

TCG CCC TCA ACT ACG ACA CGC TGA TCT GCG GCC GCC GTA TCG ATC CCG CCG GCG 

SPSTTTR*SAAAVSIPP A " 
RPQLRHADLRPPYRSRRR 
ALNYDTLICGRRIDPAGA 

GQGQGAKLGRGLLDLLRQ 
VRVRDPRSAVASFTSSAS 
w GSGTRGQPWPRSPRpp A 

GGT GGG ACT GGG ACA GGC CGG AAC TCC GGT GCC GGC TCT TCC AGC TCC TCC GCG 
27549 27558 27567 27576 27585 27594 

CCA CCC TGA CCC TGT CCG GCC TTG AGG CCA CGG CCG AGA AGG TCG AGG AGG CGC 

p P*PCPALRPRP RRSRR ~R~ 
Hp DPVRP*GHGREGRGGA 
TL TLSGLEATAEKVEEAL 

APHQEVVAVAPRRLFQPV 
RRTSNSWR*RRAASF SRS 
AGPATRGGSGGPPPSVAP 

ACG CGG CCC ACG ACA AGC TGG TGG CGA TGG CGG CCC GCC GCC TCT TTG ACG CCC 
27603 27612 27621 27630 27639 27648 

TGC GCC GGG TGC TGT TCG ACC ACC GCT ACC GCC GGG CGG CGG AGA AAC TGC GGG 

CAGCCSTTATAGRRRjstcg 

apgavrpplppggge tag 
rr vlfdhryrraaeklrd 

ADLPCRRGGRDGPQQGAE 
PTSRAGEGAATAPSSVRR 
RRRAPVKARRPRRAA S GG 

TGC CGC AGC TCG CCC GTG GAA GCG GGC GGC GCC AGC GGC CCG ACG ACT GGG CGG 
27657 27666 27675 27684 27693 27702 

ACG GCG TCG AGC GGG CAC CTT CGC CCG CCG CGG TCG CCG GGC TGC TGA CCC GCC 



'■ 

HI 



T A S S G H L R P P R S P G c * p A 
RRRAGTFARRGRR AADPp 
GVERAPSPAAVAGLLTRL 

HRVAPQRRLVDGLDHVVG 
TASPPSDAFSTASTTSLA 
RPPRRATPSPRRR PRPCR 

AGC ACC GCC TGC CGC CCG ACA GCC GCT TCC TGC AGC GGC TCC AGC ACC TGT TGC 
27711 27720 27729 27738 27747 27756 

TCG TGG CGG ACG GCG GGC TGT CGG CGA AGG ACG TCG CCG AGG TCG TGG ACA ACG 

SW RTAGCRRRTSPRSWT _ ~T~ 

rggrravgegrrrgrgqr 

VADGGLSAKDVAEVVDNA 

gls pparslrasspvapr 
vsarllahcdpqllslpg 
wrpessrtvipsffpcra 

ggt ggc tcc gag cct cct cgc gca ctg tta gcc cga ctt ctt ccc tgt cgc ccg 

27765 27774 27783 27792 27801 ^ 27810 

CCA CCG AGG CTC GGA GGA GCG CGT GAC AAT CGG GCT GAA GAA GGG ACA GCG GGC 

p p R L G G A II D NRAEEGTAG 

hr gseer(v)tiglkkgqr a 

TEARRSA*QSG*RRDSGP 
=> 

R*rphrs*rsggtrva*r 

DDGPTGAEDAGVQAFPED 
_ TTV PPAPKMPEWRHSRSM 

GCA GCA GTG GCC CCC ACG GCC GAA GTA GCC GAG GGT GGA CAC GCT TGC CGA GTA 
27819 27828 27837 27846 27855 27864 

CGT CGT CAC CGG GGG TGC CGG CTT CAT CGG CTC CCA CCT GTG CGA ACG GCT CAT 

RRHRGCRLHRLPPVRTAH 
VVTGGAGFIGSHLCERLI 
SSPGVPASSAPTCANGSS 

APDTPSRRPCGTWRCSRS 
LPT Q*HGAHVVQGGAPDR 
SRPRDTVQTSLRDVPLIA 

GCT CGC CCC AGA CAG CCA CTG GAC GCA CCT GTT GGA CAG GTG GCC GTC CTA GCG 
27873 27882 27891 27900 27909 27918 

CGA GCG GGG TCT GTC GGT GAC CTG CGT GGA CAA CCT GTC CAC CGG CAG GAT CGC 

RAGSVGDLRGQPVHRQd'r" 
ERGLSVTCVDNLSTGRIA 
S GVCR*PAWTTCPPAGSR 

C-RRARRRPAT*AAAPRRs 
VEVREGVLLPERQQp GVH 

FRS ASASSSRNVSSRAST 

CTT GGA GCT GCG CGA GCG GCT GCT CCT CGC CAA GTG CGA CGA CGC CCG GCT GCA 
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27927 27936 2794 5 27954 27963 2797 2 

GAA CCT CGA CGC GCT CGC CGA CGA GGA GCG GTT CAC GCT GCT GCG GGC CGA CGT 
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CTG GCT CGG CAA GAG GCA GCT CCC CGG CCA GGT GGT GCA GCA GGT GGA CCG CAG 
27981 27990 27999 28008 28017 28026 

GAC CGA GCC GTT CTC CGT CGA GGG GCC GGT CCA CCA CGT CGT CCA CCT GGC GTC 

DRAVLRRGAGPPRR PPGV 

TEp FSVEGPVHHVVHLAS 
PSRS PSRGRSTTSSTWRR 

PRGGPSDPAAAPSAAPRS 

RGGG QVIQRQRQ LRQpDA 

GAEGRS *RASGSSVSRTP 

g CGG CCG GAG GGG GGA CCT GAT AGA CCG CGA CGG CGA CCT CTG CGA CGC CCA GCC 
S 28035 28044 28053 28062 28071 28080 

g GCC GGC CTC CCC CCT GGA CTA TCT GGC GCT GCC GCT GGA GAC GCT GCG GGT CGG 

J aglppglsgaaagdaagr 

M PASp LDYLALPLETLRVG 
D1 RPp PWTIWRCRWRRCGSA 

k PRSRSRAAAPPPARRGSR 
nl RGPGLVRQPQRHRVAGAE 
§ _ EAp VSFASRSATACPAR K 

O GAG CCG GCC CTG GCT CTT GCG CGA CGC CGA CCG CCA CCG CGT GCC GCG GGC GAA 
r?J 28089 28098 28107 28116 28125 28134 

CTC GGC CGG GAC CGA GAA CGC GCT GCG GCT GGC GGT GGC GCA CGG CGC CCG CTT 

LGRDRERAAAGGGARRp jj~ 
SAGTENALRLAVAHGARF 
RPGPRTRCGWRWRTAPAS 

PRRWRPSRRPDRRAGATR 
HDGGGRLDVPIGGLVRLG 
T ^AEVESI*PSGASCGCD 

GCA CCA GCG GAG GTG GAG CCT CTA GAT GCC CCT AGG GCG GCT CGT GGG CGT CAG 
28143 28152 28161 28170 28179 28188 

CGT GGT CGC CTC CAC CTC GGA GAT CTA CGG GGA TCC CGC CGA GCA CCC GCA GTC 

rgrl hlgdlrgsrrap~"a _ ~v~ 

VVASTSEIYGDPAEHPQS 
WSp PPRRSTGIPPSTRSP 

SS..SPCR*GSRGANPTR R p 
LAVPAVDVRDARTRfJVVT 



GCT CTC GAT GAC CCC GTT GCA GTT GGG CTA GCC GGG CGC AAG CCA CAT GCT GCT 
28197 28206 28215 28224 28233 28242 

CGA GAG CTA CTG GGG CAA CGT CAA CCC GAT CGG CCC GCG TTC GGT GTA CGA CGA 

REL LGQRQPDRPAFGVRR 
ESYWGNVNPIGPRSVYDE 
RATGATSTRSARVRCTTR 

WVT *RPASRRRRACAPR P 
E G L R Q G G G V R A R Q A R 



ALRNVSASV 



V S P A 



CCG GTT TGC CAA GTG GCT CCG CGA CTG GCG GCG GAT GCG CGC GTG CGA CCC GCG 
28251 28260 28269 28278 28287 28296 

GGC CAA ACG GTT CAC CGA GGC GCT GAC CGC CGC CTA CGC GCG CAC GCT GGG CGC 

gqtvhrgadrrlrah a~ ~g~ ~r~ 

AKRFTEALTAAYARTLGA 
PN GSPRR*ppp T RARWAR 

CR CQGGT*SRRVASAGRR 
VGANGAQEVGVSRPHAAV 
SVPMARRNLE*PGRI RRS 

CCT GTG GCC GTA ACG GGC GGA CAA GTT GAG GAT GCC TGG CGC CTA CGC GGC GCT 
28305 28314 28323 28332 28341 28350 

GGA CAC CGG CAT TGC CCG CCT GTT CAA CTC CTA CGG ACC GCG GAT GCG CCG CGA 

GHRHCPPVQLL RTADA P _ _ R _ 
DT GIARLFNSYGPR M RRD 
TPA LPACSTPTDRGCAAT 

RAPPASR*RGPARRVAA* 
VPPHHRGEDVLREGSQRE 
_SPKTTGVKMSWASAPSGS 

GCT GCC CGC CCA CCA CGG CTG GAA GTA GCT GGT CCG CGA GCG GCC TGA CGG CGA 
28359 28368 28377 28386 28395 28404 

CGA CGG GCG GGT GGT GCC GAC CTT CAT CGA CCA GGC GCT CGC CGG ACT GCC GCT 

RRAGGADLHRPGARR TAA 
DGRVVPTFIDQALAGLPL 
TGGWCRPSSTRRSPD .CRS 

W*RCRRGSGTATSRRp C p 
GDVAAAGLGPRQAVDLVR 
V MLPLPAWVRDSH*TSSV 

GTG GTA GTT GCC GTC GCC GCG GGT CTG GGC CAG CGA CAC GAT GCA GCT CCT GTG 
28413 28422 28431 28440 28449 28458 

CAC CAT CAA CGG CAG CGG CGC CCA GAC CCG GTC GCT GTG CTA CGT CGA GGA CAC 

HH QRQRRPDPVAVLRRGH _ 
TI N GSGAQTRSLCYVEDT 
PSTAAAPRPGRCATSRTR 



hpsqhgqhvrgerardvd 

TRPS IARI SEDKGPGTLM 

CCA CGC CCC TGA CTA CCG GGA CTA CCT GAG CAG GAA GGG CCC GGG CCA GTT GTA 
28467 28476 28485 28494 28503 28512 

GGT GCG GGG ACT GAT GGC CCT GAT GGA CTC GTC CTT CCC GGG CCC GGT CAA CAT 

GAGTDGPDGLVLPGPGQH 
VRGLMALMDSSFPGPVNI 
CGD*WP*WTRPSRARSTS 

RSRHSSRGDSRPPSRRVR 
ARGTLHGDTLDRLRD GCE 
PAVPSIVTR*IASAIAAS 

GCC GCG CTG GCC ACT CTA CTG GCA GGC AGT CTA GCG CCT CCG CTA GCG GCG TGA 
28521 28530 28539 28548 28557 28566 

CGG CGC GAC CGG TGA GAT GAC CGT CCG TCA GAT CGC GGA GGC GAT CGC CGC ACT 

RRDR*DDRPSDRGGDRRT 
GATGEMTVRQIAEAI AAL 
H ARPVR*PSVRSRRRSPHS 

H PLPAASRTGRAPPPRARG 
^ RSHLQPGLEARRRLVLGA 
£ APTSSRVSNRAGASSSGP 

y*f 

;~: GCG CCC TCA CCT CGA CGC CTG GCT CAA GGC GCG CGG CCG CCT CCT GCT CGG GCC 
28575 28584 28593 28602 28611 28620 

Q CGC GGG AGT GGA GCT GCG GAC CGA GTT CCG CGC GCC GGC GGA GGA CGA GCC CGG 

fjj --- ___ 

ft] RGSGAADRVPRAGGGRAR 

ijl AGVELRTEFRAPAEDEPG 

D R EWSCGPSSARRRRTSPA 

ASGRCRSRWSSAPSSARP 
PAAGVDLGGPRLQAPLGL 
RRQGSMSVALVFSPQFGS 

GGC CGC GAC GGG GCT GTA GCT CTG GCG GTC CTG CTT CGA CCC GAC CTT CGG GCT 
28629 28638 28647 28656 28665 28674 

CCG GCG CTG CCC CGA CAT CGA GAC CGC CAG GAC GAA GCT GGG CTG GAA GCC CGA 

p ALPRHRDRQDEAGLEAR 
RRCPDIETARTKLGWKPE 
GAAPTSRPPGRSWAGSPR 

AARRLA*ACGARTPSCRG 
HREGFPELAGQEPPLAGV 
TGSASPSLRVRSQHSLV* 

CCA CGG CGA GCG GCT TCC CGA GTT CGC GTG GGA CGA GAC CAC CCT CTC GTG GAT 
28683 28692 28701 28710 28719 28728 

GGT GCC GCT CGC CGA AGG GCT CAA GCG CAC CCT GCT CTG GTG GGA GAG CAC CTA 
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A « K K A Q A H P- A L V G K " H L 
VPLAEGLKRTLLWWE STY 
CRSPKGSSAPCSGGRAPT 

APCPGRRRSRNSRC * SHL 
RPVHGVVAHVTRAVDPT S 
GRSMAWSPTFPELSMLLP 

GGG CGC CCT GTA CCG GGT GCT GCC GCA CTT GCC AAG CTC GCT GTA GTC CTC ACC 
28737 28746 28755 28764 28773 28782 

CCC GCG GGA CAT GGC CCA CGA CGG CGT GAA CGG TTC GAG CGA CAT CAG GAG TGG 

PAGHGPRRRERFERHQEW 
PRDMAHDGVNGSSDIRSG 
RGTWPTTA*TVRATSGVE 

PMVLWVGAPLPTRIGRLT 
RCSLGSVPRCPPASAGSR 
AAHCALCRGALPHPHGPA 

TCG CCG TAC TGT TCG GTC TGT GGC CGG CCG TTC CCC CAC GCC TAC GGG GCC TCG 
28791 28800 28809 28818 28827 28836 

AGC GGC ATG ACA AGC CAG ACA CCG GCC GGC AAG GGG GTG CGG ATG CCC CGG AGC 

sg(m)t SQTPAGKGVRMPR S P 
AA*QARHRPARGCGCPGA 
R H D K ~-^ P DTGR Q QG ADAPER 

ssslttqshssgspmctr 

RPV*RPRPTPRGRPCAPA 
DLFEVHDPLPVVGLAHLH 

CAG CTC CTT GAG TTG CAC CAG ACC CTC ACC CTG CTG GGG CTC CCG TAC GTC CAC 
28845 28854 28863 28872 28881 28890 

GTC GAG GAA CTC AAC GTG GTC TGG GAG TGG GAC GAC CCC GAG GGC ATG CAG GTG 

VEELNVVWEWDDPEGMQV 
SRNSTWSGSGTTPRACRC 
RGTQRGLGVGRPRGHAGA 

SA P**GRSSYRRSRASRI 



P 

PERAILGTVLIQAVT 



H R A S 
L P 



GCC GAG CGC CCG ATA GTC GGG GCA CTG CTC ATA GAC GCG CTG GCA CGG CTC GCC 
28899 28908 28917 28926 28935 28944 

CGG CTC GCG GGC TAT CAG CCC CGT GAC GAG TAT CTG CGC GAC CGT GCC GAG CGG 

RL AGYQPRDEYLRDRAER 
GSRAISPVTSICATVPSG 
ARGLSAP*RVSARP C RAD 

SWNAAASDRVGSVSRNS I 
RGTPRPATGSGPCRD TR S 
DVL QGRRQGQGRVGI QEL 

TAG CTG GTC AAC CGG CGC CGC GAC AGG GAC TGG GGC CTG TGG CTA GAC AAG CTC 

- 113- 



28953 : 28962 28971 28980 28989 28998 

ATC GAC CAG TTG GCC GCG GCG CTG TCC CTG ACC CCG GAC ACC GAT CTG TTC GAG 



CO 



IDQLAAALSLTPDTDLFE 
STSWPRRCP*PRTPICSR 
RPVGRGAVPDPGHRSVRD 

PLPSPTMARSSAGRTPLR 
RCRRPR*PGRAPAGPRCG 
DAAALADHGALQRGPDAA 

TAG CCG TCG CCG CTC CCG CAG TAC CGG GCG CTC GAC CGC GGG GCC CAG CCG TCG 
29007 29016 29025 29034 29043 29052 

ATC GGC AGC GGC GAG GGC GTC ATG GCC CGC GAG CTG GCG CCC CGG GTC GGC AGC 

IGSGEGVMARELAPRVGS 
SAAARASWPASWRPGSAA 
RQRRGRHGPRAGAPGRQP 

SHASTLRDNRSFVRAVQA 
ATRPR*GTTGPSSGRWRH 
QQARVDAQREQLL GAGGT 

GAC GAC ACG CGC CTG CAG TCG GAC AGC AAG GAC CTC TTC TGG GCG CGG TGG ACA 
29061 29070 29079 29088 29097 29106 

CTG CTG TGC GCG GAC GTC AGC CTG TCG TTC CTG GAG AAG ACC CGC GCC ACC TGT 



JS - 

LLCADVSLSFLEKTRATC 
CCARTSACRSWRRPAPPV 
Jl AVRGRQPVVPGEDPRHLC 

Q PRGLTV*WWMRFS*RAPS 
j=y PAAWR*RGGCGSRSGPRV 
f|| RPPGVDGVVVDPVVVQGS 

Q CGC CCC GCC GGG TTG CAG TGG ATG GTG GTG TAG GCC TTG CTG ATG GAC CGG CCT 
IU 29115 29124 29133 29142 29151 29160 

GCG GGG CGG CCC AAC GTC ACC TAC CAC CAC ATC CGG AAC GAC TAC CTG GCC GGA 

AGRPNVTYHHIRNDYLAG 
RGGPTSPTTTSGTTTWPD 
GAAQRHLPPHPERLPGRT 

GSAEKSAPNASLTKMWRF 
EPRRRRRRIRA*RR*GGS 
KRVGGEVGSEREVDEDVQ 

GAA GGC CTG CGG AGG AAG CTG CGG CCT AAG CGC GAG TTG CAG AAG TAG GTG GAC 
29169 29178 29187 29196 29205 29214 

CTT CCG GAC GCC TCC TTC GAC GCC GGA TTC GCG CTC AAC GTC TTC ATC CAC CTG 

LPDASFDAGFALNVF I HL 
FRTPPSTPDSRSTSSST* 
SGRLLRRRIRAQRLHPPE 

AK._ST*R*RRSIRRTSRGP 
RRRPRGRGARSGAPAAAR 
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H Q 



TTG CGG AAG CTC CAG ATG GAG ATG GAC GCG CTC TAG GCC GCC CAC GAC GCC GGG 
29223 29232 29241 29250 29259 29268 

AAC GCC TTC GAG GTC TAC CTC TAC CTG CGC GAG ATC CGG CGG GTG CTG CGG CCC 

NAFEVYLYLREIRRVLRp" 
TPSRSTSTCARSGGCCGP 
RLRGLPLPARDPAGAAAR 

PRNRKL*RSKPSTVLGCN 
RGTGR*SGPSRRP* WAAT 

AAPEEEVVQVEALDGPRL 

CCG CCG GCC AAG GAG AAG TTG ATG GAC CTG AAG CCG CTC CAG TGG TCC GGC GTC 
29277 29286 29295 29304 29313 29322 

GGC GGC CGG TTC CTC TTC AAC TAC CTG GAC TTC GGC GAG GTC ACC AGG CCG CAG 

GGRFLFNYLDFGEVTRPQ 
AAGSSSTTWTSARSPGRS 
RPVPLQLPGLRRGHQAAV 

WS YTLL*GPACGTATLPN 
GRTR*SSGRPAGPRR*p j 

EVLVDLAVGPRVRDGDL S 

AAG GTG CTC ATG CAG TTC TCG ATG GGG CCC CGC GTG GGC CAG CGG CAG TTC CCT 
29331 29340 29349 29358 29367 29376 

TTC CAC GAG TAC GTC AAG AGC TAC CCC GGG GCG CAC CCG GTC GCC GTC AAG GGA 

FHEYVKSYPGAHPVAVKG 
STSTSRATPGRTRSPSRD 
PRVRQELPRGAPGRRQQI 

MD QSPVSTTRLSAASAPS 
* T RARCRRPGCARPp PRA 

EHGPEAGVHDALERRLGP 

AAG TAC AGG ACC GAG CCG TGG CTG CAC CAG GCG TTC GAG CGC CGC CTC CGG CCC 
29385 29394 29403 29412 29421 29430 

TTC ATG TCC TGG CTC GGC ACC GAC GTG GTC CGC AAG CTC GCG GCG GAG GCC GGG 

FMSWLGTDVVRKLAAE A _ _ G _ 
SC PGSAPTWSASSRRRp G 

HVLARHRRGPQARGGGRA 

VGTGPDCSSWPPTQKRVR 
SVPVRTARRGPRRRSG*G 
QCRYGPRVVVLAADAEEG 

GAC TGT GGC CAT GGG CCC AGC GTG CTG CTG GTC CCG CCG CAG ACG AAG GAG TGG 
29439 29448 29457 29466 29475 29484 

CTG ACA CCG GTA CCC GGG TCG CAC GAC GAC CAG GGC GGC GTC TGC TTC CTC ACC 

LTPVPGSHDDQGGVCFL T _ 
*HRYPGRTTTRAASAS SP 
DT GTRVARRPGRR LrjPHp 

-115- 



03 



*J-^CSAAHPVARQSPLAG 
ACp VPPQTLYRVSPRGPG 
QAPFLL SRSTGCAPVALG 

GAC GCG TCC CTT GTC CTC CGA CGC ACT CCA TGG CGT GCG ACC CTG CCG TTC CGG 
29493 29502 29511 29520 29529 29538 

CTG CGC AGG GAA CAG GAG GCT GCG TGA GGT ACC GCA CGC TGG GAC GGC AAG GCC 



RREQEAA*GTARWDGK 
A G N R R L R_ EVPHAGTAR 
Q G T G G C © RYRTLGRQG 



LDGGDAQAGPRQAPEPAA 
STEETQRPVQASLPNQPL 
RPRRRRGPCRPASRTRPC 

GGC TCC AGA GGA GGC AGA CGG ACC CGT GGA CCC GCG ACT CGC CCA AGA CCC CGT 
29547 29556 29565 29574 29583 29592 

CCG AGG TCT CCT CCG TCT GCC TGG GCA CCT GGG CGC TGA GCG GGT TCT GGG GCA 

I > RSPPSAWAPGR*AGSGA 
RGLLRLPGHLGAERVLGQ 
EVSSVCLGTWALSGFWGS 

PGLRGDLRDPAREVQADV 
RVSGATSATRRANSRPTL 
GSRAPRRPPGARTRGPR* 

CGG CCT GGC TCG GCC GGC AGC TCC GCC AGG CCG CGC GCA AGC TGG ACC CGC AGT 
29601 29610 29619 29628 29637 29646 

GCC GGA CCG AGC CGG CCG TCG AGG CGG TCC GGC GCG CGT TCG ACC TGG GCG TCA 

AGPSRPSRRSGARSTWAS 
PDRAGRRGGPARVRPGRQ 
RTEPAVEAVRRAFDLGVN 

EEVGRVGVARAHGLRSQG 
KKSVACA*PAPMASAP SA 
SRRCRARRRRPCPRPPVP 

TGA AGA AGC TGT GGC GCG TGC GGA TGC CGC GCC CGT ACC GGC TCC GCC CTG ACC 
29655 29664 29673 29682 29691 29700 

ACT TCT TCG ACA CCG CGC ACG CCT ACG GCG CGG GCA TGG CCG AGG CGG GAC TGG 

TSSTPRTPTARAWPRRDW 
LLRHRARLRRGHGRGGTG 
FFDTAHAYGAGMAEAGLA 

AAQAVQQAGTAGVDDDRR 
R P R P SRSRVRRESMTMEV 
GRGPRGAACGDSRCR * R S 

GGG CGC CGG ACC CGC TGG ACG ACG CGT GGG CAG CGA GGC TGT AGC AGT AGA GCT 
29709 29718 29727 29736 29745 29754 

CCC GCG GCC TGG GCG ACC TGC TGC GCA CCC GTC GCT CCG ACA TCG TCA TCT CGA 
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LAAQLQPAVTHDAVAVGT 
F pp RSSRPSPTTRLLSAP 
SPRGPAAPRRHPGCCRRR 

GCT TCC CGC CGG ACC TCG ACG CCC CGC TGC CAC ACC AGG CGT TGT CGC TGC GGC 
29763 29772 29781 29790 29799 29808 

CGA AGG GCG GCC TGG AGC TGC GGG GCG ACG GTG TGG TCC GCA ACA GCG ACG CCG 

RRAAWSCGATVWSATATP 
EGRPGAAGRRCGPQQ RRR 

KGGLELRGDGVVRNSDAG 

EQAGVQGVAQARQPGVVH 
KRRALRVSLRRE SPVS * T 
NGARWG SRCGASAP S R S R 

CAA AGG ACG CGC GGT TGG ACT GGC TGT CGG ACG CGA GCG ACC CCT GGC TGA TGC 
29817 29826 29835 29844 29853 29862 

GTT TCC TGC GCG CCA ACC TGA CCG ACA GCC TGC GCT CGC TGG GGA CCG ACT ACG 

VSCAPT*PTACARWGPTT 
FPARQPDRQPALAGDRLR 
FLRANLTDSLRSLGTDYV 

VH EQDVPGVRPDRRGLRR 
STNRTWQGSGLTGGASVA 
PRTGPGSARGSPGAPRSP 

ACC TGC ACA AGG ACC AGG TGA CCG GGC TGG GCT CCC AGG GCG GCC GGC TCT GCC 
29871 29880 29889 29898 29907 29916 

TGG ACG TGT TCC TGG TCC ACT GGC CCG ACC CGA GGG TCC CGC CGG CCG AGA CGG 

WTCSWSTGPTRGSRRprr 
GRVPGPLARPEGPAGRDG 
DVFLVHWPDPRVPPAETA 

TRQRPEHLFPEGPVHADG 
PASAPNTSSPSARYTPTE 
PHAPPTRPPLARGTRPRR 

GCC CAC GCG ACC GCC CCA AGC ACC TCC TTC CCG AGC GGG CCA TGC ACC CGC AGA 
29925 29934 29943 29952 29961 29970 

CGG GTG CGC TGG CGG GGT TCG TGG AGG AAG GGC TCG CCC GGT ACG TGG GCG TCT 

RVRWRGSWRKGSP GTWAS 
GCAGGVRGGRARPVRGRL 
GALAGFVEEGLARYVGVS 

VEGDLFHGFEGGDDGRLD 
LK VTSS IASNEETTVGCT 
WS *RRPFPRIRRRR* GAp 



GGT TGA AGT GGC AGC TCC TTT ACC GGC TTA AGA GGA GGC AGC AGT GGG GCG TCC 
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29.97.9 29988 29997" 30006 30015 30024 

CCA ACT TCA CCG TCG AGG AAA TGG CCG AAT TCT CCT CCG TCG TCA CCC CGC AGG 

PTSPSRKWPNSPPSSPRR 
QLHRRGNGRILLRRHPAG 
NFTVEEMAEFSSVVTPQV 

GLHREVHEVAADLLLHQR 
AWTGNLMS SRPMS FCT S G 
RGPAT*CARGRCRSAPAA 

AGC GGG TCC ACG GCA AGT TGT ACG AGC TGG CGC CGT AGC TCT TCG TCC ACG ACG 
30033 30042 30051 30060 30069 30078 

TCG CCC AGG TGC CGT TCA ACA TGC TCG ACC GCG GCA TCG AGA AGC AGG TGC TGC 

SPRCRSTCSTAASRSRCC 
RPGAVQHARPRHREAGAA 
AQVPFNMLDRGIEKQVLP 

VAGSGPDADHPPRRERVP 
CQAAAPIPTMPHDASACP 
A SRRQRSRR*PTTPARAR 

GCG TGA CGC GGC GAC GGC CCT AGC CGC AGT ACC CCA CCA GCC GCG AGC GCG TGC 
30087 30096 30105 30114 30123 30132 

CGC ACT GCG CCG CTG CCG GGA TCG GCG TCA TGG GGT GGT CGG CGC TCG CGC ACG 

RTAPLPGSASWGGRRSRT 
ALRRCRDRRHGVVGARAR 
HCAAAGI GVMGWSALAH G 

HQ RSRETGALHERGVVPA 
TSAPASRGPWTNGGS SQR 
PAPPLAGDRGPTGARRSA 

CCC ACG ACC GCC CTC GCG AGG CAG GGC CGG TCC ACA AGG GCG GGC TGC TGA CCG 
30141 30150 30159 30168 30177 30186 

GGG TGC TGG CGG GAG CGC TCC GTC CCG GCC AGG TGT TCC CGC CCG ACG ACT GGC 

GCWRERSVPARCSRPTTG 
GAGGSAPSRPGVPARRLA 
VLAGALRPGQVFPPDDWR 

GVGRGELAFAEGLQERGH 
A*EGVKWPSRKAL SSAAT 
RRSGSRGPRVSRWAARPR 

CGC GGA TGA GGG GCT GGA AGG TCC CGC TTG CGA AGC GGT TCG ACG AGC GCC GGC 
30195 30204 30213 30222 30231 30240 

GCG CCT ACT CCC CGA CCT TCC AGG GCG AAC GCT TCG CCA AGC TGC TCG CGG CCG 

APTPRPSRANASPSCSRP 
RLLPDLPGRTLRQAARGR 
AYSPTFQGERFAKLLAAV 



_QI>LEGGFAPVTDG 
SFSNAASRPCLTA 



W S A 



P G A S P T R R R V R A C H R. GAR 



ACC TGG CCG ACT TCC TCA AGC GGC GGC TTG CGC CCG TGT CAC AGC GGG TCG AGC 
30249 30258 30267 30276 30285 30294 

TGG ACC GGC TGA AGG AGT TCG CCG CCG AAC GCG GGC ACA GTG TCG CCC AGC TCG 

WTG*RSSPPNAGTVSPS S 
GPAEGVRRRTRAQCRPAR 
DRLKEFAAERGHSVAQLA 

KGPHQGVGRSDDRDDAGL 
SAQTSAWGEPTMGTMPAW 
AQRPAPGGRPL*GP*RR G 

GCG AAC GGA CCC ACG ACC GGG TGG GGA GCC CTC AGT AGG GCC AGT AGC CGC GGG 
30303 30312 30321 30330 30339 30348 

CGC TTG CCT GGG TGC TGG CCC ACC CCT CGG GAG TCA TCC CGG TCA TCG GCG CCC 

RLPGCWPTPRESSRS SAP 
ACLGAGPPLGSHPGHRRP 
LAWVLAHPSGVIPVI GAQ 

KGLVQLVADPGHVEVEVL 
SGSCRSSLTRATSRSRSS 
AE RA.GP PCRGPRP GR GRR 

TCG AAG GGC TCG TGG ACC TCC TGT CGC AGG CCC GGC ACC TGG AGC TGG AGC TGC 
30357 30366 30375 30384 30393 30402 

AGC TTC CCG AGC ACC TGG AGG ACA GCG TCC GGG CCG TGG ACC TCG ACC TCG ACG 

S FPSTWRTASGPWTSTST 
ASRAPGGQRPGRGPRPRR 
LPEHLEDSVRAVDLDLDE 

GL Q.AGQVFQQGVRGLQVA 
ASSRARSSSSASAGS SSP 
PRAARGPRVAPRRARAPR 

TCC GGC TCG ACG CGC GGG ACC TGC TTG ACG ACC GGC TGC GCG GGC TCG ACC TGC 
30411 30420 30429 30438 30447 30456 

AGG CCG AGC TGC GCG CCC TGG ACG AAC TGC TGG CCG ACG CGC CCG AGC TGG ACG 

RPSCAPWTNCWPTRPSWT 
GRAARP GRTAGRRARAGR 
AELRALDELLADAPELDG 

APVLRGRAFLPRDSTAVS 
LPSWGGARSSLDTQPPWP 
CRPGVARARLSTPRLHGR 

CGT CGC CCC TGG TTG GCG GGC GCG CGC TTC TCT CCA GCC AGA CTC CAC CGG TGC 
30465 30474 30483 30492 30501 30510 

GCA GCG GGG ACC AAC CGC CCG CGC GCG AAG AGA GGT CGG TCT GAG GTG GCC ACG 

AAGTNRPRAKRGRSEVAT 
QRGPTARARREVGLRWPR 
SGDQPPAREERSV* GGHG 
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IGT GWSLSQYSWNVTSIM 
SARGGA*RSTRGTSRRS * 
LHGDGLEVVPVVLQQDLD 

CTC TAC GGG CAG GGG GTC GAG TTG CTG ACC ATG CTG GTC AAC TGG CAG CTC TAG 
30519 30528 30537 30546 30555 30564 

GAG ATG CCC GTC CCC CAG CTC AAC GAC TGG TAC GAC CAG TTG ACC GTC GAG ATC 

E @ P V P Q 

LNDWYDQLTVE I ^ s 
RCPSPSSTTGTTS*PSRS 0*<5 
D A PAQRLVRPVDRRDH 

SRTQAGSEPQRSMPAPPP 
RVPRRGRSRSGPCRHRRR 
DFPDAGGVGAAQVDTGAA 

TAG CTT GCC CAG ACG CGG GGG CTG AGG CCG ACG GAC CTG TAG CCA CGG CCG CCG 
30573 30582 30591 30600 30609 30618 

ATC GAA CGG GTC TGC GCC CCC GAC TCC GGC TGC CTG GAC ATC GGT GCC GGC GGC 

IERVCAPDSGCLD I GAGG 
SNGSAPPTPAAWT SVPAA 
RTGLRPRLRLPGHRCRRR 

S IRVCMRRAAGRPRCKAT 
RSG*ACAGPRGAPGASRP 
ALDERVHAPGGRPAPVER 

CCG CTC TAG GAG TGC GTG TAC GCG GCC CGG CGG GGC GCC CCG GCC GTG AAG CGC 
30627 30636 30645 30654 30663 30672 

GGC GAG ATC CTC ACG CAC ATG CGC CGG GCC GCC CCG CGG GGC CGG CAC TTC GCG 

G E ILTHMRRAAPRGRHFA 
ARSSRTCAGPPRGAGTS 



g RDPHAHAPGRPAGPALRG 

SGSGCYASCSRRSKGSTV 
RAAAA TRRVAAGR S GRP * 
-DLRQRLVGFLQAAVE GLD 

CAG CTC GGC GAC GGC GTC ATG CGG CTT GTC GAC GCG GCG CTG AAG GGG CTC CAG 
30681 30690 30699 30708 30717 30726 

GTC GAG CCG CTG CCG CAG TAC GCC GAA CAG CTG CGC CGC GAC TTC CCC GAG GTC 

VEPLPQYAEQLRRDFPEV 
SSRCRSTPNSCAATSPRS 
RAAAAVRRTAAPRL PRGH 

THCAAAAAVGPR SLKTWT 
p IAPRRPRWGQGPCSRGR 
R YPLGGRGGGRAPVAEDV 

TGC CAT ACC GTC CGG CGG CGC CGG CGG TGG GGA CCG GCC CTG TCG AAG CAG GTG 
30735 30744 30753 30762 30771 30780 

ACG GTA TGG CAG GCC GCC GCG GCC GCC ACC CCT GGC CGG GAC AGC TTC GTC CAC 
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T V W Q A A AAA T P G ' R D S F ' V H 
RYGRPPRpppLAGTASST 
GMAGRRGRHPWPGQLRPR 

TELGP*LPRRRRGYSRAS 
PRWGRSCRGAGGDTRGRR 
HDGVGAVAAQAATRVVAG 



CAC CAG AGG TTG GGG CCG ATG TCG CCG GAC GCG GCG GCA GGC ATG CTG GCG CGG 
30789 30798 30807 30816 30825 30834 

GTG GTC TCC AAC CCC GGC TAC AGC GGC CTG CGC CGC CGT CCG TAC GAC CGC GCC 



VVSNPGYSGLRRRPYDRA 
WSPTPATAACAAVRTTAP 
GLQPRLQRPAPPSVRPRR 

SVRSSIATSVTRRSSTTG 
RSGPLSRPPCRVDPRRRQ 

VLGQFLDRHVGYTQVVDD 



CTG CTC TGG GAC CTT CTC TAG CGC CAC CTG TGG CAT GCA GAC CTG CTG CAG CAG 
30843 30852 30861 30870 30879 30888 

GAC GAG ACC CTG GAA GAG ATC GCG GTG GAC ACC GTA CGT CTG GAC GAC GTC GTC 



O DETLEE IAVDTVRLDDVV 

O TRPWKRSRWTPYVWTTSS 
SO RDPGRDRGGHRT S GRRRp 

SSARTSRTLTSTSPPSTP 
+j RPRGRPGP*PPRPPRR PP 

GLVGAHVQDLHVHLAALH 



GGG CTC CTG CGG GCG CAC CTG GAC CAG TTC CAC CTG CAC CTC CCG CCG CTC CAC 
30897 30906 30915 30924 30933 30942 

CCC GAG GAC GCC CGC GTG GAC CTG GTC AAG GTG GAC GTG GAG GGC GGC GAG GTG 



PEDARVDLVKVDVE GGEV 
PRTP AWTWSRWTWRAARW 
RGRPRGPGQGGRGGRRGG 

ARRPAASSSRRCDGTTTK 
RGARPPRAAAGAT GRPPR 
AGQAPRGLQQAPLGGHHD 



CCG CGG GAC GCG CCC CGC CGG CTC GAC GAC GCG GCC GTC AGG GGG CAC CAC CAG 
30951 30960 30969 30978 30987 30996 

GGC GCC CTG CGC GGG GCG GCC GAG CTG CTG CGC CGG CAG TCC CCC GTG GTG GTC 



GALR GAAELLRRQ S P VVV 
APCAGRPSCCAGSPPWWS 
RPARGGRAAAPAVPRGGL 

SCPPSWAIRS*PVVLSSR 
RVRRRGRSARSRCWWRRG 
EFVAAVVRHAVVAGGAVV 



AAG CTT GTG CCG CCG CTG GTG CGC TAC GCG CTG ATG CCG TGG TGG TCG CTG CTG 
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31005 3T0T4 31023 31032 31 041 31050 

TTC GAA CAC GGC GGC GAC CAC GCG ATG CGC GAC TAC GGC ACC ACC AGC GAC GAC 

FEHGGDHAMRDYGT T SDD 
SNTAATTRCATTAPPATT 
RTRRRPRDARLRHHQRRp 

HASSTSSRP*VSYVRGPQ 
TPAAPRRGRSCATCGAP S 
QPRQQDVVEAVRQVGQRA 

GAC ACC CGC GAC GAC CAG CTG CTG GAG CCG ATG TGC GAC ATG TGG GAC GGC CCG 
31059 31068 31077 31086 31095 31104 

CTG TGG GCG CTG CTG GTC GAC GAC CTC GGC TAC ACG CTG TAC ACC CTG CCG GGC 

LWALLVDDLGYTLYTLPG 
CGRCWSTTSATRCTPCRA 
VGAAGRRPRLHAVHPAGL 

SAASGPRSRAARAAS SRV 
APPPAPGRGPRERRRAAC 
PQRRLRAEVPGSEGGLQA 

ACC GAC CGC CGC CTC GGC CCG GAG CTG GCC CGG CGA GAG CGG CGG CTC GAC GCG 
31113 31122 31131 31140 31149 31158 

TGG CTG GCG GCG GAG CCG GGC CTC GAC CGG GCC GCT CTC GCC GCC GAG CTG CGC 

WLAAEPGLDRAALAAELR 
GWRRSRASTGPLSPP SCA 
AGGGAGPRPGRSRRRAAH 

CHYKTASRPGRDAREGRP 
ATTSRRRDRAGTRGNGGL 
RLPVEDGIAPGQGGTGGS 

TGC GTC ACC ATG AAG CAG CGG CTA GCG CCC GGG GAC AGG CGG GCA AGG GGG GCT 
31167 31176 31185 31194 31203 31212 

ACG CAG TGG TAC TTC GTC GCC GAT CGC GGG CCC CTG TCC GCC CGT TCC CCC CGA 

TQWYFVADRGPLSAR SPR 
RSGTSSPIAGPCPPVPPE 
AVVLRRRSRAPVRPFPPR 

STCEVHGICSGGGEGGER 
LLANSMVSVVAGERAERA 
SFHMRC SRYLQGRGRRGR 

CCT CTT CAC GTA AGC TGT ACT GGC TAT GTT GAC GGG GGA GGG AGC GGA GGG AGC 
31221 31230 31239 31248 31257 31266 

GGA GAA GTG CAT TCG ACA TGA CCG ATA CAA CTG CCC CCT CCC TCG CCT CCC TCG 

GEVHST*PIQLPPPSPP S 
EKCIRHDRYNCPLPRLPR 
R SAFD(M)TDTTAP S L A S LA 

DG.^FAMDPL^GAQERLVDGG 
TGSHWIRSVPRSGSCTVA 
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GCC AGG GGC TTA CGG TAT AGG CCC TCT GGC CGG ACG AGG GCC TCG TGC AGT GGC 
31275 31284 31293 31302 31311 31320 

CGG TCC CCG AAT GCC ATA TCC GGG AGA CCG GCC TGC TCC CGG AGC ACG TCA CCG 

R S P N A I SGRPACSRSTs" 
GPRMPYPGDRPAPGARH 
VPE CHIRETGLLPEHVTA 

EPPLT HQGHAAQQAGGFQ 
KRRCPTSATRPRSLGAS S 
RGAAPHAPRARGASGRRV 

GGA AGG CCG CCG TCC CAC ACG ACC GGC ACG CGC CGG ACG ACT CGG GGC GGC TTG 
31329 31338 31347 31356 31365 31374 

CCT TCC GGC GGC AGG GTG TGC TGG CCG TGC GCG GCC TGC TGA GCC CCG CCG AAC 

PSGGRVCWPCAAC*APP _ ~N~ 
LPAAGCAGRARPAEPRrt 
FRRQGVLAVRGLLSPAEL 

lrhllrrgaqdvvgpagp 
fc sdt csaaaprissaqr V r 

g _ p _ _A P P P P R G S R R R r a c g . 

W ACC TCA GCC ACG TCC TCC GCC GCC GGC CGG ACT AGC TGC TGC GGA CCG CGT GGG 
31383 31392 31401 31410 31419 31428 

TGG AGT CGG TGC AGG AGG CGG CGG CCG GCC TGA TCG ACG ACG CCT GGC GCA CCC 

WSRCRRRRP A *STTPGAP 
GVGA GGGGRPDRRR L A H P 

ESVQEAAAGLIDDAWRTR 

GHVVGDPRQLGVLGVRGR 
DM CSVMQVSSGWSGSAAG 
_ TWAR CWRSAPAGRARR PG 

CCA GGT ACG TGC TGT GGT AGA CCT GCG ACC TCG GGG TGC TCG GGC TGC GCC GGG 
31437 31446 31455 31464 31473 31482 

GGT CCA TGC ACG ACA CCA TCT GGA CGC TGG AGC CCC ACG AGC CCG ACG CGG CCC 

GPC TTPSGRWSPTSPTRP _ 
VHARHHLDAGAPRARRGP 
SMHDTIWTLEPHEPDAAP 

DADLVDHVLGRHHGPQra 
TRMSYTMSLDGTIARsap 

PGcp TR*PCTGPSPGAPP 

GCC AGG CGT AGC TCA TGC AGT ACC TGT TCA GGG GCC ACT ACC GGG CCG ACC GCC 
31491 31500 31509 31518 31527 31 536 

CGG TCC GCA TCG AGT ACG TCA TGG ACA AGT CCC CGG TGA TGG CCC GGC TGG CGG 

rs asstswtspr*wpgw"r~ 

GPHRVRHGQVPGDGPAGG 
VKIEYVMDKSPVMai^T 



MRQQQAGHLGQDPRVEDG 
WGSSSRAMSVRTPQFKMG 
GDAAAARWPSGPRASS*G 

CGG TAG GCG ACG ACG ACG CGC GGT ACC TCT GGG ACC AGC CCG GCT TGA AGT AGG 
31545 31554 31563 31572 31581 ^ 31590 

GCC ATC CGC TGC TGC TGC GCG CCA TGG AGA CCC TGG TCG GGC CGA ACT TCA TCC 

AIRCCCAPWRPWSGRTSS 
PSAAAARHGDPGRAELHP 
HPLLLRAMETLVGPNFIP 

GPVAHHELGGRARGPQGP 
VQSLMTNLVVAPAGRSAQ 
WRPCCPT*SWRPRAGAPR 

GGT GGA CCC TGT CGT ACC ACA AGT TCT GGT GGC GCC CGC GCG GGG CCG ACC GGA 
31599 31608 31617 31626 31635 31644 

CCA CCT GGG ACA GCA TGG TGT TCA AGA CCA CCG CGG GCG CGC CCC GGC TGG CCT 
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CCG TGG CAC TGC CGG TCT ACA TGA GGC TAC GGC AGC GGC AGT GGC CGC CGC CAG 
31653 31662 31671 31680 31689 31698 

GGC ACC GTG ACG GCC AGA TGT ACT CCG ATG CCG TCG CCG TCA CCG GCG GCG GTC 

GTVTARCTPMPSPSPAA V 
AP *RPDVLRCRRRHRR RS 
HRDGQMYSDAVAVTGGGR 

DDVHADVEVVRGLVVTDP 
TMST PM*RSWAGSSLQ T Q 
R * R RPCRGRGRARPCSHR 

CGC AGT AGC TGC ACC CGT AGA TGG AGC TGG TGC GCG GGC TCC TGT TGA CAC AGA 
31707 31716 31725 31734 31743 31752 

GCG TCA TCG ACG TGG GCA TCT ACC TCG ACC ACG CGC CCG AGG ACA ACT GTG TCT 

A SSTWASTSTTRPRTTVS 
RHRRGHLPRPRARGQLCL 
VIDV GIYLDHAPEDNCVW 

GDR LGVVPLVLLDGLGGV 
AMGCDL*QSSSCTVSVAS 
PWGATWSSPPRAP*R S RR 

CCC GGT AGG GCG TCA GGT TGA TGA CCC TCC TGC TCG TCC AGT GGC TCT GGC GGC 
31761 31770 31779 31788 31797 ~ 31806 

GGG CCA TCC CGC AGT CCA ACT ACT GGG AGG ACG AGC AGG TCA CCG AGA CCG CCG 
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G F S K S F T T G K T S R S P - R P P 

ghpavqllggraghrdrr 
aipqsnywedeqvtetad 

pevgglpvrgpgdgghhp 

RSLAVSHSAVPATGATIR 
GA*RWRTPRSRPRGRRSA 

TGG CCG AGT TGC GGT GGC TCA CCC TGC GCT GGC CCC GGC AGG GGC GGC ACT ACG 
31815 31824 31833 31842 31851 31860 

ACC GGC TCA ACG CCA CCG AGT GGG ACG CGA CCG GGG CCG TCC CCG CCG TGA TGC 

TGSTPPSGTRPGPSPP*c 
PAQRHRVGRDRGRPR RDA 

RLNATEWDATGAVPAVMR 

RAVGQQVVDQCQVAGRRH 
GPSARS CLMRVSCPAGAT 
APRRGAACCGSVARRGPP 

CCG GCC CGC TGC GGG ACG ACG TGT TGT AGG ACT GTG ACG TGC CGC GGG GCC GCC 
31869 31878 31887 31896 31905 31914 

GGC CGG GCG ACG CCC TGC TGC ACA ACA TCC TGA CAC TGC ACG GCG CCC CGG CGG 

GRATPCCTTS*HCTAPRR 
AGRRPAAQHPDTARRPGG 
PGDALLHNILTLHGAPAV 

HALLAPDDVVLVPGALHL 
TPLCRLTT**SYRGPSTS 
PPCAACPRRSRTGARRpp 

ACC ACC CGT TCG TCG CGT CCC AGC AGA TGA TGC TCA TGG CCG GGC CGC TCC ACC 
31923 31932 31941 31950 31959 31968 

TGG TGG GCA AGC AGC GCA GGG TCG TCT ACT ACG AGT ACC GGC CCG GCG AGG TGG 

WWAS SAGSSTTSTGPARW 
GGQAAQGRLLRVPARRGG 
VGKQRRVVYYEYRPGEVE 

TLEARVHGLVHPELLLHQ 
R*SPGCTGSYTPSLCCTS 
ADARGARARTRPA*AAPA 

TCG CAG TCG AGC CGG GCG TGC ACG GGC TCA TGC ACC CCG AGT TCG TCG TCC ACG 
31977 31986 31995 32004 32013 32022 

AGC GTC AGC TCG GCC CGC ACG TGC CCG AGT ACG TGG GGC TCA AGC AGC AGG TGC 

SVSSARTCPSTWGSSSRC 
AS ARPARARVRGAQAAGA 
RQLGPHVPEYVGLKQQVL 

ARAQLLPGRGPLVPVL LG 
RAHRSCRAADPSCRS SSG 
ARTGPAAPRTRPAGPRPA 



ACG CGC GCA CGG ACC TCG TCG CCC GGC GCA GGC CCC TCG TGG CCC TGC TCC TCG 
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32031 32040 32049 320S8 32067 32076 

TGC GCG CGT GCC TGG AGC AGC GGG CCG CGT CCG GGG AGC ACC GGG ACG AGG AGC 

CARAWS SGPRPGSTGTR S _ 
ARVPGAAGRVRGAPGRGA 
RACLEQRAASGEHRDEEP 

ELVARHLLVPEPVLRGRD 
KSYRGTSCYRSQSSDGAI 
RRTGGPPATGARPRTARS 

GGA AGC TCA TGG CGG GCC ACC TCG TCA TGG CCG AGA CCC TGC TCA GCG GGC GCT 
32085 32094 32103 32112 32121 32130 

CCT TCG AGT ACC GCC CGG TGG AGC AGT ACC GGC TCT GGG ACG AGT CGC CCG CGA 

PSSTARWSSTGSGTSRPR 
LRVPPGGAVPALGRVARD 
FEYRPVEQYRLWDESPAI 

GAQPERVLLVPPPSGASG 
EPRRNGCSSYQRHHVQQA 
RRGATGARPTSATTFRSL 

AGA GGC CGG ACG CCA AGG GCG TGC TCC TCA TGA CCG CCA CCA CTT GGA CGA CTC 
32139 % 32148 32157 32166 32175 32184 

TCT CCG GCC TGC GGT TCC CGC ACG AGG AGT ACT GGC GGT GGT GAA CCT GCT GAG 

SPACGSRTRSTGGGEPAE 
LRPAVPARGVLAV (v) N L L S 
SGLRFPHEEYWRW ^ T C * A 

GAAAPRARGPAPAGPRRA 
A Q R QQAREGRRRR A RAAL 
RRGSSPASAGAGARGPPs 

GGC GGA CGG CGA CGA CCC GCG CGA GCG GGG CCG CGG CCG CGC GGG CCC GCC GCT 
32193 32202 32211 32220 32229 32238 

CCG CCT GCC GCT GCT GGG CGC GCT CGC CCC GGC GCC GGC GCG CCC GGG CGG CGA 
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CGG GTG GCG GGT CCT CCA GTA GCG GCT CGC GAA GGC CCT CGC CTG GCT AGG CGC 
32247 32256 32265 32274 32283 32292 

GCC CAC CGC CCA GGA GGT CAT CGC CGA GCG CTT CCG GGA GCG GAC CGA TCC GCG 

AHRPGGHRRALPGADRSA 
PT AQEVIAERFRERTDPR 
PPPRRSSPSASGSGPIRA 

RR .SPRRGDARGGCRAPRA 
GAVPGVGMQEVEAVRQGL 
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GGG GCC GCT GAC CCG GAT GCG GGT AGA CGA GCT GGA GGC GTT GCG CGA CCG GCT 
32301 32310 32319 32328 32337 32346 

CCC CGG CGA CTG GGC CTA CGC CCA TCT GCT CGA CCT CCG CAA CGC GCT GGC CGA 

PRRLGLRPSARPPQ RAGR 
PGDWAYAHLLDLRNALAE 
PATGPTPICSTSATRWPS 

ARRPTPASARSRLPCRAT 
LEGPRRPAPEVESRAGRR 
CSAPADPRQSSKPAPVEG 

CGT CGA GCG GCC CCG CAG CCC CGC GAC CGA GCT GAA GCC TCG CCC GTG GAG CGG 
32355 32364 32373 32382 32391 32400 

GCA GCT CGC CGG GGC GTC GGG GCG CTG GCT CGA CTT CGG AGC GGG CAC CTC GCC 

AARRGVGALARLRSGHLA 
QLAGASGRWLDFGAGTSP 
SSPGRRGAGSTSERAPRR 

GRGAGRRGAPSPRSARRR 
h* VAVQEGAGPQLRGLHAAA 
YRSRSGPARSSVASlRpp 

09 CAT GGC GCT GGA CGA GGG GCC GCG GGC CGA CCT CTG CCG GCT CTA CGC GCC GCC 

£ 32409 32418 32427 32436 32445 32454 

W GTA CCG CGA CCT GCT CCC CGG CGC CCG GCT GGA GAC GGC CGA GAT GCG CGG CGG 

VPRPAPRRPAGDGRDARR 
U YRDLLPGARLETAEMRGG 
fy TAT C S PAPGWRRPR CAAA 

m p GSPPDRAPRPRATRGAP 
□ LVQRRIVLQVLGPQAAQR 
ry SSRVAS*SSSSAPSHPR G 

GCT CCT GGA CTG CCG CCT AGT GCT CGA CCT GCT CCG GCC CGA CAC GCC GGA CGG 
32463 32472 32481 32490 32499 32508 

CGA GGA CCT GAC GGC GGA TCA CGA GCT GGA CGA GGC CGG GCT GTG CGG CCT GCC 
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CCT GCC GAG CAA GCT GCC ACA CGA GAG GTG GGT CCA GGA CCT TGT GCA CTG CCT 
32517 32526 32535 32544 32553 32562 

GGA CGG CTC GTT CGA CGG TGT GCT CTC CAC CCA GGT CCT GGA ACA CGT GAC GGA 

GRLVRRCALHPGPGTRDG 
DG ,§ F DGVLSTQVLEHVTD 
TARSTVCSPPRSWNT * R T 
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PGADARPAGAAAAPRCAP 
RVQMQALREPQQ PRAApQ 

GSRCRRSASRSSRGPPLS 

GGG CCT GGA CGT AGA CGC GCT CCG CGA GGC CGA CGA CGC CGG CCC GCC GTC CGA 
32571 32580 32589 32598 32607 32616 

CCC GGA CCT GCA TCT GCG CGA GGC GCT CCG GCT GCT GCG GCC GGG CGG CAG GCT 

PGPASARGAPAAAAGRQA 
PDLHLREALRLLRPGGRL 
RTCICARRSGCCGRAA GW 

ATWAHRRPPARRAPGTAS 
HQGRMADPLLVAPLVQPA 
TSD VCPTQSSCPPCSRHR 

CCA CGA CAG GTG CGT ACC GCA GAC CCT CCT CGT GCC GCC CGT CCT GGA CAC CGC 
32625 32634 32643 32652 32661 32670 

GGT GCT GTC CAC GCA TGG CGT CTG GGA GGA GCA CGG CGG GCA GGA CCT GTG GCG 

GAVHAWRLGGARRAGPVA 
VL STHGVWEEHGGQDLWR 

ccprmasgrstagrtcga 

srrrvrpgpraprt*rp g 
pggvserglglpgpeghv 

QVASPSAAWASRAPNVT s 

GAC CTG GCG GCT GCC TGA GCG CCG GGT CCG GCT CGC CCG GCC CAA GTG GCA CCT 
32679 32688 32697 32706 32715 32724 

CTG GAC CGC CGA CGG ACT CGC GGC CCA GGC CGA GCG GGC CGG GTT CAC CGT GGA 
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GGC TTG CCA GTT CGA GTG GAC GCC TGG CGC GCC AGA CGA CGA GGA CGA CGC GAT 
32733 32742 32751 32760 32769 32778 

CCG AAC GGT CAA GCT CAC CTG CGG ACC GCG CGG TCT GCT GCT CCT GCT GCG CTA 

PNGQAHLRTARSAAPAAL 
RT VKLTCGPRGLLLLLRY 
ERSSSPADRAVCCSCCAT 

RGp ARSAPPRDPRAAAAS 
VAPLVAPRRATRDPQQQp 

WPRSCPQGAPPGTPSSSR 

GGT GCC GGC CCT CGT GCC GAC CGG CCG CCC GCC AGG CCA GCC CGA CGA CGA CGC 
32787 32796 32805 32814 32823 32832 

CCA CGG CCG GGA GCA CGG CTG GCC GGC GGG CGG TCC GGT CGG GCT GCT GCT GCG 
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E R E ■ G A R" L A G G" R S G R A A A A 
HGREHGWPAGGPVGLLLR 
TAGSTAGRRAVRSGCCCG 

GPGPRGAAGAGRRRS GRG 
GQGQGVPQARAEDVVVEV 
VRARASRSRGRRTSS*RS 



CTG GGA CCG GGA CCG GCT GGC CGA CGC GGG CGC GGA GCA GCT GCT GAT GGA GCT 
32841 32850 32859 32868 32877 32886 

GAC CCT GGC CCT GGC CGA CCG GCT GCG CCC GCG CCT CGT CGA CGA CTA CCT CGA 



DPGPGRPAAPAPRRRLPR 
TLALADRLRPRLVDDYLD 
PWPWPTGCARASSTTT ST 

PRRRGLGRRPGPRATRGP 
PDEGALAADLARGLREVQ 
RTKAPWPRTSPGASGN*R 



GGC CCA GAA GCG GCC GGT TCC GGC GCA GCT CCC GGG CCG GCT CGG CAA GAT GGA 
32895 32904 32913 32922 32931 32940 

CCG GGT CTT CGC CGG CCA AGG CCG CGT CGA GGG CCC GGC CGA GCC GTT CTA CCT 



PGLRRPRPRRGPGRAVL P 
RVFAGQGRVEGPAEPFYL 
GSSPAKAASRARPSRSTW 

CGASRWCAARAPSAP SPR 
VDQQGGALRALRLLRLPV 
SMRSVALLGRSGSFGSLS 



CCT GTA GGA CGA CTG GCG GTC GTT CGG CGC GCT CGG CCT CTT CGG CCT CTC CCT 
32949 32958 32967 32976 32985 32994 

GGA CAT CCT GCT GAC CGC CAG CAA GCC GCG CGA GCC GGA GAA GCC GGA GAG GGA 



GHPADRQQAARAGEAGEG 
DILLTASKPREPEKPERD 
TSC*PPASRASRRSRRGT 

SIVWGGGLGVMHTSGHIW 
RYSGAGAWDWWTHAAT SG 
AIHGLGRGTGGHTHQRPD 



GCG CTA TAC TGG GTC GGG GGC GGG TCA GGG TGG TAC ACA CAC GAC GGC ACC TAG 
33003 33012 33021 33030 33039 33048 

CGC GAT ATG ACC CAG CCC CCG CCC AGT CCC ACC ATG TGT GTG CTG CCG TGG ATC 



R D (m) TQ PPPSPTMCVLP 



AI*PSPRPVPPCVCCRGS 
RYDPAPAQSHHVCAAVDP 



RHAEMSPT*PRQQTSSEI 
GTRRWRRHRRGSSHPRS S 
VQAGGDVTDVAAATHVVR 




GTG GAC ACG CGG AGG TAG CTG CCA CAG ATG CCG GCG ACG ACA CAC CTG CTG AGC 
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33057 33066 33075' 33084 33093" 33102 

CAC CTG TGC GCC TCC ATC GAC GGT GTC TAC GGC CGC TGC TGT GTG GAC GAC TCG 

HLCASIDGVYGRCCVDDS 
TCAPP STVSTAAAVWTTR 
PVRLHRRCLRPLLCGRLD 

YWLSSYSDSASGTKLSLA 
TGCRATRIRPPAPR* A * R 
HVVVLQVFGLRLRDE LEV 

TAC ATG GTG TTG CTC GAC ATG CTT AGG CTC CGC CTC GGC CAG AAG TTC GAG TTG 
33111 33120 33129 33138 33147 33156 

ATG TAC CAC AAC GAG CTG TAC GAA TCC GAG GCG GAG CCG GTC TTC AAG CTC AAC 

MYHNELYESEAEPVFKLN 
CTTTSCTNPRRSRSS SST 
VPQRAVRIRGGAGLQAQR 

SATPQAGLER*ACSLGSS 
RRQRSRAWSGSRVPCDRH 
GVSDAARGVGAVCLVIGI 

H CGG CTG CGA CAG CCG ACG CGC GGG TTG AGG GCG ATG CGT GTC CTG TTA GGG CTA 
O 33165 33174 33183 33192 33201 33210 

D GCC GAC GCT GTC GGC TGC GCG CCC AAC TCC CGC TAC GCA CAG GAC AAT CCC GAT 

03 

£ ADAVGCAPNSRYAQDNPD 

PTLSAARPTPATHRTIPM 
tl RRCRLRAQLPLRTGQSR* 

m TLPSVSANLLGLMRRVRS 

m P*LASRPT*CGWCAASGA 

Pj LDSPQGLREVAGVHPPGP 

\n 

p CTC CAG TCT CCC GAC TGG CTC CGC AAG TTG TCG GGG TTG TAC GCC GCC TGG GCC 

pj 33219 33228 33237 33246 33255 33264 
GAG GTC AGA GGG CTG ACC GAG GCG TTC AAC AGC CCC AAC ATG CGG CGG ACC CGG 

EVRGLTEAFNSPNMRRTR 
RSEG*PRRSTAPT CGGPG 
GQRADRGVQQPQHAADPA 

AISAPSRTDAHS*Q* *RS 
PSAPRRARTRTRSSSDGR 
QRHQGALAHGRAVVAIVA 

GAC CGC TAC GAC CGG CCG CTC GCG CAC AGG CGC ACG CTG ATG ACG ATA GTG GCG 
33273 33282 33291 33300 33309 33318 

CTG GCG ATG CTG GCC GGC GAG CGC GTG TCC GCG TGC GAC TAC TGC TAT CAC CGC 

LAMLAGERVSACDYCYHR 
WRCWPASACPRATTAITA 
GDAGRRARVRVRLLL SPR 

SR_PAVD*RCLMLSRNASV 
PGPRSTRGASC*RATRRC 
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CTC CTG GCC CCG CGC TGC AGG ATG GCC GTC TCG TAG TTG CTC GCC AAG CGG CTG 
33327 33336 33345 33354 33363 33372 

GAG GAC CGG GGC GCG ACG TCC TAC CGG CAG AGC ATC AAC GAG CGG TTC GCC GAC 

EDRGATSYRQSINERFAD 
RTGARRPTGRASTSGSPT 
GPGRDVLPAEHQRAVRRH 

TSKASRASRVAGSPENS S 
PPSRRDPRVYRGRRSTRP 
RHVEGIQGFTGGGVAREL 

TGC CAC CTG AAG CGG CTA GAC CGG CTT GCA TGG CGG GGG CTG CCG AGC AAG CTC 
33381 33390 33399 33408 33417 33426 

ACG GTG GAC TTC GCC GAT CTG GCC GAA CGT ACC GCC CCC GAC GGC TCG TTC GAG 

TVDFADLAERTAPDGSFE 
RWTSPIWPNVPPPTARSR 
GGLRRSGRTYRPRRLVRG 

NGKKRSMRNPLVQLRRHT 
TG RRGRCGTRCCRCGATR 
LEGEEEVDPEAVGAVQPA 

CTC AAG GGG AAG AAG GAG CTG TAG GCC AAG CCG TTG TGG ACG TTG GAC GCC ACG 
33435 33444 33453 33462 33471 33480 

GAG TTC CCC TTC TTC CTC GAC ATC CGG TTC GGC AAC ACC TGC AAC CTG CGG TGC 

EFPFFLDIRFGNTCNLRC 
SSPSSSTSGSATPATCGA 
VPLLPRHPVRQHLQPA.VR 

IHA*GTLEPQPALFRGFH 
S TRRGP*SRSPHWSAGS I 
HHAGVRDAGAPTGLLARF 

CAC TAC ACG CGG ATG GGC CAG TCG AGG CCG ACC CCA CGG TTC TTC GCG GGC TTT 
33489 33498 33507 33516 33525 33534 

GTG ATG TGC GCC TAC CCG GTC AGC TCC GGC TGG GGT GCC AAG AAG CGC CCG AAA 

VMCAYPVSSGWGAKKRPK 
*CAPTRSAPAGVPRSARN 
DVRLPGQLRLGCQEAPEM 

DDATISGYRSSSSSHAVS 
TTRPSRGTGPPRPATPSA 
PRGRHDVRVPLVLLQPRR 

ACC AGC AGG CGC CAC TAG CTG GGC ATG GCC CTC CTG CTC CTC GAC ACC CGC TGC 
33543 33552 33561 33570 33579 33588 

TGG TCG TCC GCG GTG ATC GAC CCG TAC CGG GAG GAC GAG GAG CTG TGG GCG ACG 

WSSAVIDPYREDEELWAT 
GR .PR*STRTGRTRSCGRR 
VVRGDRPVPGGRGAVGDA 
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KbFAWRMRRSYKAPP SGK 
ARSRGG*GAATSR PRRAR 
QALVGVEDPPQVERAALG 

GAC GCG CTC TTG CGG GTG GAG TAG GCC GCC GAC ATG AAG CGC CCG CCG CTC GGG 
33597 33606 33615 33624 33633 33642 

ctg cgc gag aac gcc cac ctc atc cgg cgg ctg tac ttc gcg ggc ggc gag ccc 

lrenahl irrlyfaggep 
cartptssggctsraasp 

ARERPPHPAAVLRGRRAL 

MCGPWKAISSRSI SVPLA 
*AARGSRSAPGASRSRCR 
EHLGAVERHQVQQDLGAV 

AAG TAC GTC GGG CCG GTG AAG CGC TAC GAC CTG GAC GAC TAG CTC TGG CCG TTG 
33651 33660 33669 33678 33687 33696 

TTC ATG CAG CCC GGC CAC TTC GCG ATG CTG GAC CTG CTG ATC GAG ACC GGC AAC 

FMQPGHFAMLDLLIETGN 
SCSPATSRCWTC*SRPAT 
HAARPLRDAGPADRDRQR 

SFTSMT*LELRVTSGSFT 
PFRRCRRCSWG*PAAPSP 
RFVDVDDVVGVERHQRLL 

CGC CTT TTG CAG CTG TAG CAG ATG TTG AGG TTG GAG TGC CAC GAC GGC CTC TTC 
33705 33714 33723 33732 33741 33750 

GCG GAA AAC GTC GAC ATC GTC TAC AAC TCC AAC CTC ACG GTG CTG CCG GAG AAG 

AENVDIVYNSNLTVLPEK 
RKTSTSSTTPTSRCCRRR 
GKRRHRLQLQPHGAAGE G 

KSRKGCKLLTPIPADQSP 
RRGSGAS*SRRSRRTRRR 
DEVAERVELADPDARGAV 

CAG AAG CTG GCG AAG GGC GTG AAG TTC TCG CAG CCC TAG CCG CGC AGG ACG CTG 
33759 33768 33777 33786 33795 33804 

GTC TTC GAC CGC TTC CCG CAC TTC AAG AGC GTC GGG ATC GGC GCG TCC TGC GAC 

VFDRFPHFKSVGI GASCD 
SSTASRTSRASGSARPAT 
LRPLPALQERRDRRVLRR 

TPSTKSRMRWGAPHSTKT 
RRRPRRACGGARSTPRRR 
ADALDELADALGRLPVDE 

CCG CAG CCG CTC CAG AAG CTC GCG TAG GCG GTC GGG CGC TTC ACC CTG CAG AAG 
33813 33822 33831 33840 33849 33858 

GGC GTC GGC GAG GTC TTC GAG CGC ATC CGC CAG CCC GCG AAG TGG GAC GTC TTC 
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v ^ * v * ** R I~ • K Q P A' K W D V F 
ASARSSSASASPRSGTSS 
RRRGLRAHPPAREVGRLR 

AFTRRALVSTFRHSWTAG 
RSRVGHWSRPSGTAGPRG 
DRVYATGLGLHVQPELDG 

CAG CGC TTG CAT GCG GCA CGG TTC TGG CTC CAC TTG GAC ACC GAG GTC CAG CGG 
33867 33876 33885 33894 33903 33912 

GTC GCG AAC GTA CGC CGT GCC AAG ACC GAG GTG AAC CTG TGG CTC CAG GTC GCC 

VANVRRAKTEVNLWLQVA 
SRTYAVPRPR*TCGSRSP 
RERTPCQDRGEPVAPGRP 

CRSFRHPSRSRSSKARSS 
AAASGTPVAPGAARRGRP 
R LPQVQPSQPVQQEEGAL 

GGC GTC GCC GAC TTG GAC ACC CCT GAC GCC CTG GAC GAC GAG AAG CGG GCG CTC 
33921 33930 33939 33948 33957 33966 

CCG CAG CGG CTG AAC CTG TGG GGA CTG CGG GAC CTG CTG CTC TTC GCC CGC GAG 

PQRLNLWGLRDLLLFARE 
RSG*TCGDCGTCCSSPAR 
AAAEPVGTAGPAALRPRG 

PRSASRALTTCHGSSRDT 
PGRRPGPWHRATARRGTP 
LAEVRVQGIDHLPGVVQR 

CTC CCG GAG CTG CGC CTG GAC CGG TTA CAG CAC GTC ACC GGG CTG CTG GAC AGC 
33975 33984 33993 34002 34011 34020 

GAG GGC CTC GAC GCG GAC CTG GCC AAT GTC GTG CAG TGG CCC GAC GAC CTG TCG 

EGLDADLANVVQWPDDLS 
RASTRTWPMSCSGPTTCR 
GPRRGPGQCRAVARRPVG 

ALRGSSSFRRAVTSSASS 
RWDGPRPSAVPSRRAPRV 
DGIERVLLLSPRGDLQGF 

CAG CGG TTA GAG GGC CTG CTC CTC TTC GCT GCC CGC TGG CAG CTC GAC CGG CTT 
34029 34038 34047 34056 34065 34074 

GTC GCC AAT CTC CCG GAC GAG GAG AAG CGA CGG GCG ACC GTC GAG CTG GCC GAA 

VANLPDEEKRRATVE LAE 
SPISRTRRSDGRPSSWPN 
R QSPGRGEATGDRRAGRT 

ASHHSPRSQLLGAAWRRA 
RRTTRRGPSSCARRGDAP 
EGLPAVAQVPALGGGMQP 



GAG CGG CTC ACC ACG CTG CCG GAC CTG ACC TCG TTC GGG CGG CGG GTA GAC GCC 

- 133- 



34083 34092" 34 TOT 341 10 34119 34128 

CTC GCC GAG TGG TGC GAC GGC CTG GAC TGG AGC AAG CCC GCC GCC CAT CTG CGG 

LAEWCDGLDWSKPAAHLR 
SPSGATAWTGASPPp ICG 
RRVVRRPGLEQARRp SAG 

SLANMFAASGDS S IASPP 
ASRT* SRRQGTRVSRRLL 
RQAREHVGSVRGFQDGFS 

CGC GAC TCG CGC AAG TAC TTG CGG CGA CTG GGC AGG CTT GAC TAG CGG CTT CCT 
34137 34146 34155 34164 34173 34182 

GCG CTG AGC GCG TTC ATG AAC GCC GCT GAC CCG TCC GAA CTG ATC GCC GAA GGA 

ALSAFMNAADPSELIAEG 
R*ARS*TPLTRPN*SPKE 
AERVHERR*PVRTDRRR R 

THAPRRFSGQNGLPQALG 
LI LPDAFAARTASPSRLV 
( SYSRTPSLQGPQRPAACS 

M= CCT CAT ACT CGC CCA GCC GCT TTC GAC GGG ACC AAC GGC TCC CCG ACG CGT TCT 
9 34191 34200 34209 34218 34227 34236 

U GGA GTA TGA GCG GGT CGG CGA AAG CTG CCC TGG TTG CCG AGG GGC TGC GCA AGA 

j° GV*AGRRKLPWLPRGCAR 
| EYERVGESCPGCRGAAQD 

;S s(m)sgsakaalvaeglrkt 

r ^> 

g vsglrrqvpevedhglag 

m *PDSVASSPNSRTTGSPV 
fy RRIRSPAPRTRGRRARPC 

q GGA TGC CTA GGC TCT GCC GCG ACC TGC CCA AGC TGG AGC AGC ACG GGC TCC CGT 
111 34245 34254 34263 34272 34281 34290 

CCT ACG GAT CCG AGA CGG CGC TGG ACG GGT TCG ACC TCG TCG TGC CCG AGG GCA 

p TDPRRRWTGSTSSCPRA 

lrirdgagrvrprrargh 
ygsetaldgfdlvvpegt 

HAGQETGVARALGGGYAD 
THARSPGLPAPLVVATRM 
RTRGARDWRRPCSWRRVC 

GGC ACA CGC GGG ACG AGC CAG GGT TGC CGC GCC CGT TCT GGT GGC GGC ATG CGT 
34299 34308 34317 34326 34335 34344 

CCG TGT GCG CCC TGC TCG GTC CCA ACG GCG CGG GCA AGA CCA CCG CCG TAC GCA 

p CAPCSVPTARARPPPYA 
RVRPARSQRRGQDHRRTH 
VCALLGPNGAGKTTAVRI 

QA .„GQELRVAATGQHGAEI 
RLVRSLGSPPRARTAPRS 
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AGG ACT CGT GGG ACG AGT TCG GCC TGC CGC CGG CAC GGG ACC ACC GGC CGG AGC 
34353 34362 34371 34380 34389 34398 

TCC TGA GCA CCC TGC TCA AGC CGG ACG GCG GCC GTG CCC TGG TGG CCG GCC TCG 

S*APCSSRTAAVPWWPAS 
PEHPAQAGRRPCPGGRPR 
LSTLLKPDGGRALVAGLD 

HGALGGLHAPVDADGALV 
TVRSAASTRRFMPTVPWY 
HSG RPRRPAGSCRR*RQT 

TAC ACT GGG CGC TCC GGC GGC TCC ACG CGG CCT TGT AGC CGC AGT GGC CGG TCA 
34407 34416 34425 34434 34443 34452 

ATG TGA CCC GCG AGG CCG CCG AGG TGC GCC GGA ACA TCG GCG TCA CCG GCC AGT 

M *PARPPRCAGTSASPAS 
CDPRGRRGAPEHRRHRPV 
VTREAAEVRRNI GVTGQY 

R RDLLDQGAALVQLHPAA 
\* GATSSIRVPRSFRSIHPR 

O GPPRPSGSRGRSGPSTPG 

rj 

GO TGG GCC GCC AGC TCC TCT AGG ACT GGC CGG CGC TCT TGG ACC TCT ACA CCC CGG 
if 34461 34470 34479 34488 34497 34506 

0 ACC CGG CGG TCG AGG AGA TCC TGA CCG GCC GCG AGA ACC TGG AGA TGT GGG GCC 

m TRRSRRS*PAARTWRCGA 
L. PGGRGDPDRPREP GDVGP 

}fj PAVEEILTGRENLEMWGR 

jfj EVVHAAPLRLATRFFQQ L 

p R *WTPRLSACRRVSSSSS 
nj GRGRPGCPPAAGYPLVAP 

CGG AGA TGG TGC ACC CGG CGT CCC TCC GCG TCG CGG CAT GCC TTC TTG ACG ACC 
34515 34524 34533 34542 34551 34560 

GCC TCT ACC ACG TGG GCC GCA GGG AGG CGC AGC GCC GTA CGG AAG AAC TGC TGG 

ASTTWAAGRRSAVRKNCW 
PLPRGPQGGAAPYGRTAG 
LYHVGRREAQRRTEELLE 

LEVQGLGGVLPELVVRAT 
C NSRVSAASLRSLC*EPP 
ATRGSRPRRCAA*ASSPR 

TCG TCA AGC TGG ACT GGC TCC GGC GGC TGT TCG CCG AGT TCG TGA TGA GCC CGC 
34569 34578 34587 34596 34605 34614 

AGC AGT TCG ACC TGA CCG AGG CCG CCG ACA AGC GGC TCA AGC ACT ACT CGG GCG 

SS ST*PRPPTSGSSTTRA 
AV^RPDRGRRQAAQALL GR 
QFDLTEAADKRLKHYSGG 



CAT ACG CCG CGT CCG AGC TGG ACC GGC GGC CTA AGA AGT GGC ACG GGT TCC ACG 
34623 34632 34641 34650 34659 34668 

GTA TGC GGC GCA GGC TCG ACC TGG CCG CCG GAT TCT TCA CCG TGC CCA AGG TGC 

VCGAGSTWPPDSSPCPRC 
YAAQARPGRRILHRAQGA 
MRRRLDLAAGFFTVPKVL 

EQVLGGGAEVRAVAVLDP 
KRSSGVVPRSGRLRLSTQ 
RGPRAWWRGRGACGCRPR 

AGA AGG ACC TGC TCG GGT GGT GGC CGG AGC TGG GCG CGT TGG CGT TGC TCC AGA 
34677 34686 34695 34704 34713 34722 

TCT TCC TGG ACG AGC CCA CCA CCG GCC TCG ACC CGC GCA ACC GCA ACG AGG TCT 



s 


S 


w 


T 


S 


P 


P 


P 


A 


S 


T 


R 


A 


T 


A 


T 


R 


S 


L 


P 


G 


R 


A 


H 


H 


R 


P 


R 


P 


A 


Q 


P 


Q 


R 


G 


L 


F 


L 


D 


E 


P 


T 


T 


G 


L 


D 


P 


R 


N 


R 


N 


E 


V 


1 


L 


H 


D 


T 


R 


H 


D 


L 


L 


A 


G 


G 


H 


Q 


E 


G 


R 


] 


F 


I 


T 


R 


E 


I 


T 


S 


C 


P 


V 


V 


T 


S 


S 


V 


V 


C 


S 


S 


P 


G 


N 


S 


P 


R 


A 


P 


C 


W 


R 


A 


A 


* 


W 


A 



CCT TCT ACC AGG CAA GCT ACC AGC TCG TCC CGT GGT GGC ACG ACG AGT GGT GCG 
34731 34740 34749 34758 34767 34776 

GGA AGA TGG TCC GTT CGA TGG TCG AGC AGG GCA CCA CCG TGC TGC TCA CCA CGC 

GRWSVRWSSRAPPCCSPR 
EDGPFDGRAGHHRAAHHA 
KMVRSMVEQGTTVLLTTQ 

V QLLGVPEGVLDRHDVRA 
YRSSASRSASWIETISAP 
TGPPPRGARRGSRP SRRP 

TCA TGG ACC TCC TCC GGC TGG CCG AGC GGC TGG TCT AGA GCC ACT AGC TGC GCC 
34785 34794 34803 34812 34821 34830 

AGT ACC TGG AGG AGG CCG ACC GGC TCG CCG ACC AGA TCT CGG TGA TCG ACG CGG 

STWRRPTGSPTRSR*STR 
VPGGGRPARRPDLGDRRG 
YLEEADRLADQI SVIDAG 

APDDLAGGLGQL GQHAAV 

RPTTSPVGSVRFDRTPPS 
GRPRRPCGRSGSTGPPRR 

CGG CGC CCC AGC AGC TCC CGT GGG GGC TCT GGG ACT TCA GGG ACC ACC CGC CGC 
34839 34848 34857 34866 34875 34884 

GCC GCG GGG. TCG TCG AGG GCA CCC CCG AGA CCC TGA AGT CCC TGG TGG GCG GCG 
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«... « ^ o t> K A P P R P *' S' P W ' W A A 
PRGRRGHPRDPEVP G G R R 
RGVVEGTPETLKSLVGGD 

PDHHGQRGGLVQRQGRSL 
RITTVRAAVSSRDAAAA* 
GSRPSGPPWRPGTPRRp E 

TGG CCT AGC ACC ACT GGG ACC GCC GGT GGC TCC TGG ACA GCC GGC GGC GCC GAG 
34893 34902 34911 34920 34929 34938 

ACC GGA TCG TGG TGA CCC TGG CGG CCA CCG AGG ACC TGT CGG CCG CCG CGG CTC 

TGSW*PWRPPRTCRPPR L 
PDRGDPGGHRGPVGRRGS 
RI VVTLAATEDLSAAAAQ 

DGAERPGLGLHVGL GATD 
TARKVPVSGSTSASARRi 
PRGS*PSRARPPR R p GGY 

TCC AGC GGG CGA AGT GCC CCT GGC TCG GGC TCC ACC TGC GGC TCC GGG CGG CAT 
34947 34956 34965 34974 34983 34992 

AGG TCG CCC GCT TCA CGG GGA CCG AGC CCG AGG TGG ACG CCG AGG CCC GCC GTA 

U 

D RSPASRGPSPRWTPRPAV 
§3 GRPLHGDRARGGRRGPPY 
Sj VARFTGTEPEVDAEARRI 

J VRRYAVPDAVEHLDHLQQ 
X SAGTRSRTPSRTSITCSS 
f RRAPVRGPRRGRP SRAAA 

P AGC TGC GCG GCC ATG CGC TGG CCC AGC CGC TGG AGC ACC TCT AGC ACG TCG ACG 
H| 35001 35010 35019 35028 35037 35046 

jj TCG ACG CGC CGG TAC GCG ACC GGG TCG GCG ACC TCG TGG AGA TCG TGC AGC TGC 

hi STRRYATGSATSWRS CSC 

RRAGTRPGRRPRGDRAAA 
DAPVRDRVGDLVEIVQLL 

Ap LAVAHDIHRQAARRQi 
RPCPWPTTSTDSRRGVSS 
ARAPGRRPRHTAAGGSAP 

ACG CGC CCG TCC CGG TGC CGC ACC AGC TAC ACA GCG ACG CGG CGG GCT GCG ACC 
35055 35064 35073 35082 35091 35100 

TGC GCG GGC AGG GCC ACG GCG TGG TCG ATG TGT CGC TGC GCC GCC CGA CGC TGG 

CAGRATAWSMCRCAARRW 
ARA .GPRRGRCVAAPPDAG 
RGQGHGVVDVSLRRPTLD 

VHEQVRGVTGTSPLLRDS 
STNRCAVLRAPRLFSGTP 
HRTGARSWGHRDFSPAPR 

TAC TGC ACA AGG ACG TGC GCT GGT TGG CAC GGC CAG CTT CCT TCC TCG GCC AGC 
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351.09: 3517 8 35127" 35136' 35145 35154 

ATG ACG TGT TCC TGC ACG CGA CCA ACC GTG CCG GTC GAA GGA AGG AGC CGG TCG 

MTCSCTRPTVPVEGRSRS 
*RVPARDQPCRSKEGAGR 
DVFLHATNRAGRRKEPVG 

SPRAPFPGSPR*RRSPPR 
HHGHQSPGAPGDGVAPHD 
I I AT S P LARQATV S P Q T T 

CTA CTA CCG GCA CGA CCC TTC CCG GGC GAC CCG GCA GTG GCT GCC GAC CCA CCA 
35163 35172 35181 35190 35199 35208 

GAT GAT GGC CGT GCT GGG AAG GGC CCG CTG GGC CGT CAC CGA CGG CTG GGT GGT 

D DGRAGKGPLGRHRRLGG 
®MAVLGRARWAVTDGWVV rffir - 
*WPCWEGPAGPSPTAGW S^*^ 



GRWCS*SAACDRASRRSC 
AAGVHDVPPAIGPQDEVA 
PRALMILQRRLGPSIK*Q 

M ! GCC GGC GCG GTT GTA CTA GTT GAC CGC CGC GTT AGG GCC CGA CTA GAA GAT GAC 
O 35217 35226 35235 35244 35253 35262 

Q CGG CCG CGC CAA CAT GAT CAA CTG GCG GCG CAA TCC CGG GCT GAT CTT CTA CTG 

£ RPRQHDQLAAQSRADLLL 
**J GRANMINWRRNPGLI FYC 

AAPT*STGGAIPG*SSTA 

P STGS*SPPRRTRTRCRWT 
n| HHERDHRHDEPVHEAAGH 
MINGIMVTTKPYTNPLAM 

p GTA CTA CAA GGG CTA GTA CTG CCA CCA GAA GCC CAT GCA CAA GCC GTC GCG GTA 
rjj 35271 35280 35289 35298 35307 35316 

CAT GAT GTT CCC GAT CAT GAC GGT GGT CTT CGG GTA CGT GTT CGG CAG CGC CAT 



HDVPDHDGGLRVRVRQRH 
MMFP IMTVVFGYVFG SAM 
*CSRS*RWSSGTCSAAPC 

RPPRRHSGRTGSAPATRV 
GHRAATVVALEQHRPQES 
DTAPPPS*RSNRIGPSNP 



CAG GCA CCG CCC GCC GCC ACT GAT GGC GCT CAA GGA CTA CGG CCC CGA CAA GCC 
35325 35334 35343 35352 35361 35370 

GTC CGT GGC GGG CGG CGG TGA CTA CCG CGA GTT CCT GAT GCC GGG GCT GTT CGG 



VRGGRR *LPRVPDAGAVR 
SVAGGGDYREFLMPGLFG 
PWRAAVTTASS*CRGCSD 

PS^ w STRHR*WCAPR*WRPR 
LRHHETDDGAHQGDGARD 
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TGT CCG CTA CTA CAA GCC ACA GCA GTG GTC GTA CGA CCG GCA GTG GTC GCG CCA 
35379 35388 35397 35406 35415 35424 

ACA GGC GAT GAT GTT CGG TGT CGT CAC CAG CAT GCT GGC CGT CAC CAG CGC GGT 

TGDDVRCRHQHAGRHQRG 
QAMMFGVVTSMLAVTSAV 
RR*CSVSSPACWPSPARS 

GPRSRGTGSSASPATPRR 
GPAHGVPEARHRHRLRAD 
ERPTVSRNREIGIACDPT 

GAG GGC CCC GCA CTG GCT GGC CAA GGC GAG CTA CGG CTA CCG CGT CAG CCC GCA 
35433 35442 35451 35460 35469 35478 

CTC CCG GGG CGT GAC CGA CCG GTT CCG CTC GAT GCC GAT GGC GCA GTC GGG CGT 

LPGRDRPVPLDADGAVGR 
SR GVTDRFRSMPMAQ S GV 
PGA*PTGSARCRWRSRAS 

APGCSRRCT*SASRA*SG 
U RQAAAEGVHEARQDL ERD 

ASPRLKASMNLESISSVI 

ffl GCG CGA CCC GGC GTC GAA GCG GCT GTA CAA GTC GAG CGA CTA GCT CGA GTG CTA 
i 35487 35496 35505 35514 35523 35532 

m CGC GCT GGG CCG CAG CTT CGC CGA CAT GTT CAG CTC GCT GAT CGA GCT CAC GAT 

jp 

RAGPQLRRHVQLADRAHD 
6 _ ALGRSFADMFSSLIELTI 
□ RWAAASPTCSAR*SSSRS 

\Z GRSRVAPRSASARPGRCP 
£ EEAASQQDAPAPVLAGAL 
RRPQPSSTPQRQCSPGPL 

GGA GGA GCC GAC GCC TGA CGA CCA GCC GAC CGC GAC CGT GCT CCC GGG GCC GTT 
35541 35550 35559 35568 35577 35586 

CCT CCT CGG CTG CGG ACT GCT GGT CGG CTG GCG CTG GCA CGA GGG CCC CGG CAA 

PPRLRTAGRLALARGPRQ 
LLGCGLLVGWRWHEGPGK 
SSAADCWSAGAGTRAPAR 

APPARAAAATAS SA * RPR 
RQRREPQQQQPAVREDPD 
ASAASPSSSSHR*ESMQT 

CCG CGA CCG CCG CGA GCC CGA CGA CGA CGA CAC CGC GAT GAG CGA GTA GAC CCA 
35595 35604 35613 35622 35631 35640 

GGC GCT GGC GGC GCT CGG GCT GCT GCT GCT GTG GCG CTA CTC GCT CAT CTG GGT 

GAGGARAAAAVAL LAH LG 

alaalgllllw'rysl I W V 

RW""RRSGCCCCGATRS SGS 



PDVQPQQ QG RLGGPRR IH 
PI *RPSSSGGSAAPAAYT 

GCC CTA GAT GGA CCC CGA CGA CGA CGG GGG CCT CCG GCG GCC CCG CCG CAT ACA 
35649 35658 35667 35676 35685 " 35694 

CGG GAT CTA CCT GGG GCT GCT GCT GCC CCC GGA GGC CGC CGG GGC GGC GTA TGT 

RDLPGAAAAPGGRRGGVC 
GIYLGLLLPPEAAGAAYV 
GSTWGCCCPRRPPGRRMC 

AAARSSAPSCRRRAPSSA 
RQQGQRHQRVGEDRRLLH 
GSSGKVISAFVKTEGSFI 

CGG CGA CGA CGG GAA CTG CTA CGA CCG CTT GTG GAA GCA GAG CGG CCT CTT CTA 
35703 35712 35721 35730 35739 35748 

GCC GCT GCT GCC CTT GAC GAT GCT GGC GAA CAC CTT CGT CTC GCC GGA GAA GAT 

AAAALDDAGEHLRLAGED 
PLLPLTMLANTFVSPEKM 
R CCP*RCWRTPSSRRRR C 

RSAPCWRPTSGATRWPTR 
GAPQAGDRLPVRQGGRHG 
GPQSPVMASHFGSDEVTD 

CGG GCC GAC CGA CCC GTG GTA GCG CCT CAC CTT GGG CGA CAG GAG GTG CCA CAG 
35757 35766 35775 35784 35793 35802 

GCC CGG CTG GCT GGG CAC CAT CGC GGA GTG GAA CCC GCT GTC CTC CAC GGT GTC 

ARLAGHHRGVEPAVLHGV 
PGWLGTIAEWNPLSSTVS 
PAGWAPSRSGTRCPPRCP 

RGPATRCDPR*PR S RPRR 
GAPLQEAIRADRAAGPDG 
AQRSSNPLGPTVPPEQTA 

GCG GAC GGC CCT CGA CAA GCC GTT AGG CCC GCA GTG CCC GCC GAG GAC CCA GCG 
35811 35820 35829 35838 35847 35856 

CGC CTG CCG GGA GCT GTT CGG CAA TCC GGG CGT CAC GGG CGG CTC CTG GGT CGC 

RLp GAVRQSGRHGRLLGR 
ACRELFGNPGVTGGSWVA 
PAGSCSAIRASRAAPGSP 

ARSRAPRRRARVAAPARR 
LVRDLQGDGPGYQQQHEE 
SC AISSATAQGTSSSTSK 

GCT CGT GCG CTA GCT CGA CCG GCA GCG GAC CGG GCA TGA CGA CGA CCA CGA GAA 
35865 35874 35883 35892 35901 35910 

CGA GCA CGC GAT CGA GCT GGC CGT CGC CTG GCC CGT ACT GCT GCT GGT GCT CTT 
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EHAI ELAVAWPVLLLVLF 
STRSSWPSPGPYCCWCSS 

AATPAGSGSA*GIVVSSP 
HRQRHAAVPREASSWPLL 

tgsdtrr*rvsl'rhgrpp 

GCA CGG CGA CAG CCA CGC GGC GAT GGC CTG CGA GTC GGC TAC TGG TGC CTT CTT 
35919 35928 35937 35946 35955 35964 

CGT GCC GCT GTC GGT GCG CCG CTA CCG GAC GCT CAG CCG ATG ACC ACG GAA GAA 

RAAVGAPLPDAQP (m) T T E E 
VPLSVRRYRTLSR* PRKK 
CRCRCAATGRSADDHGRR 



FGAILASGRATRS*RVMR 
SVPSSRRVAHRGARGSWA 
PFRRHAGFRTGDPEVPGH 

CCC TTT GGC CGC TAC TCG CGG CTT GGC GCA CGG CAG GCC GAG ATG GCC TGG TAC 
35973 35982 35991 36000 36009 36018 

GGG AAA CCG GCG ATG AGC GCC GAA CCG CGT GCC GTC CGG CTC TAC CGG ACC ATG 

GKPAMSAEPRAVRLYRTM 
GNRR*APNRVPSGSTGPC 
ETGDERRTACRPALPDHA 

RILSNSSRQRAIDSDPSI 
GS*PIRLVSGPSTATRPS 
A QDPFEFFAAQRHRQGPL 

GCG GAC TAG TCC CTT AAG CTT CTT GCG ACG GAC CGC TAC AGC GAC AGG CCC CTC 
36027 36036 36045 36054 36063 36072 

CGC CTG ATC AGG GAA TTC GAA GAA CGC TGC CTG GCG ATG TCG CTG TCC GGG GAG 

R LIREFEERCLAMSLSGE 
A *SGNSKNAAWRCRCPGR 
PD QGIRRTLPGDVAVRGD 



Q 



TPPMWG*MPWSATAAPT 

rrrcggrcrgpppprrp 
ddaadvgvdallrhggpd" 

TAG CAG CCG CCG TAG GTG GGG ATG TAG CCG GTC CTC CGC CAC CGG CGG CCC CAG 
36081 36090 36099 36108 36117 36126 

ATC GTC GGC GGC ATC CAC CCC TAC ATC GGC CAG GAG GCG GTG GCC GCC GGG GTC 

IVGG IHPYIGQEAVAAGV 
SS AASTPTSARRRWPPGS 
RRRHPPLHRPGGGGRRGL 



A A S 



W R p w 



RPA*RRRR R * WCGDRGHG 
ARREGVVVDDGAGMAAMA 

ACG CGC CGC GAG TGG CTG CTG CTG CAG CAG TGG TCG TGG GTA GCG CCG GTA CCG 
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36135 36144 36153 36T62 3617T 36180 

TGC GCG GCG CTC ACC GAC GAC GAC GTC GTC ACC AGC ACC CAT CGC GGC CAT GGC 

CAALTDDDVVTSTHRGHG 
ARRSPTTTSSPAPIAAMA 
RGAHRRRRRHQHPSRPWP 

TRALPASGFRI SAS SHPV 
RGRWPLRGSASAPRATRC 
VDEGLSGVRLPHQGLQAA 

GTG CAG GAG CGG TTC CCT CGG CTG GGC TTC GCC TAC GAC CGG CTC GAC ACG CCG 
36189 36198 36207 36216 36225 36234 

CAC GTC CTC GCC AAG GGA GCC GAC CCG AAG CGG ATG CTG GCC GAG CTG TGC GGC 

HVLAKGADPKRMLAELCG 
TSSPREPTRSGCWPSCAA 
RPRQGSRPEADAGRAVRH 

VAPRFRPRPPEI CAASTL 
SRRGSGPGRRSSARRRR* 
RGGAQVPAAAARHVGGVD 

TGC TGG CGG CCG GAC TTG GCC CCG GCG CCG CCG AGC TAC GTG CGG CGG CTG CAG 
36243 36252 36261 36270 36279 36288 

ACG ACC GCC GGC CTG AAC CGG GGC CGC GGC GGC TCG ATG CAC GCC GCC GAC GTC 

TTAGLNRGRGGSMHAADV 
RPPA*TGAAAARCTPPT S 
DRRP EPGPRRLDARRRrq 

RPT*PALPMTPAPAGMAA 

grrrhrwrcrppprqwrr 

AEADIAGVADHPRAGGDG 

TCG GAG CCG CAG ATA CCG CGG TTG CCG TAG CAC CCC CGC CCG CGG GGG TAG CGG 
36297 36306 36315 36324 36333 36342 

AGC CTC GGC GTC TAT GGC GCC AAC GGC ATC GTG GGG GCG GGC GCC CCC ATC GCC 

SLGVYGANGIVGAGAPIA 
ASASMAPTASWGRAPPSP 
PRRLWRQRHRGGGRPHRR 

PAAQDNWRRPSPRTATAK 
R HPRTTGAARHRGPPpp R 
GTRGPRELPATVAPHRHG 

CGG CCA CGC CGG ACC AGC AAG GTC GCC GCG CCA CTG CCG GCC CAC CGC CAC CGG 
36351 36360 36369 36378 36387 36396 

GCC GGT GCG GCC TGG TCG TTC CAG CGG CGC GGT GAC GGC CGG GTG GCG GTG GCC 

AGAAWSFQRRGDGRVAVA 
PV RPGRSSGAVTAGWRWP 
RCGLVVPAAR*RPQGGGL 

K P S P A S L WP T T S S A N L R A 
RR R RHA*GPRPAPPT*GP 
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AAG AAG CCG CTG CCA CGC GAG TCG GTC CCG CAC CAC GAC CTC CGC AAG TTG GAC 
36405 36414 36423 36432 36441 36450 

TTC TTC GGC GAC GGT GCG CTC AGC CAG GGC GTG GTG CTG GAG GCG TTC AAC CTG 

FFGDGALSQGVVLEAFNL 
SSATVRSARAWCWRRSTW 
LRRRCAQPGRGAGGVQP Q 

ARHRSGTTNTQSFLP*AV 
PGTAAAPPTRRRSCRSRS 
RGQPPQRHHEDALVVAVR 

CGC CGG GAC ACC GCC GAC GGC CAC CAC AAG CAG ACG CTC TTG TTG CCG ATG CGC 
36459 36468 36477 36486 36495 36504 

GCG GCC CTG TGG CGG CTG CCG GTG GTG TTC GTC TGC GAG AAC AAC GGC TAC GCG 

AALWRLPVVFVCENNGYA 
RPCGGCRWCSSARTTATR 
GPVAAAGGVRLREQRLRD 

LRGSSRASAPSGTSLAAP 
WGAAPGPAPRRGPPSPPR 
GAQRQVPRQGAVRHLPRG 

TGG TCG GAC GGC GAC CTG GCC CGC GAC CGG CCG CTG GGC CAC CTC TCC CGC CGG 
36513 36522 36531 36540 36549 36558 

ACC AGC CTG CCG CTG GAC CGG GCG CTG GCC GGC GAC CCG GTG GAG AGG GCG GCC 

TSLPLDRALAGDPVERAA 
PACRWTGRWPATRWRGRP 
QPAAGPGAGRRPGGE GGR 

NPRVARATSPI SASATAS 
TRGSPARPPRFPRRR RRR 
PEAQRRARHVSHVGVGDG 

CCC AAG CCG GAC TGC CGC GCG CGC CAC CTG CCT TAC CTG CGG CTG CGG CAG CGG 
36567 36576 36585 36594 36603 36612 

GGG TTC GGC CTG ACG GCG CGC GCG GTG GAC GGA ATG GAC GCC GAC GCC GTC GCC 

GFGLTARAVDGMDADAVA 
GSA*RRARWTEWTPTPSP 
VRPDGARGGRNGRRRRRR 

AAASATSRQRRPP PGVKR 
RPRRPRRVSGGPRRDWRG 
VRGGLGDFAAAPAATGGE 

CTG CGC CGG CGG CTC CGG CAG CTT GCG ACG GCG GCC CCG CCG CCA GGG TGG AAG 
36621 36630 36639 36648 36657 36666 

GAC GCG GCC GCC GAG GCC GTC GAA CGC TGC CGC CGG GGC GGC GGT CCC ACC TTC 

DAAAEAVERCRRGGGPTF 
TR.PPRPSNAAAGAAVPP s 
RGRRGRRTLPPGRRSHLP 
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SQRV*RNLPWWEKSSCTP 
PSG CRGT*RGGSRRp APp 

QVAAGVPEVAVVGEL L L H 

GAC CTG ACG GCG TGG ATG GCC AAG TTG CCG GTG GTG AGG AAG CTC CTC GTC CAC 
36675 36684 36693 36702 36711 36720 

CTG GAC TGC CGC ACC TAC CGG TTC AAC GGC CAC CAC TCC TTC GAG GAG CAG GTG 

LDCRTYRFNGHHSFEEQV 
WTAAPTGSTATTPSRSRW 
GLPHLPVQRPPLLRGAGG 

SF*RSSASTPSHRARSGS 
ASSGPRRRPR RTAHAHGA 

PQVVPVVGLDALPTRTVR 

CCC GAC TTG ATG GCC CTG CTG CGG CTC CAG CCG CTC ACC GCA CGC GCA CTG GGC 
36729 36738 36747 36756 36765 36774 

GGG CTG AAC TAC CGG GAC GAC GCC GAG GTC GGC GAG TGG CGT GCG CGT GAC CCG 

GLNYRDDAEVGEWRARDP 
G *TTGTTPRSASGVRVTR 
AELPGRRRGRRVACA*PA 

RVWLVRTSP_AVAPAMSAS 
A CGSCGRPRHSPRR WRRR 

QAGLAGAHVTRRGAGDVG 

GAC GCG TGG GTC TCG TGG GCG CAC CTG CCA CGC TGC CGG CCG CGG TAG CTG CGG 
36783 36792 36801 36810 36819 36828 

CTG CGC ACC CAG AGC ACC CGC GTG GAC GGT GCG ACG GCC GGC GCC ATC GAC GCC 

LRTQSTRVDGATAGAIDA 
CAPRAPAWTVRRPAPSTP 
AHPEHPRGRCDGRRHRRR 

VLVSISSATSNARAPRAG 
SWCASRRPRPTRGRP GPG 
LGARQDVLGHLEGARAPG 

CTC TGG TCG TGC GAC TAG CTG CTC CGG CAC CTC AAG CGG GCG CGC CCG GCC CGG 
36837 36846 36855 36864 36873 36882 

GAG ACC AGC ACG CTG ATC GAC GAG GCC GTG GAG TTC GCC CGC GCG GGC CGG GCC 

e tstlideavefar AG r""a" 

R PAR*STRPWSSPARAGP 
DQHADRRGRGVRPRGPGP 

SG ASASCWR*ASPVVGRG 
RGRRPAAGGKHRRC S GVA 
GVGGLRQVVKIGVARGWP 

GGG CTG GGG CGG CTC CGC GAC GTG GTG GAA ATA CGG CTG CCG TGC TGG GGT GCC 
36891 36900 36909 36918 36927 36936 

CCC GAC CCC GCC GAG GCG CTG CAC CAC CTT TAT GCC GAC GGC ACG ACC CCA CGG 
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K ^*KUAAPPLCRRHDPTA 

P T I IQHSCKRVDGRQVLR 
RLSSRIAASAYMVASFWA 
GSHHDSPQVQTC*RASGP 

GGG CCT CAC TAC TAG ACT ACC GAC GTG AAC GCA TGT AGT GGC GCG ACT TGG TCC 
36945 36954 36963 36972 36981 36990 

CCC GGA GTG ATG ATC TGA TGG CTG CAC TTG CGT ACA TCA CCG CGC TGA ACC AGG 

P G V M I *-WLHLRTSPR* TR 
PE * * S DGCTCVHHRAEP G 
RSDDL(g)AALAYI T A L N Q A 



QVVLHRAVVADADEALVH 
SCSSIARSSRTQTKPSST 
A A R R S PARRGRRRRRR PR 

GCG ACG TGC TGC TCT ACC GCG CGC TGC TGG CGC AGA CGC AGA AGC CGC TCC TGC 
36999 37008 37017 37026 37035 37044 

CGC TGC ACG ACG AGA TGG CGC GCG ACG ACC GCG TCT GCG TCT TCG GCG AGG ACG 

h* 

P R CTTRWRATTASASSART 

C A ARRDGARRPRLRLRRGR 

LHDEMARDDRVCVFGEDV 

1 PDAEGLDGLAQVLAEAVS 
$ RIPRVWTALPRCSRKPSP 
J 5 ' A S R G * GPRWPGARAS RRR 

«j ACG CCT AGC CGG AGT GGG TCC AGC GGT TCC CGG ACG TGC TCG CGA AGC CGC TGC 
m 37053 37062 37071 37080 37089 37098 

[jj TGC GGA TCG GCC TCA CCC AGG TCG CCA AGG GCC TGC ACG AGC GCT TCG GCG ACG 

m CGSASPRSPRACTSASAT 
ADRPHPGRQGPARALRRR 
R IGLTQVAKGLHERFGDG 

ADDVGGQRLLGEGAQGGA 
R TTSVGRDSCAKVLRAVP 
VRRRCGGTPAPR*WGPWR 

CTG CGC AGC AGC TGT GGG GGG ACA GCC TCG TCC GGA AGT GGT CGG ACC GGT GGC 
37107 37116 37125 37134 37143 37152 

GAC GCG TCG TCG ACA CCC CCC TGT CGG AGC AGG CCT TCA CCA GCC TGG CCA CCG 

DA SSTPPCRSRPSPAWPP 
TRRRHPPVGAGLHQP GHR 
RVVDTPLSEQAFTSLATG 

RRHRPLSRDHLVLDGRQE 
AAIAPCRGTTSYWIGESS 
Rp SPPAAVPRPTGSGRAA 



CGC GCC GCT ACC GCC CCG TCG CTG GCC AGC ACC TCA TGG TCT AGG GGA GCG ACG 
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37T6T 37T7C 37T79 37188 37197 37206 

GCG CGG CGA TGG CGG GGC AGC GAC CGG TCG TGG AGT ACC AGA TCC CCT CGC TGC 



ARRWRGSDRSWSTRSPRC 
RGDGGAATGRGVPDPLAA 
AAMAGQRPVVEYQIPSLL 

I QHELLDGVLRVLERQHG 
*RTNSCIALWACLNES IV 
RDPTRASRWGPACTRAS S 



AGA TAG ACC ACA AGC TCG TCT AGC GGT TGG TCC GCG TGT TCA AGA GCG ACT ACT 
37215 37224 37233 37242 37251 37260 

TCT ATC TGG TGT TCG AGC AGA TCG CCA ACC AGG CGC ACA AGT TCT CGC TGA TGA 



SIWCSSRSPTRRTSSR** 
LSGVRADRQPGAQVLADD 
YLVFEQIANQAHKFSLMT 

TPLHLDRDGIQHRAGTRA 
PPCTSTGTV*RTGPEPER 
RHAPPPGP*RDPAP SRNA 



GGC CAC CCG TCC ACC TCC AGG GCC AGT GGA TAG ACC ACG GCC CGA GGC CAA GCG 
37269 37278 37287 37296 37305 37314 

CCG GTG GGC AGG TGG AGG TCC CGG TCA CCT ATC TGG TGC CGG GCT CCG GTT CGC 



PVGRWRSRSPIWCRAPVR 
RWAGGGPGHLSGAGLRFA 
GGQVEVPVT YLVPGS GSR 

RAHGALVGVMGVAQECVD 
EPMAPWCESWG*LRNACT 
SPCPRGASRGDRCGTRVR 



CGA GCC CGT ACC GGC CGG TCG TGA GGC TGG TAG GGA TGT CGG ACA AGC GTG TGC 
37323 37332 37341 37350 37359 37368 

GCT CGG GCA TGG CCG GCC AGC ACT CCG ACC ATC CCT ACA GCC TGT TCG CAC ACG 



ARAWPASTPTIPTACSHT 
LGHGRPALRPSLQPVRTR 
SGMAGQHSDHPYSLFAHV 

ADLRDQGGGGRVGVAQQE 
PMLVTRGAVAESA*PRSS 
RC*SPGARWRRPRRRGAA 



AGC CGT AGT TCT GCC AGG ACG GGC GGT GGC GGA GCC TGC GGA TGC CGG ACG ACG 
37377 37386 37395 37404 37413 37422 

TCG GCA TCA AGA CGG TCC TGC CCG CCA CCG CCT CGG ACG CCT ACG GCC TGC TGC 



SASRRSCPPPPRTPTACC 
RHQDGPARHRLGRLRPAA 
GIKTVLPATASDAY GLLL 

RR DTVRVRHGDERRARQH 
EATRSGSGTATKAGLAS I 

- 146- 



R P P G H G" P G P P R R R A S" R : A 



AGA GCC GCC AGG CAC TGG GCC TGG GCC ACC GGC AGA AGC GCG GCT CGC GCG ACT 
37431 37440 37449 37458 37467 37476 

tct. cgg cgg tcc gtg acc cgg acc cgg tgg ccg tct tcg cgc cga gcg cgc tga 
srrsvtrtrwpssrrar"*' 

LGGP*PGPGGRLRAERAD 
SAVRDPDPVAVFAPSALM 

ARDLLDGALEARHREPRG 
PVTSSTEPSSPGTGSPDA 
PCPRPPRRRARGPAARTP 

ACC CGT GCC AGC TCC TCC AGA GGC CGC TCG AGC CGG GCC ACG GCG AGC CCA GCC 
37485 37494 37503 37512 37521 37530 

TGG GCA CGG TCG AGG AGG TCT CCG GCG AGC TCG GCC CGG TGC CGC TCG GGT CGG 

WARSRRSPASSARCRSGR 
GHGRGGLRRARPGAARVG 
GTVEEVSGELGPVPLGSA 

PDVARALVDGDDGGALAH 
yk RIWRVPSSTVTTAVPWHT 
Q GSGGCPRPR*RR RWRGTR 

D 

03 GGG CCT AGG TGG CGT GCC CGC TCC TGC AGT GGC AGC AGC GGT GGC CGG TGA CGC 
f 37539 37548 37557 37566 37575 37584 

yy CCC GGA TCC ACC GCA CGG GCG AGG ACG TCA CCG TCG TCG CCA CCG GCC AGT GCG 

m PGSTARARTSPSSPPASA 
L PDPPHGRGRHRRRHRPVR 
51 RIHRTGEDVTVVATGQCV 

IS _MDGQGDRLGHRVLRRDLH 
TARATASAMASSAD 



n 

nj AHRGPRRPPWPPRPTSR 



P 



ACG TAC AGC GGG ACC GGC AGC GCC TCC GGT ACC GCC TGC TCC GCA GCT AGC TCC 
37593 37602 37611 37620 37629 37638 

TGC ATG TCG CCC TGG CCG TCG CGG AGG CCA TGG CGG ACG AGG CGT CGA TCG AGG 

CMSPWPSRRPWRTRRRSR 
ACRPGRRGGHGGRGVDRG 
HVALAVAEAMADEAS IEV 

HIRARDVRHVPLRDPRRR 
TSG RVI *GTSQSVIRADA 
Pp DACSRGPPSPSSGPTP 

ACC ACC TAG GCG CGT GCT AGA TGG GCC ACC TGA CCC TCT GCT AGG CCC GCA GCC 
37647 37656 37665 37674 37683 37692 

TGG TGG ATC CGC GCA CGA TCT ACC CGG TGG ACT GGG AGA CGA TCC GGG CGT CGG 

WWIRARSTRWTGRRSGRR 
G GSAHDLPGGLGDDPGVG 
VDPRTIYPVDWET IRASA 



LLG SPQDDDIVGVPHAPE 
S FVPRS T TMSSAL R I Hp N 

PSSRVAPR*RHRWGSTRT 

GCC TCT TCT GGC CTG CCG ACC AGC AGT AGC TAC TGC GGT TGG CCT ACA CGC CCA 
37701 37710 37719 37728 37737 37746 

CGG AGA AGA CCG GAC GGC TGG TCG TCA TCG ATG ACG CCA ACC GGA TGT GCG GGT 

RRRPDGWSSSMTPTGCAG 
GEDRTAGRHR*RQPDVRV 
EKTGRLVVIDDANRMCGF 

AALHQGGRRLLE I QRGPG 
PPSTSAVAASCNSRVARG 
RRRPAPWRPPATRDSPGA 

AGC CGC CGC TCC ACG ACC GGT GGC GCC GCC TCG TCA AGC TAG ACT GCC GGG CCG 
37755 37764 37773 37782 37791 37800 

TCG GCG GCG AGG TGC TGG CCA CCG CGG CGG AGC AGT TCG ATC TGA CGG CCC GGC 

SAARCWPPRRSSS I * R P G 
RRRGAGHRGGAVRSDGPA 
U GGEVLATAAEQFDLTARP 

o 

C" PPHGPRVARDDGVREHEV 

Kl RRTVRGSPATMG*ASTSS 

£ GAPS GAPRRP*GRRARAR 

£ GGG CCG CCC ACT GGG CCG GCC TGC CGC GCC AGT AGG GGA TGC GCG AGC ACG AGC 
37809 37818 37827 37836 37845 37854 

!L. CCC GGC GGG TGA CCC GGC CGG ACG GCG CGG TCA TCC CCT ACG CGC TCG TGC TCG 

S PGG*PGRTARSSPTRSCS 
!'• PAGDPAGRRGHPLRARAR 
p RRVTRPDGAVIPYALVLD 

LRQQRVRGLQGVRDTGDQ 
WANSGSAAWSVSAIRATR 
GPTAAPRPGASRRSGHRG 

TGG TCC GCA ACG ACG GCC TGC GCC GGG TCG ACT GGC TGC GCT AGG CAC GGC AGG 
37863 37872 37881 37890 37899 37908 

ACC AGG CGT TGC TGC CGG ACG CGG CCC AGC TGA CCG ACG CGA TCC GTG CCG TCC 

TRRCCRTRPS*PTRSVPS 
PGVAAGRGPADRRDPCRP 
QALLPDAAQLTDAIRAVL 

LSAARRPGSEFPLSSSNR 
FHRPVVLGQSSRSLLHIG 
STVRCSSARVRVPSFIFE 

ACT TCA CTG CGC CGT GCT GCT CCG GGA CTG AGC TTG CCC TCT CTT CTA CTT AAG 
37917 37926 37935 37944 37953 37962 

TGA AGT GAC GCG GCA CGA CGA GGC CCT GAC TCG AAC GGG AGA GAA GAT GAA TTC 
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GCT CGC AGC CGG CGC CCA GCA CTG CTA GTG GCA GCC CTG GTT GCT CGA CAC GAC 
37971 37980 37989 37998 38007 38016 

CGA GCG TCG GCC GCG GGT CGT GAC GAT CAC CGT CGG GAC CAA CGA GCT GTG CTG 

RASAAGRDDHRRDQRAVL 
ERRPRVVTITVGTNELCW 
SVGRGS*RSPSGPTSCAG 

PGTDRSRAPCRCWRSRGP 
QVPTEAGQQVAVGGAEVQ 
SSRHRPEKSSLSVVPKSR 

CGA CCT GGC CAC AGA GCC GAG GAA CGA CCT GTC GCT GTG GTG GCC GAA GCT GGA 
38025 38034 38043 38052 38061 38070 

GCT GGA CCG GTG TCT CGG CTC CTT GCT GGA CAG CGA CAC CAC CGG CTT CGA CCT 

O AGPVSRLLAGQRHHRLRP 
D LDRCLGSLLDSDTTGFDL 
5 WTGVSAPCWTATPPASTW 

% PRSRRCRSPPRCHRAHAR 
£ LDAVDVVVRRVATDLMHA 
'f~ STQ*TSLSEASPLTSCTR 

n \ CCT CCA GAC GAT GCA GCT GTT GCT GAG CCG CCT GCC GTC ACA GCT CGT ACA CGC 
m 38079 38088 38097 38106 38115 38124 

If. GGA GGT CTG CTA CGT CGA CAA CGA CTC GGC GGA CGG CAG TGT CGA GCA TGT GCG 

Hi GGLLRRQRLGGRQCRACA 

EVCYVDNDSADGSVEHVR 
( ■ RSATSTTTRRTAVSSMCA 

SRARPSS*GCRGCDPSRR 
RGPGRHRDDAVVA I QAEG 
AVQGATVIMRLSRLRPKA 

GCG CTG GAC CGG GCG CCA CTG CTA GTA GGC GTT GCT GGC GTT AGA CCC GAA GCG 
38133 38142 38151 38160 38169 38178 

CGC GAC CTG GCC CGC GGT GAC GAT CAT CCG CAA CGA CCG CAA TCT GGG CTT CGC 

RD LARGDDHPQRPQSGLR 
ATWPAVTI IRNDRNL GFA 
R PGPR*RSSATTAIWASP 

PSCRRCGGRGPTRRPSRT 
PR VVDADAAGQL GARVVH 
PAFLTPMRRARSDPAS * T 



GCC CCG CTT GTT GCA GCC GTA GGC GGC GCG GGA CCT CAG GCC GCG CCT GAT GCA 
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381 87 38T96 38205 382 T 4 38223 38232 

CGG GGC GAA CAA CGT CGG CAT CCG CCG CGC CCT GGA GTC CGG CGC GGA CTA CGT 

RGE QRRHPPRPGVRRGLR 
GANNVGIRRALESGADYV 
GRTTSASAAPWSPARTTC 

GR* GR C R S AAR G P AR V * ' R 
EEDVGVGPRRGVQHASEG 
NRTLGSVQVGGSRTRPSV 

CAA GGA GCA GTT GGG GCT GTG GAC CTG CGG CGG GCT GGA CCA CGC GCC TGA GTG 
38241 38250 38259 38268 38277 38286 

GTT CCT CGT CAA CCC CGA CAC CTG GAC GCC GCC CGA CCT GGT GCG CGG ACT CAC 

VPRQPRHLDAARPGARTH 
FLVNPDTWTPPDLVRGLT 
SSSTPTPGRRPTWCADSP 

VPRPIAPTRCRRGAATGS 
FQGLFPRLVADDARQLV A 
SSASSHGSYPMTPGSCYR 

f* GCT TGA CCG GCT CCT TAC CGG CCT CAT GCC GTA GCA GCC GGG CGA CGT CAT GGC 
38295 38304 38313 38322 38331 38340 

□ CGA ACT GGC CGA GGA ATG GCC GGA GTA CGG CAT CGT CGG CCC GCT GCA GTA CCG 

TI RTGRGMAGVRHRRPAAVP 
J ELAEEWPEYGIVGPLQYR 
j NWPRNGRSTASSARCSTA 

p=i RGRSWPARRT*RT SACPG 

m VVGVGRREVLEVLPRVRG 

jlj *SGSEVASSSNLSHVCVA 

U1 

Q GAT GCT GGG GCT GAG GTG CCG CGA GCT GCT CAA GTT GCT CAC CTG CGT GTG CCG 

jlj 38349 38358 38367 38376 38385 38394 
CTA CGA CCC CGA CTC CAC GGC GCT CGA CGA GTT CAA CGA GTG GAC GCA CAC GGC 

LRPRLHGARRVQRVDAHG 
YDPDSTALDEFNEWTHTA 
TTPTPRRSTSSTSGRTRP 

TAPRAARRRRRRSRGDRG 
QPQALLVGEGAVPDGMGG 
RHSPSCCAKAPSPIAWGE 

GGA CAC CGA CCC GCT CGT CGT GCG GAA GCG GCC GCT GCC CTA GCG GGT AGG GAG 
38403 38412 38421 38430 38439 38448 

CCT GTG GCT GGG CGA GCA GCA CGC CTT CGC CGG CGA CGG GAT CGC CCA TCC CTC 

PVAGRAARLRRRRDRP S L 
LWLGEQHAFAGDGIAHPS 
CGWASSTPSPATGSPipp 

PP_AASPAPGVSAPARRHA 
R RPQRLPPGWPRQLVGIH 
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GGG CCG CCC CGA CGG CTT CCC CGC CCG GGG TGC CTG CGA CCT CGT GCG GAT ACA 
38457 38466 38475 38484 38493 38502 

CCC GGC GGG GCT GCC GAA GGG GCG GGC CCC ACG GAC GCT GGA GCA CGC CTA TGT 

PGGAAEGAGPTDAGARLC 
PAGLPKGRAPRTLEHAYV 
RRGCRRGGPHGRWSTPMC 

PNPARRGSRSAARSRAAR 
LTRREEGPGRHQALDPQE 
CPEASKARVAISRSIPSS 

CGT CCC AAG CCG CGA GAA GCG GGC CTG GCG CTA CGA CGC GCT CTA GCC CGA CGA 
38511 38520 38529 38538 38547 38556 

GCA GGG TTC GGC GCT CTT CGC CCG GAC CGC GAT GCT GCG CGA GAT CGG GCT GCT 

AGFGALRPDRDAARDRAA 
QGSALFARTAMLREIGLL 
RVRRSSPGPRCCARSGCS 

RPAACRSRPSRGTGGPGS 
H VLHQVGVVLLGVQAAPGA 
3 SST SCV**SSVSRHRR A R 

90 GCT GCT CCA CGA CGT GTG GAT GAT GCT CCT CTG GCT GGA CAC GGC GGC CCG GGC 
± 38565 38574 38583 38592 38601 38610 

CGA CGA GGT GCT GCA CAC CTA CTA CGA GGA GAC CGA CCT GTG CCG CCG GGC CCG 

31 RRGAAHLLRGDRPVPPGP 
L. DEVLHTYYEETDLCRRAR 
ffj TRCCTPTTRRPTCAAGPA 

IS pp SAPPGAGPGPCGAGPR 
g PRAPPHGQVQVQADLVPA 
m QAPQRTARCRSRPMWCRP 

GAC CCG CCC GAC CGC CCA CCG GGA CGT GGA CCT GGA CCC GTA GGT CGT GGC CCC 
38619 38628 38637 38646 38655 38664 

CTG GGC GGG CTG GCG GGT GGC CCT GCA CCT GGA CCT GGG CAT CCA GCA CCG GGG 

LGGLAGGPAPGPGHPAPG 
WAGWRVALHLDLGIQHRG 
GRAGGWPCTWTWAS STGA 

RRPSRPWCTCGPGCAACG 
AAPRGHGARVAPDVHPAV 
_ p PPAVTALVYLRTWMRR L 

GCC GCC GCC CCG CTG GCA CCG GTC GTG CAT GTC GGC CCA GGT GTA CGC CGC GTT 
38673 38682 38691 38700 38709 38718 

CGG CGG CGG GGC GAC CGT GGC CAG CAC GTA CAG CCG GGT CCA CAT GCG GCG CAA 

RRRGDRGQHVQPGPHAAQ 
GG GATVASTYSRVHMRRN 
AAGRPWPARTAGSTCGAT 



osse ' w - K RRRSAGPsPRGA 
AVVVEEGVDVPVRrlggp 

R***RKVSTSQCGAFAAR 

GGC GAT GAT GAT GGA GAA GTG GCT GCA GCT GAC CGT GGG CCG CTT CCG GCG GGC 
38727 38736 38745 38754 38763 38772 

CCG CTA CTA CTA CCT CTT CAC CGA CGT CGA CTG GCA CCC GGC GAA GGC CGC CCG 

PLLLPLHRRRLAPGEGRP 
RYYYLFTDVDWHPAKAAR 
ATTTSSPTSTGTRRRppQ 

RRASARPPG*PGCRRR G R 
EGPAPEHRVEHAAADDAA 
SAPRQSTASRMPRLTTPR 

CGA GCG GCC CGC GAC CGA GCA CCG CCT GGA GTA CCC GGC GTC GCA GCA GCC GGC 
38781 38790 38799 38808 38817 38826 

GCT CGC CGG GCG CTG GCT CGT GGC GGA CCT CAT GGG CCG CAG CGT CGT CGG CCG 

ARRALARGGPHGPQRR R p 
LAGRWLVADLMGRSVVGR 
SPGAGSWRTSWAAASSAA 

GPRSRLAPSWRPAASARR 
DRGRGSRPLGDLRQAPEG 
TGAAVPARSVMSASRQSA 

GCA GGG CCG GCG CTG GCC TCG CGC CCT CTG GTA GCT CCG CGA CGC GAC CGA GCG 
38835 38844 38853 38862 38871 38880 

CGT CCC GGC CGC GAC CGG AGC GCG GGA GAC CAT CGA GGC GCT GCG CTG GCT CGC 

RPGRDRSAGDHRGAALAR 
VPAATGARETIEALRWLA 
SRPRPERGRPSRRCAGSP 

GPASWATGGGPGGRAARE 
VPHRGHPGAAPVVARQAS 
SRTGVMRDRRRSWRASRA 

GCT GGC CCA CGG CTG GTA CGC CAG GGC GGC GGC CCT GGT GGC GCG CGA CGC GCG 
38889 38898 38907 38916 38925 38934 

CGA CCG GGT GCC GAC CAT GCG GTC CCG CCG CCG GGA CCA CCG CGC GCT GCG CGC 

RPGADHAVPPPGPPRAAR 
DRVPTMRSRRRDHRALRA 
TGCRPCGPAAGTTARCAL 

RRARRPSPPTRILGNFTA 
AAPAARRLPRGS SAT SPP 
RPPRPAAFPADQHPRQljj 

AGC GCC GCC CGC GCC GCG CCG CTT CCC CCG CAG GAC TAC TCC GGC AAC TTC CAC 
38943 38952 38961 38970 38979 38988 

TCG CGG CGG GCG CGG CGC GGC GAA GGG GGC GTC CTG ATG AGG CCG TTG AAG GTG 
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S R R A R R G r E G G V E <m) R p l K v 
RGGRGAAKGAS * G R * R W & 

AAGAARRRGRPDEAVEGG 

STLMGSRTGPL S I ^ I E T G 
AP*CGAAPGPSRHRSRR V 
RQDVDRQPDRPAIGPDGY 

CGC GAC CAG TTG TAG GGC GAC GCC CAG GGC CCC TCG CTA CGG ACC TAG AGG CAT 
38997 39006 39015 39024 39033 39042 

GCG CTG GTC AAC ATC CCG CTG CGG GTC CCG GGG AGC GAT GCC TGG ATC TCC GTA 

ALV NIPLRVPGSDAWISV 
RWSTSRCGSRGAMPGSPY 
AGQHPAAGPGERCLDLRT 

GCPYPPMWHTTALRISPS 
GVp IRRCGTPRRWGSPR A 
GWLSVAADLPDDGVQHVP 

GGG GGT GTC CCT ATG CCG CCG TAG GTC ACC CAG CAG CGG TTG GAC TAC CTG CCC 
39051 39060 39069 39078 39087 39096 

CCC CCA CAG GGA TAC GGC GGC ATC CAG TGG GTC GTC GCC AAC CTG ATG GAC GGG 

PP QGYGGIQWVVANL MDG _ 
PHRDTAASSGSSPT *WTG 
PT GIRRHPVGRRQ PDGRA 

SSSPWSTKRSPAGPLGAP 
APVRGRPRGAPHGPCGPR 
QQFEAVLDEQQTGRAARG 

GAC GAC CTT GAG CCG GTG CTC CAG AAG GAC GAC CCA CGG GGC CCG TCG GGC CGG 
39105 39114 39123 39132 39141 391 50 

CTG CTG GAA CTC GGC CAC GAG GTC TTC CTG CTG GGT GCC CCG GGC AGC CCG GCC 

LLE LGHEVFLLGAPGSPA 
CW NSATRSSCWVPRAARP 
AGTRPRGLPAGCPGQPQR 

RGPSVTTGAPSGSSISRH 
VGPASRRAPPRAPP SRAT 
SARPQGDHRRALRLLDLP 

CCT GCG GGC CCC GAC TGG CAG CAC GGC CGC CCG CTC GGC CTC CTC TAG CTC GCC 
39159 39168 39177 39186 39195 39204 

GGA CGC CCG GGG CTG ACC GTC GTG CCG GCG GGC GAG CCG GAG GAG ATC GAG CGG 

GRPGLTVVPAGEPEE IER 
DARG*PSCRRASRRRSSG 
TPGADRRAGGRAGGDRAV 

SRVA STSTTWSWLPP TMP 
AASR PRRRPGRGCRR H *R 
PQPGRVDVHDVVVAATDD 

ACC GAC GCC TGG CGC CTG CAG CTG CAC CAG GTG CTG GTG TCG CCG CCA CAG TAG 
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39213 39222 39231 39240 39249 39258 

TGG CTG CGG ACC GCG GAC GTC GAC GTG GTC CAC GAC CAC AGC GGC GGT GTC ATC 



WLRTADVDVVH DH SGGVI 
GCGPRTSTWSTTTAAVSS 
AADRGRRRGPRPQRRCHR 

GAPSGGPVAKMLECWKVV 
GPRAAAPCRR**SAGS*W 
ARGPQRRAGGEDARVVEG 



CCG GGC CGG CCC GAC GGC GGC CCG TGG CGG AAG TAG TCG AGC GTG GTG AAG TGG 
39267 39276 39285 39294 39303 39312 

GGC CCG GCC GGG CTG CCG CCG GGC ACC GCC TTC ATC AGC TCG CAC CAC TTC ACC 



GPAGLPPGTAFIS SHHFT 
ARPGCRRAPPSSARTTSP 
PGRAAAGHRLHQLAP LHH 

RGTLGTPQV*LERACRAW 
GAP* GRPSYRCNGPAARG 
GPRDVGHATGVTGPRLAG 



TGG GCC GGC CAG TTG GGG CAC CCG ACA TGG ATG TCA AGG GCC CGC GTC GCG CGG 
39321 39330 39339 39348 39357 39366 

ACC CGG CCG GTC AAC CCC GTG GGC TGT ACC TAC AGT TCC CGG GCG CAG CGC GCC 



TRPVNPVGCTYSSRAQRA 
PGRSTPWAVPTVP GRSAP 
PAGQPRGLYLQFP GAARP 

QPPPSSAGTIGIGTSGAR 
SRPRRRRARSGSGPRGPA 
VAPAAVVRGHDRDRDVRR 



GTG ACG CCC CCG CCG CTG CTG CGC GGG CAC TAG GGC TAG GGC CAG CTG GGC CGC 
39375 39384 39393 39402 39411 39420 

CAC TGC GGG GGC GGC GAC GAC GCG CCC GTG ATC CCG ATC CCG GTC GAC CCG GCG 



HCGGGDDAPVIPIPVDPA 
TAGAATTRP*SRSRS TRR 
LRGRRRRARDPDP GRPGA 

*RDAASWTALSSKRSKMP 
SGTRRPGPPWPPSGAR*P 
AVPGGRVLHGLLVEQ EEH 



GCG ATG GCC AGG CGG CGC CTG GTC CAC CGG TTC CTC CTG AAG GAC GAG AAG TAC 
39429 39438 39447 39456 39465 39474 

CGC TAC CGG TCC GCC GCG GAC CAG GTG GCC AAG GAG GAC TTC CTG CTC TTC ATG 



RYRSAADQVAKEDFLLFM 
ATGPPRTRWPRRTSCSSW 
LPVRRGPGGQGGLPALHG 

RT.JSGC LPASSAAANACAQ 
APRAACPPAPPPRTRARR 
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CCC GCC CAG AGC GGC GTG TTC CCC CGC GAC CTC CGC CGG CGC AAG CGC GTG CGG 
39483 39492 39501 39510 39519 39528 

GGG CGG GTC TCG CCG CAC AAG GGG GCG CTG GAG GCG GCC GCG TTC GCG CAC GCC 

GRVS PHKGALEAAAFAHA 
GGSRRTRGRWRRPRSRTP 
AGLAAQGGAGGGRVRARL 

PRRRTSAPGAQSGSYKS S 
RGAGPAPRARRPAPTSRR 
AAPAQHQGPGGPLRLVEV 

ACG CCG GCC GCG GAC CAC GAC CGG CCC GGG CGG ACC CTC GGC CTC ATG AAG CTG 
39537 39546 39555 39564 39573 39582 

TGC GGC CGG CGC CTG GTG CTG GCC GGG CCC GCC TGG GAG CCG GAG TAC TTC GAC 

CGRRLVLAGPAWE PEYFD 
AAGAWCWPGPPGSRSTST 
RPAP GAGRARLGAGVLRR 

IVRRYPEVTSGIPSTPPS 
S*EGTRSSRRASRHPPRR 
LDSAPVARGDLRD TLHAA 

CTC TAG TGA GCG GCC ATG CCG AGC TGG CAG CTC GGC TAG CCA CTC CAC CCG CCG 
39591 39600 39609 39618 39627 39636 

GAG ATC ACT CGC CGG TAC GGC TCG ACC GTC GAG CCG ATC GGT GAG GTG GGC GGC 

EITRRYGSTVEPI GEVGG 
RSLAGTARPSSRSVRWAA 
DHS PVRLDRRADR * GGRR 

RRS SRSAEACAT SAMDWA 
AAARGARRRVRPAPWTGP 
LPPEVQEGGCVRHQGHGL 

CTC GCC GCC GAG CTG GAC GAG CGG AGG CGT GTG CGC CAC GAC CGG TAC AGG GTC 
39645 39654 39663 39672 39681 39690 

GAG CGG CGG CTC GAC CTG CTC GCC TCC GCA CAC GCG GTG CTG GCC ATG TCC CAG 

ERRLDLLASAHAVLAMSQ 
SGGSTCSPPHTRCWPCPR 
AAARPARLRTRGAGHVPG 

TVPGHPPMQHSGPAVTTE 
P*RATPRCRTRAPHSPPR 
RDGPRPAADPALRTRRHD 

CGC CAG TGG CCC GGC ACC CCG CCG TAG ACC ACG CTC GGC CCA CGC TGC CAC CAG 
39699 39708 39717 39726 39735 39744 

GCG GTC ACC GGG CCG TGG GGC GGC ATC TGG TGC GAG CCG GGT GCG ACG GTG GTC 

AVTGPWGGIWCEPGATVV 
RS PGRGAASGASRVRRWS 
GHRAVGRHLVRAGCDGGL 
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£>AA Ti J ^VGTTPVPLPQ RA 
R p RRSRCERRPCPCRSGP 
GLGGHAASGDHARAVAAQ 

AGG CTC CGG CGG CAC TCG CCG TGA GGG CAG CAC CCG TGC CCG TTG CCG ACG GAC 
39753 39762 39771 39780 39789 39798 

TCC GAG GCC GCC GTG AGC GGC ACT CCC GTC GTG GGC ACG GGC AAC GGC TGC CTG 

SEAAVSGTPVVGTGNGCL 
P R P P *AALPSWARATAAW 
RGRRERHSRRGHGQRLPG 

SITGETPSTTPYPVSKAG 
RSRARPRRLRPIRCRSRA 
GLDHGRDAFDHSVAGVER 

CGG CTC TAG CAC GGG AGC CAG CCG CTT CAG CAC CCT ATG CCG TGG CTG AAG CGC 
39807 39816 39825 39834 39843 39852 

GCC GAG ATC GTG CCC TCG GTC GGC GAA GTC GTG GGA TAC GGC ACC GAC TTC GCG 

A E IVPSVGEVVGYGTDFA 
PRSCPRSAKSWDTAPTSR 
RDRALGRRSRGIRHRLRA 

S SARRVRAPSGAD S STRR 
RRLVGSGPLAAPMRRPGA 
GVFCAPGQCPQRCGVLDP 

GGG CTG CTT CGT GCG GCC TGG GAC CGT CCC GAC GGC CGT AGG CTG CTC CAG GCC 
39861 39870 39879 39888 39897 39906 

CCC GAC GAA GCA CGC CGG ACC CTG GCA GGG CTG CCG GCA TCC GAC GAG GTC CGG 

PDEARRTLAGLPASDEVR 
PTKHAGPWQGCRHPTRSG 
RRSTPDPGRAAGIRRGPA 

AATRNHPWTVIASRYTSC 
HPPGTTPGHSSRRVTHPA 
TRRDPQPAMHRDGFP I HL 

GCA CGC CGC CAG GCC AAC ACC CCG GTA CAC TGC TAG CGG CTT GCC ATA CAC CTC 
39915 39924 39933 39942 39951 39960 

CGT GCG GCG GTC CGG TTG TGG GGC CAT GTG ACG ATC GCC GAA CGG TAT GTG GAG 

RAAVRLWGHVTIAERYVE 
VRRSGCGAM*RSPNGMWS 
CGGPVVGPCDDRRTVCGA 

YRLSSAPAVQFHPASARL 
TGCAAPRLSRSTLPRPGS 
LVAPQQGSRGPLSPGLGP 

GTC ATG GCG TCC GAC GAC CGG CCT CGC TGG ACC TTC ACT CCC CGG CTC CGG GCC 
39969 39978 39987 39996 40005 40014 

CAG TAC CGC AGG CTG CTG GCC GGA GCG ACC TGG AAG TGA GGG GCC GAG GCC CGG 
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q y R R I, L A G A T W K * G A EAR 
STAGCWPERPGSEGPRPG 
VPQAAGRSDLEVRGRGPE 



s 



PHVARAEARR*DKDLWPR 
R TSRGPRPVDDTRTWGPA 
APPGGPGRCTTLGQGALP 

TCG CCC ACC TGG CGG GCC CGG AGC CGT GCA GCA GTC AGG AAC AGG TCG GTC CCC 
40023 40032 40041 40050 40059 40068 

AGC GGG TGG ACC GCC CGG GCC TCG GCA CGT CGT CAG TCC TTG TCC AGC CAG GGG 

SGWTARASARRQSLSSQG 
AGGPPGPRHVVSPCPARG 
RVDRPGLGTSSVLVQPGA 

PEPDAVEEAAGMFVLVYA 
RSPTPSRKPRGWS SWCMP 
AAR PRR GRRGGGH L G A C L 

GCG CCG AGC CCC AGC CGC TGG AGA AGC CGG CGG GGG TAC TTC TGG TCG TGT ATC 
40077 40086 40095 40104 40113 40122 

CGC GGC TCG GGG TCG GCG ACC TCT TCG GCC GCC CCC ATG AAG ACC AGC ACA TAG 
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CGG GCC GCG CAG ACC AGC CAC TCT AAC CCC GGG CGC ATT ACG CCT CGC GCG TCC 
40131 40140 40149 40158 40167 40176 

GCC CGG CGC GTC TGG TCG GTG AGA TTG GGG CCC GCG TAA TGC GGA GCG CGC AGG 

ARRVWSVRLGPA* CGARR 
PGASGR*DWGPRNAERAG 
PARL VGEIGARVMRSAQG 

HVVAE GSALPVPVGAAPD 
TCWPRVRPSPSPCGPPRT 
RAGRG* GLRPPRAGRRGP 

CGC ACG TGG TGC CGG AGT GGG CTC CGC TCC CCC TGC CCG TGG GGC CGC CGG CCC 
40185 40194 40203 40212 40221 40230 

GCG TGC ACC ACG GCC TCA CCC GAG GCG AGG GGG ACG GGC ACC CCG GCG GCC GGG 

ACTTASPEARGTGTPAAG 
RAPRPHPRRGGRAPRRPG 
VHHGL TRGEGDGHPGGRV 

VADTVLGRIRDDDDIHRH 
WRTP*WGGSVTTTTSTGT 
GGRRDGAGPYPRRRRHAP 

AGG TGG CGC AGC CAG TGG TCG GGG GCC TAT GCC AGC AGC AGC AGC TAC ACG GCC 
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40239 40248 4025T 40266 40275 40284 

TCC ACC GCG TCG GTC ACC AGC CCC CGG ATA CGG TCG TCG TCG TCG ATG TGC CGG 



STASVTSPRIRSSSSMCR 
PPRRSPAPGYGRRRRCAG 
HRVGHQPPDTVVVVDVPV 

PLVPGIiHAGPVYHLCGSD 
RCCPVSTRAPCMTCAAAT 
AAARSRPARRACLAPLRQ 



ACG CCG TCG TGC CCT GGC TCC ACG CGC GGC CCG TGT ATC ACG TCC GTC GGC GAC 
40293 40302 40311 40320 40329 40338 

TGC GGC AGC ACG GGA CCG AGG TGC GCG CCG GGC ACA TAG TGC AGG CAG CCG CTG 



CGSTGPRCAPGT *CRQPL 
AAARDRGARRAHSAGSRC 
RQHGTEVRAGHIVQAAAV 

VTAEDLPTWISLGRRRCR 
WPPRTWRPGYASGAGAAA 
GRHGRGAPDMHQARAPPL 



AGG TGC CAC CGG AGC AGG TCG CCC CAG GTA TAC GAC TCG GGC GCG GCC GCC GTC 
40347 40356 40365 40374 40383 40392 

TCC ACG GTG GCC TCG TCC AGC GGG GTC CAT ATG CTG AGC CCG CGC CGG CGG CAG 



STVASS SGVHML SPRRRQ 
PRWPRPAGSIC*ARAG GS 
HGGLVQRGPYAEPAPAAA 

PDMYGEDQHWPTAAGYNP 
RTWTARTRTGPRQRATTR 
APGHLGRGPALANGRRLE 



GCG CCC AGG TAC ATC GGG AGC AGG ACC ACG GTC CCG CAA CGG CGC GGC ATC AAG 
40401 40410 40419 40428 40437 40446 

CGC GGG TCC ATG TAG CCC TCG TCC TGG TGC CAG GGC GTT GCC GCG CCG TAG TTC 



RGSM*PSSWCQGVAAP*F 
AGPCSPRPGARALPRRSS 
RVHVALVLVPGRCRAVVR 

PKLIAHGYFDLEDEP IDL 
RS*FPTGMSTSSTRRSTW 
AAESHRAWLLRARGGPHG 



CCG CCG AAG TCT TAC CGC ACG GGT ATC TTC AGC TCG AGC AGG AGG CCC TAC AGG 
40455 40464 40473 40482 40491 40500 

GGC GGC TTC AGA ATG GCG TGC CCA TAG AAG TCG AGC TCG TCC TCC GGG ATG TCC 



GGFRMACP*KSSSSSGMS 
AASEWRAHRSRARPPGCP 
RLQNGVPIEVELVLRDVQ 

L Q ..A AIARCRQFHASEVLE 
CS RPSRGAGSSIRVRSWS 
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TCG TCG ACG CGC CGC TAG CGG GCC GTG GCG ACC TTT ACG CGT GAG AGC TGG TCG 
40509 40518 40527 40536 40545 40554 

AGC AGC TGC GCG GCG ATC GCC CGG CAC CGC TGG AAA TGC GCA CTC TCG ACC AGC 

SSCAAIARHRWKCALSTS 
AAARRSPGTAGNAHSRPA 
QLRGDRPAPLEMRTLDQL 

PVFKEPRVIQPLRAPRDS 
PS SNRRACSRRYGPRGTP 
RPRI EGPARDATAPGAQR 

AGC CCC TGC TTA AAG AGG CCC GCG TGC TAG ACG CCA TCG GCC CGG CCG GAC AGC 
40563 40572 40581 40590 40599 40608 

TCG GGG ACG AAT TTC TCC GGG CGC ACG ATC TGC GGT AGC CGG GCC GGC CTG TCG 

SGTNFSGRTICGSRAGLS 
RGRI SPGARSAVAGPACR 
GDEFLRAHDLR*PGRPVG 

DQRGAIDFYDGTTFDAHE 
rf IRAAPSTSTTARLSTPTS 
M FGPPRRHRLLRGYHLRRA 

*P CTT AGG ACC GCC GGC CGC TAC AGC TTC ATC AGC GGG CAT CAC TTC AGC CGC ACG 
':" 40617 40626 40635 40644 40653 40662 

% GAA TCC TGG CGG CCG GCG ATG TCG AAG TAG TCG CCC GTA GTG AAG TCG GCG TGC 

T" ESWRPAMSK*SPVVKSAC 
h NPGGRRCRSSRP**SRRA 
fjj ILAAGDVEVVARSEVGVL 

ry 

[fi SFLRDYVGRLWELETDDV 

H PSCAITSVACGSWSRTTW 

III RLVPSRLCRAAVGAGHRG 



AGC CTC TTG TCC GCT AGC ATC TGT GGC 
40671 40680 40689 

TCG GAG AAC AGG CGA TCG TAG ACA CCG 



GCG TCG GTG AGG TCG AGG CAC AGC AGG 
40698 40707 40716 

CGC AGC CAC TCC AGC TCC GTG TCG TCC 



SENRRS*TPRSHSSSVSS 
RRTGDRRHRAATPAP CRP 
GEQAIVDTAQPLQLRVVH 

LRPL SAFGDAQFAARHEE 
SGRCRHSDTPRSPQATSR 
RAAAAIRIRRGPLSRPAG 



TGC TCG GCG CCG TCG CTA CGC TTA GGC AGC CGG ACC TTC CGA CGC GCC ACG AGG 
40725 40734 40743 40752 40761 40770 

ACG AGC CGC GGC AGC GAT GCG AAT CCG TCG GCC TGG AAG GCT GCG CGG TGC TCC 



tsrgsdanpsawkaarcs 
ra aaamr irrpgrlr gap 
ep'rqrcesvglegcavll 
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O 



D IVTEVAGMRRSREDP (m) Q 
TS*LKWPGWVAAGKTLCK 
RRDCNGRGGYPPEKR * AN 

AGC AGC TAG TGT CAA AGG TGC CGG GGG TAT GCC GCC GAG GAA AGC AGT CCG TAA 
40779 40788 40797 40806 40815 40824 

TCG TCG ATC ACA GTT TCC ACG GCC CCC ATA CGG CGG CTC CTT TCG TCA GGC ATT 

SSITVSTAPIRRLLSSGI 
RRSQFPRPPYGGSFRQAF 
VDHSFHGPHTAAPFVRHL 

PSRYTGGRFIADAKAPSY 
LHVIREEGSYPMPKLRLI 
STFSVNRGPIHCRS*GSF 

ACT CCA CTT GCT ATG CAA GGA GGG GCC TTA TAC CGT AGC CGA AAT CGG CCT CTT 
40833 40842 40851 40860 40869 40878 

TGA GGT GAA CGA TAC GTT CCT CCC CGG AAT ATG GCA TCG GCT TTA GCC GGA GAA 

* GERYVPPRNMASALAGE 
EVNDTFLPGIWHRL*PEN 
R*TIRSSPEYGIGFSRRI 

HIS*VRAPLPSDMATPRR 
TFQSSEQRYRHIWPRRAA 
LSNVLSKGTATFGHGDPP 

ATC ACT TAA CTG ATC TGA GAA CGG CCA TCG CCA CTT AGG TAC CGG CAG CCC GCC 
40887 40896 40905 40914 40923 40932 

TAG TGA ATT GAC TAG ACT CTT GCC GGT AGC GGT GAA TCC ATG GCC GTC GGG CGG 

**ID*TLAGSGESMAVGR 
SELTRL LPVAVNPWP S GG 
VN*LDSCR*R*IHGRRAA 

EWQ. HAHLVRPAVYT FYPL 
SGNIRTYYERRSTHL IRS 
AGMSARTISEARRIYFVP 

GCG AGG GTA ACT ACG CGC ACA TTA TGA GAG CCG CGC TGC ATA CAT TTT ATG CCC 
40941 40950 40959 40968 40977 40986 

CGC TCC CAT TGA TGC GCG TGT AAT ACT CTC GGC GCG ACG TAT GTA AAA TAC GGG 

RSH*CACNTLGATYVKYG 
APIDARVILSARRM*NTG 
LPLMRV *YSRRDVC K I RE 

PNSHSSVTRNRQIDSADD 
RTAIVPCLAIANSTPPTM 
APQ* SQVCHSQTPHRLR* 

TCG CCC AAC GAT ACT GAC CTG TGT CAC GCT AAC GCA ACC TAC AGC CTC CGC AGT 
40995 41004 41013 41022 41031 41040 

AGC GGG TTG CTA TGA CTG GAC ACA GTG CGA TTG CGT TGG ATG TCG GAG GCG TCA 
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AGA TGA TGC TGC TCG GAA AGC TTG ACC GAA CCG AAG TCC CCT GGA AGC TGG AAC 
41049 41058 41067 41076 41085 41094 

TCT ACT ACG ACG AGC CTT TCG AAC TGG CTT GGC TTC AGG GGA CCT TCG ACC TTG 



STTTSLSNWLGFRGPSTL 
LLRRAFRTGLASGDLRPC 
YYDEPFELAWLQGTFDLA 



DGSIRTNGEAIEDLVGLT 
TVASGLTVRRSKMSSVSR 
p*RQDSH*GGRN*RPCRA 



GCC AGT GGC GAC TAG GCT CAC AAT GGG AGG CGC TAA AGT AGC TCC TGT GGC TCG 
41103 41112 41121 41130 41139 41148 

CGG TCA CCG CTG ATC CGA GTG TTA CCC TCC GCG ATT TCA TCG AGG ACA CCG AGC 



RSPLIRVLPSAISSRTPS 
GHR* SECYPPRFHRGHRA 
VTADP SVTLRDF I ED TER 

EIQVPFRRRLSRANERRC 
K*RSPFVGASRGPMREEA 
NRDPRS FAPPAVP CERKP 



ft! CAA AGA TAG ACC TGC CCT TTT GCG GCC GCC TCG CTG GCC CGT AAG AGA GAA GCC 
hj 41157 41166 41175 41184 41193 41202 

|fl GTT TCT ATC TGG ACG GGA AAA CGC CGG CGG AGC GAC CGG GCA TTC TCT CTT CGG 



nj VSIWTGKRRRSDRAFSLR 

FLSGRENAGGATGHSLFG 
i FYLDGKTPAERPGILSSA 




GTC GCC GGC TGC TCT CGA CCC AGG CCC AAG CTG CCC GGA CCG CCC TTG ACC GGG 
41211 41220 41229 41238 41247 41256 

CAG CGG CCG ACG AGA GCT GGG TCC GGG TTC GAC GGG CCT GGC GGG AAC TGG CCC 



QRPTRAGSGFDGPGGNWP 
SGRRELGPGSTGLAGTGP 
AADE SWVRVRRAWRE LAQ 

LNRTRNRRDRGEGAFHRR 
SIGPE IAATVARARS I GV 
PSEQNSQPP*PGRGRFAS 



TCC TCT AAG GAC CAA GCT AAC GCC GCC AGT GCC GGG AGC GGG CGC TTT ACG GCT 
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41 265 4T274 41283 41292 41301 41310 

AGG AGA TTC CTG GTT CGA TTG CGG CGG TCA CGG CCC TCG CCC GCG AAA TGC CGA 



RRFLVRLRRSRPSPAKCR 
GDSWFDCGGHGPRPRNAD 
EIPGSIAAVTALAREMPT 

RHDRILRGLAGVYERFPP 
VTTAF*GGSHAST SASHP 
SP PR SDAARTRRR VRP I P 

GCT GCC ACC AGC GCT TAG TCG GCG GGC TCA CGC GGC TGC ATG AGC GCC TTA CCC 
41319 41328 41337 41346 41355 41364 

CGA CGG TGG TCG CGA ATC AGC CGC CCG AGT GCG CCG ACG TAC TCG CGG AAT GGG 

RRWSRI SRPSAPTYSRNG 
DGGRESAARVRRRTRGMG 
TVVANQPPECADVLAEWG 

QGGDQLRHDEVAEFPDGL 
SVATRSVTTRSQKSPTAL 
ASRRGPSPPGRSSRLPRW 

CCG ACT GGC GGC AGG ACC TCT GCC ACC AGG AGC TGA CGA AGC TTC CCC AGC GGT 
41373 41382 41391 41400 41409 41418 

GGC TGA CCG CCG TCC TGG AGA CGG TGG TCC TCG ACT GCT TCG AAG GGG TCG CCA 




GIGPQQADGQGPEAPGGA 
GSGRSSPMARARSPRGGP 
A RDGAAPCRGPGARGAGR 



TCG GGC TAG GGG CCG ACG ACC CGT AGC GGG ACC GGG CCG AGC CGG CCG GGG GGC 
41427 41436 41445 41454 41463 41472 

AGC CCG ATC CCC GGC TGC TGG GCA TCG CCC TGG CCC GGC TCG GCC GGC CCC CCG 




CGC TCG ACG ACC ACC ACC CGT TGG CGC 
41481 41490 41499 

GCG AGC TGC TGG TGG TGG GCA ACC GCG 



AGC TGG TGC TGC ACC GTG GGC GGG CAA 
41508 41517 41526 

TCG ACC ACG ACG TGG CAC CCG CCC GTT 




G P S G P F T R V A P P R S G C A V 



GGG ACC CGA CGG GCC GCC ACA AGC ATG ACG GCC TCC TGC CGA TGG CGT CCG GTG 
41535 41544 41553 41562 41571 41580 

CCC TGG GCT GCC CGG CGG TGT TCG TAC TGC CGG AGG ACG GCT ACC GCA GGC CAC 



PWAARRCSYCRRTATAGH 
PGLPGGVRTAGGRLPQAT 
LGCPAVFVLPEDGYRRPP 

ADMRVEGPGVAGQARDTG 
PTWGSRVRA*RARRATRV 
PRGDPG*GPRGRGARPGY 



GCC CGC AGG TAG GCC TGG AGT GGG CCC GGA TGG CGC GGG ACG CGC GCC AGG CAT 
41589 41598 41607 41616 41625 41634 

CGG GCG TCC ATC CGG ACC TCA CCC GGG CCT ACC GCG CCC TGC GCG CGG TCC GTA 



RASIRTSPGPTAPCARSV 
GRPSGPHPGLPRPARGPY 
GVHPDLTRAYRALRAVRT 

HRRPVVHRPDGGEGVQGR 
TGGP SSTGRTAERASRAA 
RAEPPRRAAPRRGRRGPR 



GGC ACG GAG GCC CCC TGC TGC ACG GCG CCC AGC GGA GGG AGC GGC TGG ACC GGC 
41643 41652 41661 41670 41679 41688 

CCG TGC CTC CGG GGG ACG ACG TGC CGC GGG TCG CCT CCC TCG CCG ACC TGG CCG 



PCLRGTTCRGSPPSPTWP 
RASGGRRAAGRLPRRPGR 
VPPGDDVPRVAS LADLAA 

RGQRAETRQSWPPGAARP 
DGRARRPASHGRRVQQGP 
TAGPAGRHATVVASRSGP 



GCA GCG GGG ACC GCG CGG AGC CAC GCG ACA CTG GTG CCG CCT GGA CGA CGG GCC 
41697 41706 41715 41724 41733 41742 

CGT CGC CCC TGG CGC GCC TCG GTG CGC TGT GAC CAC GGC GGA CCT GCT GCC CGG 



RRPWRASVR C! DHGGPAAR 
VAPGAPRCA^TTADLLPG 
SPLARLGAL*PRRTCCPG 

GYPPSRPSPN*RIGASPW 
VTRRHDPRRTED S G P Q — -R G 
SRVATI PAVPKMPDRSVA 



CCT GGC ATG CCG CCA CTA GCC CCG CTG CCC AAA GTA GCC TAG GGC CGA CTG CCG 
41751 41760 41769 41778 41787 41796 

GGA CCG TAC GGC GGT GAT CGG GGC GAC GGG TTT CAT CGG ATC CCG GCT GAC GGC 



GPYGGDRGDGFHRIPADG 
D R „T A V I GATGFI GSRLTA 
TVRR*SGRRVSSDPG*RP 
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A*RQRGARAPRR* GP TGA 
PEGSVARARRGGEVPRER 
L SVASP GRAGAAKLRANG 



GTC CGA GTG GCG ACT GCC GGG CGC GCG CGG CCG GCG GAA GTT GGC CCG CAA GGG 
41805 41814 41823 41832 41841 41850 

CAG GCT CAC CGC TGA CGG CCC GCG CGC GCC GGC CGC CTT CAA CCG GGC GTT CCC 



QAHR*RPARAGRLQPGVP 
RLTADGPRAPAAFNRAFP 
GSPLTARARRPPSTGRSR 

PPRRGPRGPVPPPRCRRS 
RHDAAPGGRSQRLGVDDV 
GTTPPRAAGPSASASMT* 



CGG CCA CCA GCC GCC GGC CCG GCG GGG CCC TGA CCG CCT CCG GCT GTA GCA GAT 
41859 41868 41877 41886 41895 41904 

GCC GGT GGT CGG CGG CCG GGC CGC CCC GGG ACT GGC GGA GGC CGA CAT CGT CTA 



AGGRRP GRPGTGGGRHRL 
PVVGGRAAPGLAEAD IVY 
RWSAAGPPRDWRRPTSST 

GPRRG*DPGRRVDARGPR 
EQGGAE TRDEGFT PGVQD 
KRAAPRLGTRASRRGSRT 



GAA GGA CCG GCG GCC GGA GTC AGG CCA GGA GCG GCT TGC AGC CGG GCT GGA CCA 
41913 41922 41931 41940 41949 41958 

CTT CCT GGC CGC CGG CCT CAG TCC GGT CCT CGC CGA ACG TCG GCC CGA CCT GGT 



LPGRRPQSGPRRT SARPG 
FLAAGL SPVLAERRPDLV 
SWPPASVRSSPNVGPTWS 

PRVGVAPRPAPPATWLPV 
LGFASQQDLHQLRQGSRS 
SASRRSSTSTSSASDLAP 

GCT CCG GCT TGC GGC TGA CGA CCA GCT CCA CGA CCT CCG CGA CAG GTC TCG CCC 
41967 41976 41985 41994 42003 42012 

CGA GGC CGA ACG CCG ACT GCT GGT CGA GGT GCT GGA GGC GCT GTC CAG AGC GGG 

RGRTPTAGRGAGGAVQ SG 
EAERRLLVEVLEALSRAG 
RPNADCWSRCWRRCPERD 

GGPTRVPWSPRPPRRARP 
VARHEYQGARAPRDVRGL 
CRGTNTSALEPPAT*AGS 



TGT GGC GGG CCA CAA GCA TGA CCG GTC GAG CCC GCC CCG CCA GAT GCG CGG GCT 
42021 42030 42039 42048 42057 42066 

ACA CCG CCG GGT GTT CGT ACT GGC CAG CTC GGG CGG GGC GGT CTA CGC GCC CGA 
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T P P G V R T G Q I, G R G G L R A R 
HRPVFVLASSGGAVYAPE 
TARCSYWPARAGRSTRPR 



RVATGPSWGSGARSRRRA 
DFRRVPLGARGPGVGDVP 
T SGGYRSVLGVRGSET*P 

CCA GCT TGG CGG CAT GGC CCT CTG GTC GGG CTG GGC CGG GCT GAG GCA GAT GCC 
42075 42084 42093 42102 42111 42120 

GGT CGA ACC GCC GTA CCG GGA GAC CAG CCC GAC CCG GCC CGA CTC CGT CTA CGG 

GRTAVPGDQPDPARLRLR 
VEPPYRETSPTRPDSVYG 
SNRRTGRPARPGPTP STG 

RWAGGRVRATGASPHRGH 
VGLEAE FALQAPVRI GDT 
CALSRRSRSSHRCESATR 

CGT GCG GTT CGA GGC GGA GCT TGC GCT CGA CAC GGC CGT GAG CCT ACG GCA GGC 
42129 42138 42147 42156 42165 42174 

GCA CGC CAA GCT CCG CCT CGA ACG CGA GCT GTG CCG GCA CTC GGA TGC CGT CCG 

ARQAPPRTRAVPALGCRP 
HAKLRLERELCRHSDAVR 
TPSSASNASCAGTRMPSV 

RPRATSCHRRDRGARGAR 
GHDRPQAIDVTGALAGQA 
ATTARNLLT*PGPWRARR 

ACG GCA CCA GCG CGC CAA CTC GTT ACA GAT GCC AGG GCC GGT CGC GCG GGA CGC 
42183 42192 42201 42210 42219 42228 

TGC CGT GGT CGC GCG GTT GAG CAA TGT CTA CGG TCC CGG CCA GCG CGC CCT GCG 

CRGRAVEQCLRSRPARPA 
AVVARLSNVYGPGQRALR 
PWSRG*AMSTVPASAPCA 

TRHAAASASPPRGPRARA 
PETHQRVPQRRGGPALGH 
PNPT SGCQSVAAARP S GT 

GCC CAA GCC ACA CGA CGG CGT GAC CGA CTG CCG CCG GCG GGC CCC GCT CGG GCA 
42237 42246 42255 42264 42273 42282 

CGG GTT CGG TGT GCT GCC GCA CTG GCT GAC GGC GGC CGC CCG GGG CGA GCC CGT 

RVRCAAALADGGRP GRAR 
GFGVLPHWLTAAARGEPV 
GSVCCRTG*RRPPGASPC 

PTRRDAHPGPSHGRRRR* 
PHEA I RMHDPVI DVD VVD 
RTNPSGCTTRS*TWTSST 

CGC CCA CAA GCC GCT AGG CGT ACA CCA GGC CCT GAT ACA GGT GCA GCT GCT GCA 
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42291 42300 42309 42318 42327 42336 

GCG GGT GTT CGG CGA TCC GCA TGT GGT CCG GGA CTA TGT CCA CGT CGA CGA CGT 



AGVRRSACGPGLCPRRRR 
RVFGDPHVVRDYVHVDDV 
GCSAIRMWSGTMSTSTTS 

GTGARAARGPRRRGAARR 
GPEQERQAAPDAAAPQGG 
VRNRSASRPRTPPPRSGA 

GTG GGC CAA GGA CGA GCG CGA CGC GCC GGC CCA GCC GCC GCC GGC CGA CGG GCG 
42345 42354 42363 42372 42381 42390 

CAC CCG GTT CCT GCT CGC GCT GCG CGG CCG GGT CGG CGG CGG CCG GCT GCC CGC 

HPVPARAARPGRRRPAAR 
TRFLLALRGRVGGGRLPA 
PGSCSRCAAGSAAAGCPP 

P SRRSPRAWKASRGAP SR 
HHVDARAHGSRQAAQQLD 
TTFTPEPTGVESLPRS SI 

GCA CCA CTT GCA GCC GAG CCC GCA CGG GTG AAG CGA CTC GCC GGA CGA CCT CTA 
42399 42408 42417 42426 42435 42444 

CGT GGT GAA CGT CGG CTC GGG CGT GCC CAC TTC GCT GAG CGG CCT GCT GGA GAT 

RGERRL GRAHFAERPAGD 
VVNVGSGVPTSLSGLLEI 
W*TSARACPLR*AACWRS 

TRHSRRSRRPASPAPVTR 
HGTHGAAGDRHAPLPSPG 
TDPTVPPETATRQSRPRD 

GCA CAG GCC ACA CTG GCC GCC GAG GCA GCG CCA CGC GAC CCT CGC CCC TGC CAG 
42453 42462 42471 42480 42489 42498 

CGT GTC CGG TGT GAC CGG CGG CTC CGT CGC GGT GCG CTG GGA GCG GGG ACG GTC 

RVRCDRRLRRGALGAGTV 
VSGVTGGSVAVRWERGRS 
CPV*PAAPSRCAGSGDGP 

RGAPCSAPHRVPGRRVRS 
EVPLAVPQIDCPGAGFEV 
KSRCPLQSSTARARASSS 

GAA GCT GGC CGT CCC GTT GAC CGA CCT ACA GCG TGC CCG GGC GCG GCT TGA GCT 
42507 42516 42525 42534 42543 42552 

CTT CGA CCG GCA GGG CAA CTG GCT GGA TGT CGC ACG GGC CCG CGC CGA ACT CGA 

LRPAGQLAGCRTGPRRTR 
FDRQGNWLDVARARAE LD 
STGRATGWMSHGPAPNST 

AP,JIWGGSRPHGATSPAHA 
PPGGDGQGLTDPLAPLTH 
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GAC CGC CCG GCG GTA GGG GGA CTG GCT CCC ACA GGC CGT CAC GAC CCT CGC ACA 
42561 42570 42579 42588 42597 42606 

CTG GCG GGC CGC CAT CCC CCT GAC CGA GGG TGT CCG GCA GTG CTG GGA GCG TGT 

LAGRHPPDRGCPAVLGAC 
WRAAIPLTEGVRQCWERV 
G GPPSP*PRVSGSAGSVC 

GRRRGPGKRRSASSP*VR 
EVVGAP GRGGRRALRD SA 
SWSAPRAGEAEVR*VTLR 

CGA GGT GCT GCG GCC GGC CCG GGG AAG GCG GAG CTG CGC GAT CTG CCA GTC TGC 
42615 42624 42633 42642 42651 42660 

GCT CCA CGA CGC CGG CCG GGC CCC TTC CGC CTC GAC GCG CTA GAC GGT CAG ACG 

APRRRPGPFRLDALDGQT 
LHDAGRAPSASTR * TVRR 
STTPAGPLPPRRARRSDA 

*VTLRTLRMRPRL SAP SW 
jZ N SP*VR*VCGRVSRHRAG 
TLRD SADSADASPA I GPE 

It- GCA ATC TGC CAG TCT GCG CAG TCT GCG TAG GCG CCT GCC TCG CTA CGG CCC GAG 
J 42669 42678 42687 42696 42705 42714 

S CGT TAG ACG GTC AGA CGC GTC AGA CGC ATC CGC GGA CGG AGC GAT GCC GGG CTC 

m 

, R * T VRRVRR IRGR S DAGL 

Q VRRSDASDASADGAMPGS 
flj LDGQTRQTHPRTERCRAP 

HI GRVWRTTFGPMLAT I LAQ 

Cl GEYGGLPSARC*RQS*PR 
TO VRTGVSHHLGADVSHDPG 

GTG GGA GCA TGG GTG GCT CAC CAC TTC GGG CCG TAG TTG CGA CAC TAG TCC CGG 
42723 42732 42741 42750 42759 42768 

CAC CCT CGT ACC CAC CGA GTG GTG AAG CCC GGC ATC AAC GCT GTG ATC AGG GCC 

HPRTHRVVKPGINAVI RA 
TLVPTEW*SPASTL*SGP 
PSYPPSGEARHQRCDQGL 

VPRNGADPQDGPLSGHRP 
SRGI GLTPSTVLYLGTAP 
PGAS EWRRAP*WT SVRPP 

ACC TGG CCG GCT AAG GGT CGC AGC CCG ACC AGT GGT CCA TCT CTG GGC ACC GCC 
42777 42786 42795 42804 42813 42822 

TGG ACC GGC CGA TTC CCA GCG TCG GGC TGG TCA CCA GGT AGA GAC CCG TGG CGG 

WTGRFPASGWSPGRDPWR 
G P ^ D SQRRAGHQVE TRGG 
DR P I P S VGLVTR * R P VA G 
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RLPRPRGDQRSGRQGTRR 
DYLDHADMKGPAE SVPAA 
TTSTTP.TWRAPLRASRHP 

CCA GCA TCT CCA GCA CCC GCA GGT AGA ACG GCC CTC GGA GCG ACT GGC CAC GCC 
42831 42840 42849 42858 42867 42876 

GGT CGT AGA GGT CGT GGG CGT CCA TCT TGC CGG GAG CCT CGC TGA CCG GTG CGG 

GRRGRGRPSCREPR* PVR 
VVEVVGVHLAGSLADRCG 
S*RSWASILPGASLTGAA 

ADRGGGDFPRERGGRAVP 
PMGAAAMLRANEAAALLQ 
PCGPRRW*VPTRPRRSCS 

GCC CGT AGG GCC GGC GGC GGT AGT TTG CCC GCA AGA GCC GGC GGC GCT CGT TGA 
42885 42894 42903 42912 42921 42930 

CGG GCA TCC CGG CCG CCG CCA TCA AAC GGG CGT TCT CGG CCG CCG CGA GCA ACT 

RASRPPPSNGRSRPPRAT 
GHPGRRHQTGVLGRREQL 
GIPAAAIKRAFSAAASNW 

PRLQGGAPRRGPRAGAPR 
RVSNDEPLADAQAHAQQA 
ASPTTRRCPTPRPTRRSP 

CCG CCT GCC TCA ACA GGA GGC CGT CCC GCA GCC GGA CCC GCA CGC GGA CGA CCC 
42939 42948 42957 42966 42975 42984 

GGC GGA CGG AGT TGT CCT CCG GCA GGG CGT CGG CCT GGG CGT GCG CCT GCT GGG 

GGRSCPPAGRRPGRAPAG 
ADGVVLRQGVGLGVRLLG 
RTELSSGRASAWACACWA 

PGRAHRHRRRPHRGT GRG 
RDEHTGTVADHIDALGAV 
ATRTRAPSPTTSTPWDRS 

GCG CCA GGA GCA CGC ACG GCC ACT GCC GCA GCA CCT ACA GCC GGT CAG GGC GCT 
42993 43002 43011 43020 43029 43038 

CGC GGT CCT CGT GCG TGC CGG TGA CGG CGT CGT GGA TGT CGG CCA GTC CCG CGA 

RGPRACR*RRRGCRPVPR 
AVLVRAGDGVVDVGQ SRD 
RSSCVPVTASWMSASPAT 

TRRLGGRRRGARVRGHRA 
LEAFAVAGDVQEYEATAR 
WNPSPWRATSRSTSPRPA 

GGT CAA GCC GCT TCC GGT GGC GCG GCA GCT GGA CGA GCA TGA GCC GGC ACC GCG 
43047 43056 43065 43074 43083 43092 

CCA GTT CGG CGA AGG CCA CCG CGC CGT CGA CCT GCT CGT ACT CGG CCG TGG CGC 
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p V R R R P P R R R P A R T R P W R 
QFGEGHRAVDLLVL GRGA 
SSAKATAPSTCSYSAVAR 



GPDDRRGARLLRGQRGTA 
EPTMADALEFYAAKGAQQ 
S RP*RTPWSSTPPRAPRN 

CGA GGC CCC AGT AGC GCA GCC GGT CGA GCT TCA TCC GCC GGA ACG GCC GGA CAA 
43101 43110 43119 43128 43137 43146 

GCT CCG GGG TCA TCG CGT CGG CCA GCT CGA AGT AGG CGG CCT TGC CGG CCT GTT 

APGSSRRPARSRRPCRPV 
LRGHRVGQLEVGGLAGLL 
SGVIASASSK*AALPACC 

PVRRVGPHVAAPLRQPLA 
QYVGSVLTFLRQYANRYL 
STCAPCWPSCGSTPTATS 

CGA CCA TGT GCG GCC TGT GGT CCC ACT TGT CGG CGA CCA TCC GCA ACG CCA TCT 
43155 43164 43173 43182 43191 43200 

GCT GGT ACA CGC CGG ACA CCA GGG TGA ACA GCC GCT GGT AGG CGT TGC GGT AGA 

AGTRRTPG*TAAGRRCGR 
LVHAGHQGEQPLVGVAVE 
WYTPDTRVNSRW*ALR* S 

VRLVGRGGGGHRGQEGHR 
SEYFAGAEEETVDKNVTA 
RSTSRGPRRRRSTRT * R P 

CGC TGA GCA TCT TGC GGG GCC GGA GGA GGA GGC ACT GCA GGA ACA AGT GGC ACC 
43209 43218 43227 43236 43245 43254 

GCG ACT CGT AGA ACG CCC CGG CCT CCT CCT CCG TGA CGT CCT TGT TCA CCG TGG 

ATRRTPRPPPP*RPCSPW 
RLVERPGLLLRDVLVHRG 
DS*NAPASSSVTSLFTVA 

ARVDRGAHRQLAGP PRRH 
LVSTAALMGSYLALHVGT 
SCPRRPWCAATSRWT SAP 

GCT CGT GCC TGC AGC GCC GGT CGT ACG GCG ACA TCT CGC GGT CCA CCT GCG GCC 
43263 43272 43281 43290 43299 43308 

CGA GCA CGG ACG TCG CGG CCA GCA TGC CGC TGT AGA GCG CCA GGT GGA CGC CGG 

RARTSRPACRCRAPGGRR 
EHGRRGQHAAVERQVDAG 
STDVAASMPL*SARWTPV 



VAAPRPLLRRRRRPLLRP 
SLLPDLFCAADGALYYGP 
PCCRTSSAPPTAPSTTAP 

ACC TGT CGT CGC CCA GCT CCT TCG TCC GCC GCA GCG GCC GCT CCA TCA TCG GCC 
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43317 43326 43335' 43344 43353 ' 43362 

TGG ACA GCA GCG GGT CGA GGA AGC AGG CGG CGT CGC CGG CGA GGT AGT AGC CGG 



WTAAGRGSRRRRRRGS SR 
GQQRVE EAGGVAGEVVAG 
DSSGSRKQAASPAR**PG 

RPLQRRRLLLGAGGTRGA 
GHFSDAVYSFDQEVRVGP 
ATSATP STPSTRSWGYAR 



CCG GCA CCT TCG ACA GCC GCT GCA TCC TCT TCA GGA CGA GGT GGG CAT GCG GGC 
43371 43380 43389 43398 43407 43416 

GGC CGT GGA AGC TGT CGG CGA CGT AGG AGA AGT CCT GCT CCA CCC GTA CGC CCG 



GRGS CRRRRRSPAPPVRP 
AVEAVGDVGEVLLHPYAR 
PWKLSAT*EKSCSTRTPG 

PLRREGHPRARDP I GRGA 
QYVGNAMLDRVTPSEEVL 
S TSATRWSTACPRPNRSW 



CGA CCA TCT GCG GCA AGC GGT ACT CCA GCG CGT GCC AGC CCC TAA GGA GCT GGT 
43425 43434 43443 43452 43461 43470 

GCT GGT AGA CGC CGT TCG CCA TGA GGT CGC GCA CGG TCG GGG ATT CCT CGA CCA 



AGRRRSP*GRARSGIPRP 
LVDAVRHEVAHGRGFLDQ 
W*TPFAMRSRTVGDSSTS 

LGADGGPRRTGPPAGPVP 
SALMAELDAHERRREL FR 
RPWCRRWTPTNGAASWSG 



CGC TCC GGT CGT AGC GGA GGT CCA GCC GCA CAA GGG CCG CCG CGA GGT CCT TGG 
43479 43488 43497 43506 43515 43524 

GCG AGG CCA GCA TCG CCT CCA GGT CGG CGT GTT CCC GGC GGC GCT CCA GGA ACC 



ARPASPPGRRVPGGAPGT 
RGQHRLQVGVFPAALQEP 
EAS IASRSACSRRRSRNR 

GPPLRFRRQVPGRAAPDG 
DQHCVFGVSYRDGRLP IV 
TRTASSVSATGTGACR S * 



CCA GGA CCA CCG TCT GCT TTG GCT GCG ACA TGG CCA GGG GCG CGT CGC CCT AGT 
43533 43542 43551 43560 43569 43578 

GGT CCT GGT GGC AGA CGA AAC CGA CGC TGT ACC GGT CCC CGC GCA GCG GGA TCA 



GPGGRRNRRCTGPRAAGS 
VLVADE TDAVPVPAQRDH 
SWWQTKPTLYRSPRSGIT 

L V RGPRQHRQHGRHAFQ 
WYWGDPASIVNIGGTPSS 
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GGG TCA TGG TCG GCA GGC CCC GCG ACT ACT GCA ACT ACG GGG GAC ACC CGC TTG 
43587 43596 43605 43614 43623 43632 

CCC AGT ACC AGC CGT CCG GGG CGC TGA TGA CGT TGA TGC CCC CTG TGG GCG AAC 

PSTSRPGR**R*CPLWAN 
PVPAVRGADDVDAPCGRT 
QYQPSGALMTLMPPVGEL 

AAALRGALLGLDRRQPLD 
PLLSGGQWYGWIAVNRF I 
PCCRAARGTAGSRSTAS S 

ACC CGT CGT CGC TCG GCG GGA CGG TCA TCG GGG TCT AGC GCT GCA ACG CCT TCT 
43641 43650 43659 43668 43677 43686 

TGG GCA GCA GCG AGC CGC CCT GCC AGT AGC CCC AGA TCG CGA CGT TGC GGA AGA 

WAAASRPASSPRSRRCGR 
G QQRAALPVAPDRDVAED 
GSSEPPCQ*PQIATLRKI 

RAPPPEEPAQLHRRGPGL 

H EHPRRNKLHKSIVGARGS 

O RTRAATR*TSPSSAPGAR 

U 

%f AGA GCA CGC CCG CCG CCA AGA AGT CCA CGA ACC TCT ACT GCG GCC GGG CCG GGC 

J 43695 43704 43713 43722 43731 43740 

15 TCT CGT GCG GGC GGC GGT TCT TCA GGT GCT TGG AGA TGA CGC CGG CCC GGC CCG 

m — — — — — — — 

SRAGGGS SGAWR*RRPGP 
H LVRAAVLQVLGDDAGPAR 
fjy SCGRRFFRCLEMTPARPE 

HI 

Ui RRHRLRVGRQGA*RHRPG 

Q ADIVYDFEESVLEGTDPD 

fl| PTSSTTSSRASWSVPTPT 

TCC GCA GCT ACT GCA TCA GCT TGA GGA GCG ACT GGT CGA GTG GCC ACA GCC CCA 
43749 43758 43767 43776 43785 43794 

AGG CGT CGA TGA CGT AGT CGA ACT CCT CGC TGA CCA GCT CAC CGG TGT CGG GGT 

RRR*RSRTPR*PAHRCRG 
GVDDVVELLADQLTGVGV 
ASMT*SNSSLTSSPVSGS 

AVGGWGRPRRRVARAQGH 
LWEAGAARDGDFLVRKVT 
WGSRGLRATATSCCAS SR 

GGT CGG TGA GGC GGG GTC GGC GCG CCA GCG GCA GCT TGT CGT GCG CGA ACT GGC 
43803 43812 43821 43830 43839 43848 

CCA GCC ACT CCG CCC CAG CCG CGC GGT CGC CGT CGA ACA GCA CGC GCT TGA CCG 

PATPPQPRGRRRTARA* P 
QP 5> kRP SRAVAVEQHALDR 
SHSAPAARSPSNSTRLTV 



RGRHRRRGAQGREEPARP 
VGETVDAGQKVANKLLVH 
SARPSTPARSSR TR*SCT 



ACT GCG GGA GCC ACT GCA GCC GCG GGA CGA ACT GGC GCA AGA AGT CCT CGT GCA 
43857 43866 43875 43884 43893 43902 

TGA CGC CCT CGG TGA CGT CGG CGC CCT GCT TGA CCG CGT TCT TCA GGA GCA CGT 



*RPR*RRRPA*PRS SGAR 
DALGDVGALLDRVLQEHV 
TPSVTSAPCLTAFFRSTW 

RLRRPRGALLPRRSRLDE 
DFDDRDVQWSRVDPGF IK 
TSTTATSRGPASTPVSSR 



CCA GCT TCA GCA GCG CCA GCT GGA CGG TCC TCG CCT GCA GCC CTG GCT TCT AGA 
43911 43920 43929 43938 43947 43956 

GGT CGA AGT CGT CGC GGT CGA CCT GCC AGG AGC GGA CGT CGG GAC CGA AGA TCT 



GRSRRGRPARSGRRDRRS 
VEVVAVDLPGADVGTEDL 
SKSSRSTCQERTSGPKIF 

ALRDGLGGQGLAAARREQ 
PWDIAWDEKGWRLLVGNK 
RGTSRGTRRAGACCCATR 

AGC CGG TCA GCT AGC GGG TCA GGA GGA ACG GGG TCG CGT CGT CGT GCG GCA AGA 
43965 43974 43983 43992 44001 44010 

TCG GCC AGT CGA TCG CCC AGT CCT CCT TGC CCC AGC GCA GCA GCA CGC CGT TCT 

SASRSPSPPCPSAAARRS 
RPVDRPVLLAPAQQHAVL 
GQS IAQSSLPQRSSTPFL 

GHLRPLRGGGARRRPRHH 
VTYGRSDVEELAGVLD I I 
SRTVAPTSRRWRAS STSS 

ACT GGC ACA TTG GCG CCC TCA GCT GGA GGA GGT CGC GCG GCT GCT CCA GCT ACT 
44019 44028 44037 44046 44055 44064 

TGA CCG TGT AAC CGC GGG AGT CGA CCT CCT CCA GCG CGC CGA CGA GGT CGA TGA 

*PCNRGSRPPPARRRGR* 
DRVTAGVDLLQRADEVDD 
TV*PRESTSSSAPTRSMM 

HPVLLRDVRRHPLAPLDG 
TRCS SAISEGIHYRPFTE 
PAARPPSRSASTTARSPR 



ACC ACG CCG TGC TCC TCC 
44073 44082 
TGG TGC GGC ACG AGG AGG 



GCT AGC TGA GCG GCT ACA 
44091 44100 
CGA TCG ACT CGC CGA TGT 



CCA TCG CGC CCT TCC AGA 
44109 44118 
GGT AGC GCG GGA AGG TCT 
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W C G T" R R R S T R K C G S A G R S 
GAARGGDRLADVVAREGL 
VRHEEAIDSPMW*RGKVS 



TGIAERVHRGQQALLGGH 
RELLKVSMGAKSLL SAAT 
GNWYS *PCAPRASCPPRR 



GGG CAA GGT TAT CGA AGT GCC TGT ACG GCC GGA ACG ACT CGT TCC TCC GGC GGC 
44127 44136 44145 44154 44163 44172 

CCC GTT CCA ATA GCT TCA CGG ACA TGC CGG CCT TGC TGA GCA AGG AGG CCG CCG 



PVPIASRTCRPC*ARRPP 
PFQ* LHGHAGLAEQGGRR 
RSNSFTDMPALLSKEAAV 

I GGAWRRDRASKQVHLEG 
SGAPGGGIVLVKKSMSSG 
PD RRGVAS*SCKKPCPAG 



ACC TAG GGC GGC CGG GTG GCG GCT AGT GCT CGT GAA AAA ACC TGT ACC TCG AGG 
44181 44190 44199 44208 44217 44226 

TGG ATC CCG CCG GCC CAC CGC CGA TCA CGA GCA CTT TTT TGG ACA TGG AGC TCC 



WIPPAHRRSRALFWTWSS 
RPTADHEHFFGHGAP 
GPPPITSTFLDMELP 
<^ 

* T E R R P A N R I S I F M R 
E P K V D R R (m) A S L F S C G 
WQYNLN* TAACQPYFHVD 



GGT GAC TAT TAA GTC CAA AGT GCA GCG CCG CGT AAC GCC TAT CTT TAC TTG TAG 
44235 44244 44253 44262 44271 44280 

CCA CTG ATA ATT CAG GTT TCA CGT CGC GGC GCA TTG CGG ATA GAA ATG AAC ATC 



PLIIQVSRRGALRIEMNI 
H**FRFHVAAHCG*K*TS 
TDNSGFTSRRIADRNEHP 

CPYNHFVEGLTTAVS * H F 
ARTI TFYKESHLRSARTS 
PVPLQSI SRRTYDRRELP 



GCC GTG CCC ATT AAC ACT TTA TGA AGA GGC TCA CAT CAG CGC TGC GAG ATC ACC 
44289 44298 44307 44316 44325 44334 

CGG CAC GGG TAA TTG TGA AAT ACT TCT CCG AGT GTA GTC GCG ACG CTC TAG TGG 



RHG*L*NTSPSVVATL*W 
GTGNCEILLRV*SRRSSG 
ARVI VKYFSECSRDALVE 

R*DKKMRS*TADAEPNTG 
DRTRR*ARSHLMRKP I LA 
IELGEEHAVIYGGSR S * H 



TTA GAG ATC AGG AAG AAG TAC GCG CTG ATA CAT CGT AGG CGA AGC CCT AAT CAC 
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44343 44352 44361 44 3 TO 44379 44388 

AAT CTC TAG TCC TTC TTC ATG CGC GAC TAT GTA GCA TCC GCT TCG GGA TTA GTG 



N L * S FFMRDYVASA S GL V 
I SSPSSCATM*HPLRD*C 
SLVLLHARLCSIRFGI SA 

LEAVTRYLLTIPVRTSVS 
SSRSRGTFSRSPFGRVSR 
RAGRGDQLPAHHS GAYQG 



GGC TCG AGG CGC TGG CAG GAC ATT TCC TCG CAC TAC CCT TGG GCG CAT GAC TGG 
44397 44406 44415 44424 44433 44442 

CCG AGC TCC GCG ACC GTC CTG TAA AGG AGC GTG ATG GGA ACC CGC GTA CTG ACC 



PSSATVL*RSVMGTRVLT 
RAPRPSCKGA*WEPAY*P 
ELRDRPVKERDGNPRTDR 

ACKLAEDGVAEDVQRTRE 
PASSLKTESPKMWKGPAN 
LRVQSSRRRRS*GSAPHT 



CTC CGC GTG AAC TCT CGA AGC AGA GGC TGC CGA AGT AGG TGA ACG GCC CAC GCA 
44451 44460 44469 44478 44487 44496 

GAG GCG CAC TTG AGA GCT TCG TCT CCG ACG GCT TGA TCC ACT TGC CGG GTG CGT 



EAHLRASSPTASSTCRVR 
RRT*ELRLRRLHPLAGCV 
GALESFVSDGFIHLPGAF 

GRLEGFLRAGQQPPLQVH 
GASSASSAHARSHRCSSM 
GRPARRLPTRGATAAVPC 



AGG GGC GCC TCG AGC GGC TTC TCC GCA CGC GGG ACG ACA CCG CCG TTG ACC TGT 
44505 44514 44523 44532 44541 44550 

TCC CCG CGG AGC TCG CCG AAG AGG CGT GCG CCC TGC TGT GGC GGC AAC TGG ACA 



SPRSSPKRRAPCCGGNWT 
PRGARRRGVRPAVAATGH 
PAELAEEACALLWRQLDM 

VGVVRGGPRPFHDPQPHA 
SGSSGAVQVRSTTRSPTR 
PGRRGPWRSAPLP GAPPA 



ACC TGG GGC TGC TGG GCC GGT GGA CCT GCG CCC TTC ACC AGG CCG ACC CCC ACG 
44559 44568 44577 44586 44595 44604 

TGG ACC CCG ACG ACC CGG CCA CCT GGA CGC GGG AAG TGG TCC GGC TGG GGG TGC 



WTPTTRPPGRGKWSGWGC 
GPRRPGHLDAGSGPAGGA 
DPDDPATWTREVVRL GVR 

V V , _V H EQAGGVGRRQVGGV 
SSSTNRRAALVGVSCAA* 
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CGC TGC TGC TGC ACA AGG ACG CGC GGC GGT TGT GGG GCT GCG ACG TGC GGC GGA 
44613 44622 44631 44640 44649 44658 

GCG ACG ACG ACG TGT TCC TGC GCG CCG CCA ACA CCC CGA CGC TGC ACG CCG CCT 



ATTTCSCAPPTPRRCTPP 
RRRRVPARRQHPDAARRL 
DDDVFLRAANTPT LHAAY 

VLEGPLAPPLGSVCTPVN 
SWSAPSPRHCGASAPRCT 
RGARRPPGTAARQRLDAR 



TGC TGG TCG AGC GGC CCC TCC CGG CCA CCG TCG GGC GAC TGC GTC CAG CCG TGC 
44667 44676 44685 44694 44703 44712 

ACG ACC AGC TCG CCG GGG AGG GCC GGT GGC AGC CCG CTG ACG CAG GTC GGC ACG 




GTRNGTVFRGSSVS S *PQ 
GPATERSSAARPSRP SRS 
g ERHPKGHRLPGLLGLVVA 

"t: AAG GGC CAC GCC AAA GGG CAC TGC TTC GCC GGG CTC CTC TGG CTC CTG ATG CCG 
44721 44730 44739 44748 44757 ' 44766 

L 'i TTC CCG GTG CGG TTT CCC GTG ACG AAG CGG CCC GAG GAG ACC GAG GAC TAC GGC 

F P <v) RFPVTKRPEETEDYG ^V//- 
p SRCGFP*RSGPRRPRTTA *"" 

5 P G A — V SRD EAARGDRGLRL 

ffi " 

jS CMSALKRASSASASRSQD 
□ ACRRWSGPRPRPRRGPST 

S - PVDVGAEQGLVRVGVPVP 

ACC GTG TAG CTG CGG TCG AAG GAC CGG CTC CTG CGC CTG CGG CTG GCC CTG ACC 
44775 44784 44793 44802 44811 44820 

TGG CAC ATC GAC GCC AGC TTC CTG GCC GAG GAC GCG GAC GCC GAC CGG GAC TGG 




PSSSTIGGS*SLIKR*LT 
RHAPRSGAPSRCSRGSCR 
GTLQVHDRRVVVLDEAVV 



AGG CCA CTC GAC CTG CAC TAG GGC GGC CTG ATG CTG TTC TAG AAG GCG ATG TTG 
44829 44838 44847 44856 44865 44874 

TCC GGT GAG CTG GAC GTG ATC CCG CCG GAC TAC GAC AAG ATC TTC CGC TAC AAC 




HDRPRASSSRSRNESVPS 
TTGRGPAAAGAGTRPCRR 
HPGAAPRQQEQEQERVGA 



CAC ACC AGG GCG CCG GCC CGC GAC GAC GAG GAC GAG GAC AAG AGC CTG TGG CCG 
44883 44892 44901 44910 44919 44928 

GTG TGG TCC CGC GGC CGG GCG CTG CTG CTC CTG CTC CTG TTC TCG GAC ACC GGC 

VWSRGRALLLLLLFSDTG 
CGPAAGRCCSCSCSRTPA 
VVPRPGAAAPAPVLGHRR 

SSAGVSIRAPEWRSTGGS 
PPRAWASGRRSGGPRAAA 
LLVRGRQDAGAGVQVHRR 

CTC CTC CTG CGC GGG TGC GAC TAG GCG CGG CCG AGG GTG GAC CTG CAC GGC GGC 
44937 44946 44955 44964 44973 44982 

GAG GAG GAC GCG CCC ACG CTG ATC CGC GCC GGC TCC CAC CTG GAC GTG CCG CCG 

EEDAPTLIRAGSHLDVPP 
RRTRPR*SAPAPTWTCRR 
GGRAHADPRRLPPGRAAA 

SSGYPASPV*RSAPSTPR 
APATHRPPCRGPPRPPPV 
QQLRIARLAGVQLGPLHS 

GAC GAC CTC GGC ATA CCG CGC CTC CCG TGG ATG GAC CTC CGG CCC CTC CAC CCT 
44991 45000 45009 45018 45027 45036 

CTG CTG GAG CCG TAT GGC GCG GAG GGC ACC TAC CTG GAG GCC GGG GAG GTG GGA 

LLEPYGAEGTYLEAGEVG 
CWSRMARRAPTWRPGRWD 
AGAVWRGGHLPGGRGGGT 



SRGSLDAVPFAPSA*RHW 
P G A A * TPWPSPRPRR DTG 
PVPRE PRGRPLGPVG I QA 



GCC CTG GCC GGC GAG TCC AGC CGG TGC CCC TTC CGG CCC CTG CGG ATA GAC ACG 
45045 45054 45063 45072 45081 45090 

CGG GAC CGG CCG CTC AGG TCG GCC ACG GGG AAG GCC GGG GAC GCC TAT CTG TGC 



RDRPLRSATGKAGDAYLC 
GTGRS GRPRGRPGTP I CA 
GPAAQVGHGEGRGRL SVP 

GKRTCVGTALVPVRGRKM 
GRGPACAPPWCRCGGAS* 
VGEQHVRRHGVGAGARAE 



GTG GGG AAG GAC CAC GTG TGC GGC CAC CGG TTG TGG CCG TGG GCG GGC GCG AAG 
45099 45108 45117 45126 45135 45144 

CAC CCC TTJS CTG GTG CAC ACG CCG GTG GCC AAC ACC GGC ACC CGC CCG CGC TTC 
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H P F L V H T" F V A 1ST T G" T R P * R F 
TPSWCTRRWPTPAPARAS 
PLPGAHAGGQHRHPPALH 



AWGFRSGTPCSSSSRGSP 
P GAS GAARPAARVRGARR 
HGLRVQQGHPLEFEVPGV 



TAC CGG GTC GGC TTG GAC GAC GGG CAC CCC GTC GAG CTT GAG CTG GCC GGG CTG 
45153 45162 45171 45180 45189 45198 

ATG GCC CAG CCG AAC CTG CTG CCC GTG GGG CAG CTC GAA CTC GAC CGG CCC GAC 



MAQPNLLPVGQLELDRPD 
WPSRTCCPWGSSNSTGPT 
GPAEPAARGAARTRPARR 

RYVGTSCATRRPRPL SMG 
ATCGPRAPLAGPGPCPCV 
PPVGRDLLCHAPAQALVY 



CCC GCC ATG TGG GGC CAG CTC GTC CGT CAC GCG GCC CCG GAC CCG TTC CTG TAT 
45207 45216 45225 45234 45243 45252 

GGG CGG TAC ACC CCG GTC GAG CAG GCA GTG CGC CGG GGC CTG GGC AAG GAC ATA 
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GGC GCT GCT CTC CCG GCC ACT GCT CTA CCG CCT CTT CGT CCG GCA CCG CGG GGG 
45261 45270 45279 45288 45297 45306 

CCG CGA CGA GAG GGC CGG TGA CGA GAT GGC GGA GAA GCA GGC CGT GGC GCC CCC 



PRREGR*RDGGEAGRGAP 
RDERAGDEMAEKQAVAPP 
ATRGPVTRWRRSRPWRPP 

SPGSGAPTRRFPWGPRPG 
PRVQDPQHEASHGGL DHA 
QVSRIRSTNPPIAVWTTP 



GAC CTG CCT GGA CTA GGC CGA CCA CAA GCC GCC TTA CCG GTG GGT CCA GCA CCC 
45315 45324 45333 45342 45351 45360 

CTG GAC GGA CCT GAT CCG GCT GGT GTT CGG CGG AAT GGC CAC CCA GGT CGT GGG 



LDGPDPAGVRR N_ G H P G R G 
WTDL IRLVFGG (m) A T Q V V G ( 
G R T * SGWCSAEWPPRSWA 



PPAAAAARRSRPPRVSRR 
QRHPQPQGVRDPLAFPGG 
RATRSRSGSAIPSPSRVA 



GGA CCG CCA CGC CGA CGC CGA CGG GCT GCG CTA GCC CCT CCC GCT TGC CTG GCG 
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45369 45378- 45.T87 45396 45405 45414 

CCT GGC GGT GCG GCT GCG GCT GCC CGA CGC GAT CGG GGA GGG CGA ACG GAC CGC 



PGGAAAAARRDRGGR TDR 
.LAVRL RL PDAI GE GE R T A 
WRCGCGCPTRSGRANGPP 




GCT GCC CGA CCG GCG GCT GAA GCT CTC GCT TGG GCG ACG GTA CTT GGC CGA CAA 
45423 45432 45441 45450 45459 45468 

CGA CGG GCT GGC CGC CGA CTT CGA GAG CGA ACC CGC TGC CAT GAA CCG GCT GTT 

RRAGRRLRERTRCHE PAV 
DGLAADFESEPAAMNRLL 
TGWPPTSRANPLP*TGCC 

RGPRARLAARTWARRTRG 
AAQGRESHQALGLGAHEG 
RPRAASPTSRSDLGPTNA 

j~J CGC GCC GGA CCG GCG CGA GCC TCA CGA CGC GCT CAG GTT CGG GCC GCA CAA GCG 
5- 45477 45486 45495 45504 45513 45522 

- GCG CGG CCT GGC CGC GCT CGG AGT GCT GCG CGA GTC CAA GCC CGG CGT GTT CGC 

3) ARPGRARSAARVQARRVR 
i RGLAALGVLRESKPGVFA 
0 AAWPRSECCASPSPACSP 

□ SVPRPVADRRGSATRGSV 
f|j QCRDPFQTAGVARRGEV* 
fU RVGTPSSRRASREGDKWE 

0 GGA CTG TGG CCA GCC CCT TGA CGC AGC GCG GCT GGC GAG CGG CAG GAA GGT GAG 
RJ 45531 45540 45549 45558 45567 45576 

CCT GAC ACC GGT CGG GGA ACT GCG TCG CGC CGA CCG CTC GCC GTC CTT CCA CTC 

PDTGRGTASRRPLAVLPL 
LTPVGELRRADRSPS FHS 
*HRSGNCVAPTARRP STH 




TGA CCG GGC CTA CGA GTG GCT AGG GCG CCA GCG CTG CCG GAC CGT CGT GGA CCT 
45585 45594 45603 45612 45621 45630 

ACT GGC CCG GAT GCT CAC CGA TCC CGC GGT CGC GAC GGC CTG GCA GCA CCT GGA 




C R . _G CRRGPRRGRRRGPSR 
VADAGAARGEVVDEAPVE 
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GGT GTC GCA GGC GTG GCC GCC GGG CCG GAA GCT GGT GCA GAA GCC GGC CCT GAA 
45639 45648 45657 45666 45675 45684 

CCA CAG CGT CCG CAC CGG CGG CCC GGC CTT CGA CCA CGT CTT CGG CCG GGA CTT 

PQRPHRRPGLRPRLRP GL 
HSVRTGGPAFDHVFGRDF 
TASAPAARPSTTSSAGTS 

RTG*PPRGRGTTARCRP S S 
ERVQRVVGVQRPEVVRRH 
KAYRAS SGSRDHS * L A A I 

GAA GCG CAT GGA CCG CCT GCT GGG GCT GGA CAG CAC CGA GAT GTT GCG CCG CTA 
45693 45702 45711 45720 45729 45738 

CTT CGC GTA CCT GGC GGA CGA CCC CGA CCT GTC GTG GCT CTA CAA CGC GGC GAT 

LRVPGGRPRPVVALQRGD 
FAYLADDPDLSWLYNAAM 
SRTWR TTPTCRGSTTRR * 

GPCRH SRRGPRPAGP SRR 
ALAGTPDGAQDRRVLVEG 
LWPVPP IAPRTAACWSKE 

CTC GGT CCC GTG GCC ACC CTA GCG GCC GGA CCA GCG CCG CGT GGT CCT GAA GAG 
45747 45756 45765 45774 45783 45792 

GAG CCA GGG CAC CGG TGG GAT CGC CGG CCT GGT CGC GGC GCA CCA GGA CTT CTC 

EPGHRWDRRPGRGAPGLL 
SQGTGGIAGLVAAHQDFS 
ARAPVGSPAWSRRTRTSP 

RGCRPPRRPRPRSAAPRP 
ADAGHHVDPAPVPRQQGR 
PTRVTTSTPPPSPVSSAA 

GCC GCA GGC GTG GCA CCA CCT GCA GCC CCC GCC CCT GCC CTG CGA CGA CCG GCG 
45801 45810 45819 45828 45837 45846 

CGG CGT CCG CAC CGT GGT GGA CGT CGG GGG CGG GGA CGG GAC GCT GCT GGC CGC 

RRPHRGGRRGRGRDAAGR 
GVRTVVDVGGGDGTL L A A 
ASAPWWTSGAGTGRCWPR 

AARAGRAARRATRSPPRP 
HQARVGRQAAHQVVRRGP 
TSRACGESRPTSYSEAAP 

CCA CGA CGC GCG CGT GGG GAG CGA CGC GCC GCA CGA CAT GCT GAG CCG CCG GCC 
45855 45864 45873 45882 45891 45900 

GGT GCT GCG CGC GCA CCC CTC GCT GCG CGG CGT GCT GTA CGA CTC GGC GGC CGG 

GAARAP LAARRAVRL GGR 
VL„BAHP SLRGVLYD SAAG 
CCARTPRCAACCTTRRPG 
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RAPRPPAPPPPRRPGRPP 
DRLGPLHQRRRADRVARH 
TACAPSTSAAAPTASRAT 



CCA GCG CGT CCG GCC CCT CCA CGA CCG CCG CCG CCC GCA GCG CCT GGC GCG CCA 
45909 45918 45927 45936 45945 45954 

GGT CGC GCA GGC CGG GGA GGT GCT GGC GGC GGC GGG CGT CGC GGA CCG CGC GGT 



GRAGRGGAGGGGRRGPRG 
VAQAGEVLAAAGVAD RAV 
SRRPGRCWRRRASRTARW 




CCT CCG GCC GCT GAA GAA GCG GCG GCA TGG GCT CCC GCC ACT GGA GAT GGA CGA 
45963 45972 45981 45990 45999 46008 

GGA GGC CGG CGA CTT CTT CGC CGC CGT ACC CGA GGG CGG TGA CCT CTA CCT GCT 



GGRRLLRRRTRGR*PLPA 
EAGDFFAAVPEGGDLYLL 
RPATSSPPYPRAVTSTCS 



SRRGHSPPRAPRSSEPAS 
LADDMAPLVLPGRPNQRV 
LLTTWPQSSSRAALIRAC 



GTT CTC GCA GCA GGT ACC GAC CCT CCT GCT CGC CCG GCG CTC CTA AGA CCG CGT 
46017 46026 46035 46044 46053 46062 

CAA GAG CGT CGT CCA TGG CTG GGA GGA CGA GCG GGC CGC GAG GAT TCT GGC GCA 



QERRPWLGGRAGRED SGA 
KSVVHGWEDERAARI LAH 
RAS SMAGRTSGPRGFWRT 

GGPVAPARGSR*PRA GAA 
AAPCQRRVAPDDHDLVQQ 
QRRASGACPRl'TMTSCRS 



GAC GGC GGC CCG TGA CGG CCG CGT GCC GGC CTA GCA GTA CCA GCT CGT GGA CGA 
46071 46080 46089 46098 46107 46116 

CTG CCG CCG GGC ACT GCC GGC GCA CGG CCG GAT CGT CAT GGT CGA GCA CCT GCT 



LPPGTAGARPDRHGRAPA 
CRRALPAHGRIVMVE HLL 
AAGHCRRTAGSSWS S TCC 

RCPARPRRASSRG*RG*G 
GVRHGRVGHRRGVEVVEV 
GSVTGASATGVV*RLSRL 



CGG GCT GTG CCA CGG GCG CCT GCG GCA CGG CTG CTG GAT GGA GTT GCT GGA GTT 
46125 46134 46143 46152 46161 46170 

GCC CGA CAC GGT GCC CGC GGA CGC CGT GCC GAC GAC CTA CCT CAA CGA CCT CAA 
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A H H G- A R G R* R A D" D E P Q R p Q 
PDTVPADAVPTTYLNDLN 
PTRCPRTPCRRPTSTTST 

AP*RCRAPACAHRSRVAR 
QQDVAVPQLARTAVE FLE 
RSTLPLPSSRVRPSKSCS 



GGA CGA CCA GTT GCC GTT GCC CGA CCT CGC GTG CGC ACC GCT GAA GCT TGT CGA 
46179 46188 46197 46206 46215 46224 

CCT GCT GGT CAA CGG CAA CGG GCT GGA GCG CAC GCG TGG CGA CTT CGA ACA GCT 



PAGQRQRAGAHAWRLRTA 
LLVNGNGLERTRGDFEQL 
CWSTATGWSARVATSNSS 

RPPPGSPRLP*AAPRFRG 
ARRRAQRDFRDRRQGSGV 
QAAAPRVTSATVGSAPVS 



GAC GCG CCG CCG CCC GGA CTG CCA GCT TCG CCA GTG CGG CGA CCG GCC TTG GCT 
46233 46242 46251 46260 46269 46278 

CTG CGC GGC GGC GGG CCT GAC GGT CGA AGC GGT CAC GCC GCT GGC CGG AAC CGA 



LRGGGPDGRSGHAAGRNR 
CAAAGLTVEAVTPLAGTD 
ARRRA*RSKRSRRWPEPT 

TASRPRARKPQGARSLPG 
QPQDLGHGSRSVREASRG 
RHSI SATGAEASGSPQAA 



GGA CAC CGA CTA GCT CCG GCA CGG GCG AAG CCG ACT GGG CGA GCC GAC TCG CCG 
46287 46296 46305 46314 46323 46332 

CCT GTG GCT GAT CGA GGC CGT GCC CGC TTC GGC TGA CCC GCT CGG CTG AGC GGC 



PVADRGRARFG*PARLSG 
L WL I EAVPASADPLG*AA 
CG* SRPCPLRL TRSAERP 

EPFKVTSPLRMAPDPRIT 
KRSN*RARSG*QPI PGFP 
RGPIEGHEPAENRSRASH 



GGA AGG CCC TTA AAG TGG CAC GAG CCC TCG GAG TAA CGC CCT AGC CCG GCT TAC 
46341 46350 46359 46368 46377 46386 

CCT TCC GGG AAT TTC ACC GTG CTC GGG AGC CTC ATT GCG GGA TCG GGC CGA ATG 



PSGNFTVLGSLIAGSGRM 
LPGI SPCSGASLRDRAEW 
FREFHRAREPHCGI GPNG 

TGDLLPR*HI**VAQAFL 
RGMWCPVSTFESYQKRSC 
DDWGALSALSNVI S SARV 



CAG CAG GGT AGG TCG TTC CCT GCG ATC ACT TAA GTG ATA TGA CGA ACG CGC TTG 
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46395 464-04 46413- 46422' 46431 46440 

GTC GTC CCA TCC AGC AAG GGA CGC TAG TGA ATT CAC TAT ACT GCT TGC GCG AAC 



VVPSSKGR**IHYTACAN 
SSHPARDASEFTILLART 
RPIQQGTLVNSLYCLREQ 

SKGP SKGYRKRHSAI RM I 
HNVQARGTGNGTVPSVC* 
TI *RPEERVTEPSQRYAN 

TCA CTA AAT GGA CCC GAG AAG GGC ATG GCA AAG GCC ACT GAC CGC TAT GCG TAA 
46449 46458 46467 46476 46485 46494 

AGT GAT TTA CCT GGG CTC TTC CCG TAC CGT TTC CGG TGA CTG GCG ATA CGC ATT 

SDLPGLFPYRFR*LAIRI 
VIYLGS SRTVSGDWRYAL 
* FTWALPVPFPVTGDTHY 

*PQSIIRDLRASMVPIVP 
ERSPSSET*ALA**PF*Q 
NVAPLHNQRPSRENRSDS 

TAA GTG CCG ACC CTC TAC TAA GAC AGA TCC GCT CGC GAG TAA TGC CCT TAG TGA 
46503 46512 46521 46530 46539 46548 

ATT CAC GGC TGG GAG ATG ATT CTG TCT AGG CGA GCG CTC ATT ACG GGA ATC ACT 

I H G W E (m) ILSRRALITGIT 
FTAGR*FCLGERSLRE SL 
SRLGDDSV*ASAHYGNHW 



WSPV*RAR*SMSDPYSTK 
GPHCKGRADV*RIRIHLR 
ALIASVERTLEDFGSIFD 

CCG GTC CTA CCG TGA ATG GAG CGC GCA GTT GAG TAG CTT AGG CCT ATA CTT GAG 
46557 46566 46575 46584 46593 46602 

GGC CAG GAT GGC ACT TAC CTC GCG CGT CAA CTC ATC GAA TCC GGA TAT GAA GTC 

GQDGTYLARQLI ESGYEV 
ARMALTSRVNSSNPDMKS 
PGWHLPRASTHRIRI * SL 

PITRPCPRGYARSPRGRC 
RFPARAPGATHGRRDAGA 
ESHHAPLAPRIGAVTPGQ 

AAG CCT TAC CAC GCG CCC GTC CCG GCC GGC ATA CGG GCG CTG CCA GCC GGG GAC 
46611 46620 46629 46638 46647 46656 

TTC GGA ATG GTG CGC GGG CAG GGC CGG CCG TAT GCC CGC GAC GGT CGG CCC CTG 

FGMVRGQGRPYARDGRPL 
SEWCAGRAGRMPATVGPC 
RNGARAGPAVCPRRSAPA 

GS^JMRTTLPSKSSWVLRIA 
GPCGLPSRRSAPGSSGSR 
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GTG GGC CTG TAG GCT CAC CAC TCG CCG CTG AAC GAC CTG GTC TGC TCG GAC TAG 
46665 46674 46683 46692 46701 46710 

CAC CCG GAC ATC CGA GTG GTG AGC GGC GAC TTG CTG GAC CAG ACG AGC CTG ATC 



HPDIRVVSGDLLDQTSLI 
TRTSEW*AATCWTRRA*S 
PGHPSGERRLAGPDEPDR 

ATSCDQGVSI*LRPARDN 
QQRATRGWRSRCGRRGTT 
SSDLLGAGGLDVVEAGQR 



CGA CGA CAG CTC GTC AGG ACG GGG TGG CTC TAG ATG TTG GAG CCG CGG GAC AGC 
46719 46728 46737 46746 46755 46764 

GCT GCT GTC GAG CAG TCC TGC CCC ACC GAG ATC TAC AAC CTC GGC GCC CTG TCG 



AAVEQSCPTEIYNLGALS 
LLSSSPAPPRSTTSAPCR 
CCRAVLPHRDLQPRRPVV 

TGTEQFCGVTAASTVPLP 
RGPRRSAAWRQRPP SRCP 
EDRDGPLLGGNGRLHGAL 



AAG CAG GGC CAG AGG ACC TTC GTC GGG TGG CAA CGG CGC CTC CAC TGG CCG TTC 
46773 46782 46791 46800 46809 46818 

TTC GTC CCG GTC TCC TGG AAG CAG CCC ACC GTT GCC GCG GAG GTG ACC GGC AAG 

FVPVSWKQPTVAAEVTGK 
SSRSPGSSPPLPRR*PAR 
RPGL LEAAHRCRGGDRQG 

TSRI SSAMRMVAPSLLER 
HAASAPPWGC*PPA* CNG 
THQPHQLGDADRRPEATG 



CCA CAC GAC GCC TAC GAC CTC CGG TAG GCG TAG TGC CGC CCC GAG TCG TCA AGG 
46827 46836 46845 46854 46863 46872 

GGT GTG CTG CGG ATG CTG GAG GCC ATC CGC ATC ACG GCG GGG CTC AGC AGT TCC 



GVLRMLEAIRITAGL SSS 
VCCGCWRPSASRRGSAVP 
CAADAGGHPHHGGAQQFP 

VVLLPTGRK**AEVE S IN 
SWWCRRGASRDPRWRPST 
PGGAAADRAEILGGGRLH 



GCC TGG TGG TCG TCG CCG CAG GGC GCG AAG ATA GTC CGG AGG TGG AGC CTC TAC 
46881 46890 46899 46908 46917 46926 

CGG ACC ACC AGC AGC GGC GTC CCG CGC TTC TAT CAG GCC TCC ACC TCG GAG ATG 



RTTSSGVPRFYQASTSEM 
GPXAAASRASIRPPPRRC 
DHQQRRPALLSGLHL GDV 



PFTRSDGCLSAVGKWGRL 
RFPAPT GASRPWARGGAC 
ESLHPL GRLALGRGEVRA 

AAG CCT TTC CAC GCC CTC AGG GGC GTC TCG CTC CGG TGC GGG AAG GTG GGC GCG 
46935 46944 46953 46962 46971 46980 

TTC GGA AAG GTG CGG GAG TCC CCG CAG AGC GAG GCC ACG CCC TTC CAC CCG CGC 

FGKVRE SPQSEATPFHPR 
SERCGS PRRARPRP S TRA 
RKGAGVPAERGHALPPAQ 

G*PTALANPC*MTCF *RS 
GRRPPWPTRASCPAS SGR 
AGVPHGLREPVVHHLVVA 

TCG GGG ATG CCC CAC CGG TTC CGC AAG CCC GTG ATG TAC CAC GTC TTG ATG GCG 
46989 46998 47007 47016 47025 47034 

AGC CCC TAC GGG GTG GCC AAG GCG TTC GGG CAC TAC ATG GTG CAG AAC TAC CGC 





CTC AGC ATG CCC TAC AAG CGC CAG TCG CCC TAG GAC AAG TTG GTG CTC AGT GGC 
47043 47052 47061 47070 47079 47088 

GAG TCG TAC GGG ATG TTC GCG GTC AGC GGG ATC CTG TTC AAC CAC GAG TCA CCG 



ESYGMFAVSGILFNHESP 
SRTGCSRSAGSCSTTSHR 
VVRDVRGQRDPVQPRVTD 

RPGSNTVRLTDSPTAATF 
GPGPTR*ACPTARPPRRS 
DPARLEDRALHREPHGGH 



TAG GCC CCG GGC CTC AAG CAG TGC GCG TTC CAC AGC GAG CCC CAC CGG CGG CAC 
47097 47106 47115 47124 47133 47142 

ATC CGG GGC CCG GAG TTC GTC ACG CGC AAG GTG TCG CTC GGG GTG GCC GCC GTG 



IRGPEFVTRKVSLGVAAV 
SGARSSSRARCRSGWPP* 
PGPGVRHAQGVARGGRRE 



SPRI SLSRSPLRSASRSQ 
APGSPCAGAPCGPPPVRS 
LQAQHVLEPQAVQLRFAV 



TTC GAC CCG GAC TAC CTG TTC GAG GCC GAC CCG TTG GAC CTC CGC CTT GCG CTG 
47151 47160 47169 47178 47187 47196 

AAG CTG GGC CTG ATG GAC AAG CTC CGG CTG GGC AAC CTG GAG GCG GAA CGC GAC 
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K L G L! M~ D K* E R" E G IT L K A E R D 
S W A * W T S SGWATWRRNAT 
AGPDGQAPAGQPGGGTRL 



PKAPS * T R P M V I I SAWS S 
PSRLPSRARCSSSARGPR 
PAECPVVHAAHRHHEGLV 



ACC CCG AAG CGT CCC CTG ATG CAC GCG CCG TAC TGC TAC TAC GAG CGG GTC CTG 
47205 47214 47223 47232 47241 47250 

TGG GGC TTC GCA GGG GAC TAC GTG CGC GGC ATG ACG ATG ATG CTC GCC CAG GAC 



WGFAGDYVRGMTMMLAQD 
GASQGTTCAA*R* CSPRT 
GLRRGLRARHDDDARPGR 

GSSRTRPVPIVWRTRSRT 
APPGRGRCRS*GGPARDP 
LRLVEDEAGPDGVPHAIQ 



CTC GGC CTC CTG GAG CAG GAG CCG TGG CCC TAG TGG GTG GCC CAC GCG CTA GAC 
47259 47268 47277 47286 47295 47304 

GAG CCG GAG GAC CTC GTC CTC GGC ACC GGG ATC ACC CAC CGG GTG CGC GAT CTG 

M, 

□ EPEDLVLGTGITHRVRDL 
Q SRRTSSSAPGSPTGCAIW 
5 - r ; AGGPRPRHRDHPP GAR S G 

SKAKACTPSSQRSWTSTS 
I PNRRRARRAPSARGRPPP 
W " HI EGERVDPQVPAVVHLH 

r=i 

g CAC CTA AAG CGG AAG CGC GTG CAG CCC GAC CTG ACC GCG CTG GTG CAC CTC CAC 

m 47313 47322 47331 47340 47349 47358 

[fj GTG GAT TTC GCC TTC GCG CAC GTC GGG CTG GAC TGG CGC GAC CAC GTG GAG GTG 

□ 

fy VDFAFAHVGLDWRDHVEV 

WISPSRTSGWTGATTWRW 
GFRLRARRAGLARPRGGG 

ERS SRGASTSSSQASRLR 
SGAAAGPPPPVARRRGSG 
VGPQQARRLHFQEAGVQA 



CTG AGG GCC GAC GAC GCG GGC CGC CTC CAC CTT GAC GAG ACG CGG CTG GAC TCG 
47367 47376 47385 47394 47403 47412 

GAC TCC CGG CTG CTG CGC CCG GCG GAG GTG GAA CTG CTC TGC GCC GAC CTG AGC 



DSRLLRPAEVELLCADLS 
TPGCCARRRWNCSAPT*A 
LPAAAPGGGGTALRRPEP 

ARCFSPQFGSTENS S STA 
REASARSSARPRTRPVPR 
ASPLLEAPLGLDRELFQD 



GCG CGA GCC GTC TTC GAG CCG ACC TTC GGG CTC CAG AGC AAG CTC CTT GAC CAG 
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4742T 47430 47439" 47448 47*57 47466 

CGC GCT CGG CAG AAG CTC GGC TGG AAG CCC GAG GTC TCG TTC GAG GAA CTG GTC 



RARQKLGWKPEVSFEELV 
ALGRSSAGSPRSRSRNWS 
RSAEARLEARGLVRGTGR 

MITSLSRRRSVSLSSAAP 
WSPRCRGAGA*RCHPRRR 
GHHDVAVQAQEGVTLVGG 



CGG TAC TAC CAG CTG TCG CTG GAC GCG GAC GAG TGG CTG TCA CTC CTG CGG CGG 
47475 47484 47493 47502 47511 47520 

GCC ATG ATG GTC GAC AGC GAC CTG CGC CTG CTC ACC GAC AGT GAG GAC GCC GCC 



AMMVDSDLRLLTDSEDAA 
P*WSTATCACSPTVRTPP 
HDGRQRPAP AHRQ *GRRR 

SATRSCAPRHHAERCALD 
RPRERV PRDTTLRGAPWT 
ALGNEF LGTQPSGGPLGP 



CCG CTC CGG CAA GAG CTT GTC CGG CCA GAC ACC ACT CGG AGG GCC GTC CGG TCC 
47529 47538 47547 47556 47565 47574 

GGC GAG GCC GTT CTC GAA CAG GCC GGT CTG TGG TGA GCC TCC CGG CAG GCC AGG 



Hp GEAVLEQAGLW*ASRQAR 
0 ARPFSNRPVC G E P P G R P G 

RGRSRTGRSv(v)s L PAGQV 



AAECSCSGEGRLRVQRVD 
PPRARARARGESAYRDST 
RRGRVLVLGGRPPTGTPR 



AGC CGC CGG AGC GTG CTC GTG CTC GGG AGG GGA GCC TCC GCA TGG ACA GCC TGC 
47583 47592 47601 47610 47619 47628 

TCG GCG GCC TCG CAC GAG CAC GAG CCC TCC CCT CGG AGG CGT ACC TGT CGG ACG 



SAASHEHEPSPRRRTCRT 
RRPRTSTSPPLGGVPVGR 
GGLARARAL'PSEAYL SDV 

GTRLEDVPEGPAGGGRLA 
APASNMSQNARHEAAACH 
RRHPT*RSTRGTSRRRAT 



AGC GGC CAC GCC TCA AGT AGC TGA CCA AGC GGG CCA CGA GGC GGC GGC GCG TCA 
47637 47646 47655 47664 47673 47682 

TCG CCG GTG CGG AGT TCA TCG ACT GGT TCG CCC GGT GCT CCG CCG CCG CGC AGT 



SPVRSSSTGSPGAPPPRS 
RRCGVHRLVRPVLRRRAV 
AGAEFIDWFARCSAAAQC 

PH JRPRRQGLQPSPPEVGV 
RT VRAG SVSSRRHRN S AS 
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CGG CCC ACT GCG CCC GCG GCG ACT GGC TCG ACG CCG CTA CCG CCA AGC TGC GGC 
47691 47700 47709 47718 47727 47736 

GCC GGG TGA CGC GGG CGC CGC TGA CCG AGC TGC GGC GAT GGC GGT TCG ACG CCG 



AG*RGRR*PSCGDGGSTP 
PGDAGAADRAAAMAVRRR 
RVTRAPLTELRRWRFDAD 

RSVERVLGSGEEGDLAQP 
VPFRACSDPAKKAT SP.RR 
CPFGRARTRLRRRRRPGA 



TGT GCC CTT TGG AGC GCG TGC TCA GGC CTC GGA AGA AGC GGC AGC TCC CGG ACG 
47745 47754 47763 47772 47781 47790 

ACA CGG GAA ACC TCG CGC ACG AGT CCG GAG CCT TCT TCG CCG TCG AGG GCC TGC 



TRETSRTSPEPSSPSRAC 
HGKPRARVRSLLRRRGPA 
TGNLAHESGAFFAVE GLR 

HAGTVPRDGLPALGDDVL 
TRVL*PGTGSHLWGMMLW 
PACWNRAPGRTSGAW* * G 



00 CCC ACG CGT GGT CAA TGC CCG GCC AGG GGC TCA CCT CGG TCG GGT AGT AGT TGG 
4= 47799 47808 47817 47826 47835 47844 

GGG TGC GCA CCA GTT ACG GGC CGG TCC CCG AGT GGA GCC AGC CCA TCA TCA ACC 



GCAPVTGRSPSGASPSST 
GAHQLRAGPRVEPAHHQP 
VRTSYGPVPEWSQPI INQ 

RLDADEAHQDLLDVANRV 
GSIPMRPMSTLSTSPTGC 
APSRCGRCAP*PPRRREA 



TCG GCC TCT AGC CGT AGG AGC CGT ACG ACC AGT TCC TCC AGC TGC CGC AAG GCG 
47853 47862 47871 47880 47889 47898 

AGC CGG AGA TCG GCA TCC TCG GCA TGC TGG TCA AGG AGG TCG ACG GCG TTC CGC 



SRRSASSACWSRRSTAFR 
AGDRHPRHAGQGGRRRSA 
PEIGI LGMLVKEVD GVPH 

AEHLGLDLGAVVVADLQR 
QRTCAL ISGPLWLRMWSD 
SGRAPWSRARCGCGCGAT 



TGA CGG AGC ACG TCC GGT TCT AGC TCG GGC CGT TGG TGT TGG CGT AGG TCG ACA 
47907 47916 47925 47934 47943 47952 

ACT GCC TCG TGC AGG CCA AGA TCG AGC CCG GCA ACC ACA ACC GCA TCC AGC TGT 



TASCRPRSSPATTTAS SC 
LP RAGQDRARQPQPHPAV 
CL*~VQAKIEPGNHNR I QLS 
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RGDLGGAAVVGADVLAAA 
GVTWAVRLL*VRMWWPRL 
ASRGPWGCCSCGCGGPGC 

GCG GCT GGC AGG TCC GGT GGG CGT CGT TGA TGT GGG CGT AGG TGG TCC CGG CGT 
47961 47970 47979 47988 47997 48006 

CGC CGA CCG TCC AGG CCA CCC GCA GCA ACT ACA CCC GCA TCC ACC AGG GCC GCA 

RRPSRPPAATTPASTRAA 
ADRPGHPQQLHPHPPGPQ 
PTVQATRSNYTRIHQGRS 

GTIQLEEGLGARAAGQHV 
VR*RSNKVLAPAPRVRTS 
CGNDPTR*WPRRPGCGPP 

CGT GGG CAA TAG ACC TCA AGA AGT GGT TCC GGC CGC GCC CGG CGT GGG ACC ACC 
48015 48024 48033 48042 48051 48060 

GCA CCC GTT ATC TGG AGT TCT TCA CCA AGG CCG GCG CGG GCC GCA CCC TGG TGG 

APVIWS SSPRPARAAPWW 
HPLSGVLHQGRRGPHPGG 
TRYLEFFTKAGAGRTLVD 

DQLGLLARPKQALAVAVH 
TRCDSCPAHNRRLRLRLM 
RGATRAPRTTEACACGCC 

TGC AGG ACG TCA GGC TCG TCC CGC GCA CCA AAG ACG CGT TCG CGT TGG CGT TGT 
48069 48078 48087 48096 48105 48114 

ACG TCC TGC AGT CCG AGC AGG GCG CGT GGT TTC TGC GCA AGC GCA ACC GCA ACA 

TSCSPSRARGFCASATAT 
RPAVRAGRVVSAQAQPQH 
VLQSEQGAWFLRKRNRNM 

DDLHSLVHGGGLAVVPQR 
TTWTASSTGAALP*WQSG 
PRGPPQPRARRWPSGSAA 

ACC AGC AGG TCC ACC GAC TCC TGC ACG GGC GGC GGT TCC CGA TGG TGA CCG ACG 
48123 48132 48141 48150 48159 48168 

TGG TCG TCC AGG TGG CTG AGG ACG TGC CCG CCG CCA AGG GCT ACC ACT GGC TGC 

WSSRWLRTCPPPRATTGC 
GRPGG* GRARRQGLPLAA 
VVQVAEDVPAAKGYHWLP 

QGFQPPQQADVAQDVHVG 
SVSSRRSSRMSPRTLMSV 
ASRVAAAAACRRGP * CPC 

GCG ACT GGC TTG ACG CCG CCG ACG ACG CGT AGC TGC CGG ACC AGT TGT ACC TGT 
48177 48186 48195 48204 48213 48222 

CGC TGA CCG AAC TGC GGC GGC TGC TGC GCA TCG ACG GCC TGG TCA ACA TGG ACA 
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R * P £F C G G~ C C A ST" T A W S T W T 
ADRTAAAAAHRRPGQHGH 
LTELRRLLRIDGLVNMDT 

P GHQGAERRIRE GGGPRH 
RVTSAQRGASVNGAERGT 
GSRAPRGGPPYTGRRGAP 



GGG CCT GGC ACG ACC GGA CGG AGG GCC GCC TAT GCA AGG GGC GGA GGG CCG GCC 
48231 48240 48249 48258 48267 48276 

CCC GGA CCG TGC TGG CCT GCC TCC CGG CGG ATA CGT TCC CCG CCT CCC GGC CGG 



PGPCWPASRRIRSPPPGR 
PDRAGLPPGGYVPRLPAG 
RTVLACLPADTFPASRPV 

RDTVDPRCEHQRRRALAG 
GTPSTPAASTSDDVPWPV 
APRHRRPPVRATTSPGPC 



ACG GCC AGC CAC TGC AGC CCC GCC GTG AGC ACG ACA GCA GCT GCC CGG TCC CGT 
48285 48294 48303 48312 48321 48330 

TGC CGG TCG GTG ACG TCG GGG CGG CAC TCG TGC TGT CGT CGA CGG GCC AGG GCA 



P CRSVTSGRHSCCRRRARA 
□ A G R * RRGGTRAVVD GP GH 

K! PVGDVGAALVLSSTGQGT 

00 GQVVHPGHQAPEGLGLAP 
T ERFSMPATSRQNVSALLR 

Ul RGSRCPPRAAST*RPWSG 



GGA GGG ACT TGC TGT ACC CCC GGC ACG ACG CGA CCA AGT GGC TCC GGT TCT CGG 
48339 48348 48357 48366 48375 48384 

CCT CCC TGA ACG ACA TGG GGG CCG TGC TGC GCT GGT TCA CCG AGG CCA AGA GCC 



PP*TTWGPCCAGSPRPRA 
LPERHGGRAALVHRGQEP 
SLNDMGAVLRWFTEAKSR 

VLQRCVPRGQPVQGPPAA 
CWSVACRVGRRSRGPHRP 
AGVSPVGSAGAPGARTAR 



CCG TGG TTG ACT GCC GTG TGG CCT GCG GGG ACG CCC TGG ACG GGC CCA CCG CGC 
48393 48402 48411 48420 48429 48438 

GGC ACC AAC TGA CGG CAC ACC GGA CGC CCC TGC GGG ACC TGC CCG GGT GGC GCG 



GTN*RHTGRPCGTCPGGA 
APTDGTPDAPAGPARVAR 
HQLTAHRTPLRDLPGWRG 

SRLLDGVLVPPVEADDPH 
VGSCIVWSSPRCKLMMPT 
CEPAS*GRPRAAS*C*RP 



CGT GAG GCC TCG TCT AGT GGG TGC TCC TGC CCG CCG TGA AGT CGT AGT AGC CCC 
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48447 48456 48465 48474 48483 48492 

GCA CTC CGG AGC AGA TCA CCC ACG AGG ACG GGC GGC ACT TCA GCA TCA TCG GGG 



ALRSRSPTRTGGTSASSG 
HSGADHPRGRAALQHHRG 
TPEQITHEDGRHFSI IGV 

GGLDTVALHGFPVLRQQE 
VAWTPSRSTASHSWGSSN 
SRGPRHGRPPRI PGAAAT 



ACT GGC GGG TCC AGC CAC TGG CGC TCC ACC GGC TTA CCC TGG TCG GCG ACG ACA 
48501 48510 48519 48528 48537 48546 

TGA CCG CCC AGG TCG GTG ACC GCG AGG TGG CCG AAT GGG ACC AGC CGC TGC TGT 



*PPRSVTARWPNGT SRCC 
DRPGR* PRGGRMGPAAAV 
TAQVGDREVAEWDQPLLF 

RLPASDDREHDLDDFPDR 
GCPRPTTANTILTMSPTA 
GAPARLRRTRS*P*RLPR 



AGG GCG TCC CCG CGC CTC AGC AGC GCA AGC ACT AGT TCC AGT AGC TTC CCC AGC 
48555 48564 48573 48582 48591 48600 

TCC CGC AGG GGC GCG GAG TCG TCG CGT TCG TGA TCA AGG TCA TCG AAG GGG TCG 



SRRGAESSRS*SRSSKGS 
PAGARSRRVRDQGHRRGR 
PQGRGVVAFVIKVI EGVA 

VQEDVGPELGAQQVAHLH 
CRSTWARNWGPRSSPMS I 
AGARGRGTGARGAPRCPS 



GCG TGG ACG AGC AGG TGC GGG CCA AGG TCG GGC CGG ACG ACC TGC CGT ACC TCT 
48609 48618 48627 48636 48645 48654 

CGC ACC TGC TCG TCC ACG CCC GGT TCC AGC CCG GCC TGC TGG ACG GCA TGG AGA 



RTCSSTPGSSPACWTAWR 
APARPRPVPARPAGRHGD 
HLLVHARFQPGLLDGMEM 

ARGHLADRLVIRLPRRPE 
PGVTCHTGSF*GCPGGRN 
PGSRATRGPSSDALAAAT 



ACC CGG GCT GGC ACG TCA CGC AGG GCC TCT TGA TAG GCG TTC CCG GCG GCG CCA 
48663 48672 48681 48690 48699 48708 

TGG GCC CGA CCG TGC AGT GCG TCC CGG AGA ACT ATC CGC AAG GGC CGC CGC GGT 



WARPCSASRRTIRKGRRG 
GPDRAVRPGELSARAAAV 
GPTVQCVPENYPQGPPRF 

EV JVDQGSGRLAEEVTGDQ 
RS*TRVAEGSRRR*LATR 
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AGG AGC TGA TGC AGG ACT GGC GAA GGG GCC TCG CGG AGG AGA TGT CAC GGC AGG 
48717 48726 48735 . 48744 48753 48762 

TCC TCG ACT ACG TCC TGA CCG CTT CCC CGG AGC GCC TCC TCT ACA GTG CCG TCC 

SSTTS*PLPRSASSTVPS 
PRLRPDRFPGAPPLQCRP 
LDYVLTASPERLLYSAVL 

GLLAPAEVVRLVAI EQDL 
ASSPPRK*WECFL*RRTS 
PRPPRASRGSASCSDGPR 

ACC GGC TCC TCC CGC CCG CGA AGA TGG TGA GCG TCT TGT CGA TAG AGG ACC AGC 
48771 48780 48789 48798 48807 48816 

TGG CCG AGG AGG GCG GGC GCT TCT ACC ACT CGC AGA ACA GCT ATC TCC TGG TCG 

WPRRAGASTTRRTAI SWS 
GRGGRALLPLAEQLSPGR 
AEEGGRFYHSQNSYLL VE 

GVVVEGYGDGIVVAPHGG 
ASSSKGTATGSS *QQTVA 
PRRRSGRLRGRHSSSPSR 

TCC GGC TGC TGC TGA AGG GGC ATC GGC AGG GGC TAC TGA TGA CGA CCC ACT GGC 
48825 48834 48843 48852 48861 48870 

AGG CCG ACG ACG ACT TCC CCG TAG CCG TCC CCG ATG ACT ACT GCT GGG TGA CCG 

RPTTTSP*PSPMTTAG*P 
GRRRLPRSRPR*LLLGDR 
ADDDFPVAVPDDYCWVTA 

VLEGPEQPVAVVDVDLGP 
WWSVRSRRCP**TLTSAR 
GGA*GAGAARSSR*RRp G 

GGG TGG TCG AGT GGG CCG AGG ACG CCG TGC CGA TGA TGC AGT TGC AGC TCC GGG 
48879 48888 48897 48906 48915 48924 

CCC ACC AGC TCA CCC GGC TCC TGC GGC ACG GCT ACT ACG TCA ACG TCG AGG CCC 

PTSSPGSCGTATTSTSRP 
PPAHPAPAARLLRQRRGP 
HQLTRLLRHGYYVNVEAR 

AQEGAQLTPSGMFFSRGT 
LRSAQRCLQHGWSSRADR 
SGARRGASNTVGHLVL TG 

CCT CGG ACG AGC GGA CGG ACG TCT CAA CCA CTG GGG TAC TTC TTG CTC GCA GGG 
48933 48942 48951 48960 48969 48978 

GGA GCC TGC TCG CCT GCC TGC AGA GTT GGT GAC CCC ATG AAG AAC GAG CGT CCC 

GACSPACRVGDP (m) K N E R P ~7" 
EP ARLPAELVTP*RTSVP' 
SLLACLQSW*PHEERASR 
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^^■fMRPQESMARRRVRGA 
AAPCERSSRCRGVGYGAP 
HPQANEAAGVDGSATGQR 

CAC GCC GAC CCG TAA GAG CCG ACG AGG CTG TAG CGG GCT GCG GCA TGG GAC GGC 
48987 48996 49005 49014 49023 49032 

GTG CGG CTG GGC ATT CTC GGC TGC TCC GAC ATC GCC CGA CGC CGT ACC CTG CCG 

VRLGILGCSDIARRRTLP 
CGWAFSAAPTSPDAVPCR 
AAGHSRLLRHRPTPYPAG 

ASFTGSSVTVATAERLS S 
RASPAPASPSRRRRGSRP 
GRQLHRLQRHGGDGGPAL 

CGG CGC GAC TTC CAC GGC CTC GAC TGC CAC TGG CGG CAG CGG AGG GCC TCG CTC 
49041 49050 49059 49068 49077 49086 

GCC GCG CTG AAG GTG CCG GAG CTG ACG GTG ACC GCC GTC GCC TCC CGG AGC GAG 

AALKVPELTVTAVASRSE 
PR*RCRS*R*PPSPPGAR 
RAEGAGADGDRRRLPERG 

LARATAARNPPSATTP * S 
CRGHPRRATRRRPRRRSR 
VVGTRD GRPEAALGDDAV 

CTG TTG CGG GCA CGC CAG CGG CGC GCC AAG CCG CCG CTC CGG CAG CAG CCG ATG 
49095 49104 49113 49122 49131 49140 

GAC AAC GCC CGT GCG GTC GCC GCG CGG TTC GGC GGC GAG GCC GTC GTC GGC TAC 

DNARAVAARFGGEAVVGY 
TTPVRSPRGSAARPSSAT 
QRPCGRRAVRRRGRRRLR 

ASSSLGSTSAT*TERGVP 
P A A P SGPHRRPRRRGAWR 
LRQQLARIDVRDVDGQGG 

CTC CGC GAC GAC CTC TCG GGC CTA CAG CTG CGC CAG ATG CAG AGG GAC GGG TGG 
49149 49158 49167 49176 49185 49194 

GAG GCG CTG CTG GAG AGC CCG GAT GTC GAC GCG GTC TAC GTC TCC CTG CCC ACC 

EALLESPDVDAVYVSLPT 
RRCWRARMSTRSTSPCPP 
GAAGEPGCRRGLRL PAHR 

SCWSQITRARRAPFCTSA 
VA GR S S RARGARP FARAR 
SQVVVPDHAGQARSLVHE 

CCT GAC GTG GTG CTG ACC TAG CAC GCG CGG GAC GCG CGC CCT TTC GTG CAC GAG 
49203 49212 49221 49230 49239 49248 

GGA CTG CAC CAC GAC TGG ATC GTG CGC GCC CTG CGC GCG GGA AAG CAC GTG CTC 
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SFGSVAR*GSVTVATRRA 
PSAASRGSGPCRSPPGGR 
RLLRQGGAVRVGHRRDAE 

CGC CTC TTC GGC GAC TGG CGG GCG ATG GGC CTG TGG CAC TGC CGC CAG GCG GAG 
49257 49266 49275 49284 49293 49302 

GCG GAG AAG CCG CTG ACC GCC CGC TAC CCG GAC ACC GTG ACG GCG GTC CGC CTC 

AEKPLTARYPDTVTAVRL 
RRSR*PPATRTP*RRSAS 
GEAADRPLPGHRDGGPPR 

SERPRVSISFRVKVWCES 
PSGRGSASPSGSR*GASA 
RVGAAQRQHLVQGEGLVR 

CGC CTG AGG GCG CCG GAC TGC GAC TAC CTC TTG GAC TGG AAG TGG GTC GTG AGC 
49311 49320 49329 49338 49347 49356 

GCG GAC TCC CGC GGC CTG ACG CTG ATG GAG AAC CTG ACC TTC ACC CAG CAC TCG 

ADSRGLTLMENLTFTQHS 
RTPAA*R*WRT*PSPSTR 
GLPRPDADGEPDLHPALA 

CSATRSISSSPPMPSSRE 
ARRRAR SAPRPRCRHVAS 
QVVGHALHQVLAADTFQA 

GAC GTG CTG CGG CAC GCG CTC TAC GAC CTG CTC CCG CCG TAG CCA CTT GAC GCG 
49365 49374 49383 49392 49401 49410 

CTG CAC GAC GCC GTG CGC GAG ATG CTG GAC GAG GGC GGC ATC GGT GAA CTG CGC 

LHDAVREMLDEGGIGELR 
CTTPCARCWTRAASVNCA 
ARRRARDAGRGRHR* TAL 

RVLSNPNGGSGGPLTRYW 
G*WRTRTGAVAERCRGTG 
GE GAL E PERWQRGAVD PV 

AGG GAG TGG TCG CTC AAG CCC AAG GGC GGT GAC GGA GGG CCG TTG CAG GCC ATG 
49419 49428 49437 49446 49455 49464 

TCC CTC ACC AGC GAG TTC GGG TTC CCG CCA CTG CCT CCC GGC AAC GTC CGG TAC 

SLTSEFGFPPLPPGNVRY 
PSPASSGSRHCLPATSGT 
PHQRVRVPATASRQRPVP 

GSSAPPLRSSAPTYGSAA 
APAPRRCGAPRPRTDARR 
LRLQGAAAQQVRAHIREG 



GTC GGC CTC GAC CGG CCG CCG TCG GAC GAC CTG CGC CCG CAC ATA GGC GAG CGG 
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49473 49482 4949V 4550a 49509 495T8 

CAG CCG GAG CTG GCC GGC GGC AGC CTG CTG GAC GCG GGC GTG TAT CCG CTC GCC 
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CGC CGC TCG TAC AAG GAG CCC GGG CTG GAG CTA CAC CAG CCC CGC TGC GAC GCC 
49527 49536 49545 49554 49563 49572 

GCG GCG AGC ATG TTC CTC GGG CCC GAC CTC GAT GTG GTC GGG GCG ACG CTG CGG 

AASMFLGPDLDVVGATLR 
RRACSSGPTSMWSGRRCG 
GEHVPRARPRCGRGDAAD 

PVSAFTSTAPSASSHAGS 
PFRPSLRRPPRRAATHAR 
HSGLRFDVHRAVRQQTRG 

TAC CCT TGG CTC CGC TTT CAG CTG CAC CGC CCG CTG CGC GAC GAC ACA CGC GGG 
49581 49590 49599 49608 49617 49626 

ATG GGA ACC GAG GCG AAA GTC GAC GTG GCG GGC GAC GCG CTG CTG TGT GCG CCC 

MGTEA KVDVAGDALLCAP 
WEPRRKSTWRATRCCVRP 
GNRGE SRRGGRRAAVCAR 

PRVACTDKPKSCA*RQAY 
RGCPVRTRRSRARRGSRT 
VAARCVHGEAELVGVAAR 

CTG CCG GCG TGC CGT GTG CAC AGG AAG CCG AAG CTC GTG CGG ATG GCG ACG CGC 
49635 49644 49653 49662 49671 49680 

GAC GGC CGC ACG GCA CAC GTG TCC TTC GGC TTC GAG CAC GCC TAC CGC TGC GCG 

DGRTAHVSFGFEHAYRCA 
TAARHTCPSASSTPTAAR 
RPHGTRVLRLRARLPLRV 

VSHPLSPRIMTSRAKVGG 
CATPSRPGS*RRGHR*GA 
VRQPPALAPDDDVTGEGR 

ATG TGC GAC ACC CCC TCG CTC CCG GCC TAG TAG CAG CTG GCA CGG AAG TGG GGC 
49689 49698 49707 49716 49725 49734 

TAC ACG CTG TGG GGG AGC GAG GGC CGG ATC ATC GTC GAC CGT GCC TTC ACC CCG 

YT LWG S E GR I IVDRA F T P 
TRCGGARAGSSSTVP S PR 
HAVGERGPDHRRPCLHPA 

GS._KRGVTRSSRASSTRSR 
ARSGGWPEAPVRRRp ARA 
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GGC GGG CTG AAG GCG GGG TGC CAA GCC GAC CTT GCG CGG CTG CTC CAC GCG CTC 
49743 49752 49761 49770 49779 49788 

CCG CCC GAC TTC CGC CCC ACG GTT CGG CTG GAA CGC GCC GAC GAG GTG CGC GAG 

PPDFRPTVRLERADEVR~E~ 
RPTSAPRFGWNAPTRCAS 
ARLPPHGSAGTRRRGARA 

TRGASSWNAPVRAHKTRA 
RGAPRRGTRRCGRTSRGP 
ADQRGVVLEGAGERAEDP 

GCG CAG GAC GGC CGG CTG CTG GTC AAG CGG CCG TGG GAG CGC ACG AAG CAG GCC 
49797 49806 49815 49824 49833 49842 

CGC GTC CTG CCG GCC GAC GAC CAG TTC GCC GGC ACC CTC GCG TGC TTC GTC CGG 

R VLPADDQFAGTLACFVR 
A' SCRPTTSSPAPSRASSG 
RPAGRRPVRRHPRVLRPG 

'S TVPPPDAACLASTMARAR 
M R*RRRTPPACRRH*RVPG 
y GDGAAPRRRVAGIDDCPG 

T CGG CAG TGG CCG CCG CCC AGC CGC CGC GTG TCG CGG CTA CAG TAG CGT GCC CGG 
49851 49860 49869 49878 49887 49896 

gj GCC GTC ACC GGC GGC GGG TCG GCG GCG CAC AGC GCC GAT GTC ATC GCA CGG GCC 

□ AVTGGGSAAHSADVI ARA 

f0 p SPAAGRRRTAPMSSHGP 
m RHRRRVGGAQRRCHRT GP 

O NTL*TCPRARSSPLPQDP 
Hi I PLDPAPGPVAARCRS TL 

SQYTLHLAPCPQEAVAP* 

( GCT AAC CAT TCA GTC CAC GTC CCG GCC CGT GCC GAC GAG CCG TTG CCG ACC AGT 

49905 49914 49923 49932 49941 49950 

CGA TTG GTA AGT CAG GTG CAG GGC CGG GCA CGG CTG CTC GGC AAC GGC TGG TCA 



R 


L 


V 


S 


Q 


V 


Q 


G 


R 


A 


R L 


L 


G 


N 


G 


W 


S 


D 


W 


* 


V 


R 


C 


R 


A 


G 


H 


G C 


S 


A 


T 


A 


G 


Q 


I 


G 


K 


s 


G 


A 


G 


P 


G 


T 


A A 


R 


Q 


R 


L 


V 


R 


P 


A 


S 


p 


R 


H 


A 


R 


A 


R 


E R 


P 


Q 


H 


S 


P 


T 


L 


L 


L 


H 


G 


I 


L 


A 


L 


A 


N E 


H 


S 


T 


P 


R 


P 


S 


S 


C 


I 


A 


S 


S 


R 


S 


R 


T R 


T 


A 


P 


P 


V 


P 



CCT CCT CGT CTA CCG GCT ACT CGC GCT CGC GCA AGA GCA CCG ACC ACC CTG CCC 
49959 49968 49977 49986 49995 50004 

GGA GGA GCA GAT GGC CGA TGA GCG CGA GCG CGT TCT CGT GGC TGG TGG GAC GGG 



GGAD GR*ARARS G W W D G 

,Q M A D E R E R V L (V) A G G T G 



RSRWPMSASA 
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RPGDATRPGSRPRLRPPP 
EHATLQARVQGRGS GLHR 
N T P R * SHASRVAAPASTA 

CAA GCA CCC GGC AGT CGA CAC GCG CCT GGA CTG GCG CCG GCC TCG GCT CCA CCG 
50013 50022 50031 50040 50049 50058 

GTT CGT GGG CCG TCA GCT GTG CGC GGA CCT GAC CGC GGC CGG AGC CGA GGT GGC 

VRGPSAVRGPDRGRSRGG 
FVGRQLCADLTAAGAEVA 
SWAVSCART*PRPEPRWR 

SRGAPVPSGGAPGAGRGP 
R DGPPYRVEGQRAPEEDQ 
AIARRTGSKGRGPRSRTR 

CCG CTA GCG GGC CGC CCA TGG CCT GAA GGG GGA CGG CCC GGC CGA GGA GCA GGA 
50067 50076 50085 50094 50103 50112 

GGC GAT CGC CCG GCG GGT ACC GGA CTT CCC CCT GCC GGG CCG GCT CCT CGT CCT 

GDRPAGTGLPPAGPAPRP 
AIARRVPDFPLPGRLLVL 
p RSPGGYRTSPCRAGSSSW 

P R*WRTARPVPRRSRSRGG 
09 VDGGRRGPFQGVHDVGDA 
HP STVVADGPSSASTISETR 

m 

4f CCT GCA GTG GTG GCG CAG CGG GCC CCT TGA CCG GCT GCA CTA GCT GAG GCA GGC 
01 50121 50130 50139 50148 50157 50166 

GGA CGT CAC CAC CGC GTC GCC CGG GGA ACT GGC CGA CGT GAT CGA CTC CGT CCG 

GRHHRVARGTGRRDRLRP 
DVTT ASPGELADVID SVR 
TSPPRRPGNWPT*STPSA 

ACPP*RWRCCSPSRRVPC 
RVRHDVGDAAVPPDGFPV 
GCVTTLAMPLLQP IASRS 

GGG CGT GTG CCA CCA GTT GCG GTA GCC GTC GTT GAC CCC CTA GCG GCT TGC CCT 
50175 50184 50193 50202 50211 50220 

CCC GCA CAC GGT GGT CAA CGC CAT CGG CAG CAA CTG GGG GAT CGC CGA ACG GGA 

PAHGGQRHRQQLGDRRTG 
PHTVVNAIGSNWGIAERD 
RTRWSTPSAATGGSPNGT 

PSWSRPASGGGAPRAAAS 
HLGVARHRGAAQQVRQPP 
MSVLQATGVRRRS SASRR 

GTA CCT CTG GTT GAC GCG CCA CGG CTG GGC GGC GGA CGA CCT GCG CGA CGC CGC 
50229 50238 50247 50256 50265 50274 

CAT GGA GAC CAA CTG CGC GGT GCC GAC CCG CCG CCT GCT GGA CGC GCT GCG GCG 
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RTGDRRRGGRSLAPTRGS 
GRATGVDDVEA*HQLVAR 
VAHRG*TTWRPETSSYPG 

CTG GCG CAC GGC AGG GAT GCA GCA GGT GGA GCC GAG TCA CGA CCT CAT GCC GGG 
50283 50292 50301 50310 50319 50328 

GAC CGC GTG CCG TCC CTA CGT CGT CCA CCT CGG CTC AGT GCT GGA GTA CGG CCC 

DRVPSLRRPPRLSAGVRP 
TACRPYVVHLGSVLEYGP 
PRAVPTSSTSAQCWSTAR 

GARHVSGSRTAAGAS SRR 
GRGTFRGPGRRRGPRRGG 
VGGPSGVRVADGGRGVVA 

CTG GGG CGG GCC ACT TGG CTG GGC CTG GCG CAG CGG CGG GGC CGG CTG CTG GCG 
50337 50346 50355 50364 50373 50382 

GAC CCC GCC CGG TGA ACC GAC CCG GAC CGC GTC GCC GCC CCG GCC GAC GAC CGC 

□ DP AR * TDPDRVAAPADD R 

O TPPGEPTRTASPPRPTTA 
CO PRPVNRPGPRRRPGRRPp 

P; RCPWVRPSGPRAPPRRpp 
£ VALGFERRALGHQLGGRL 

m *PLALSAALWATSSAAAS 

s 

^ GAT GCC GTT CCG GTT TGA GCG CCG CTC GGT CCG GCA CGA CCT CCG GCG GCG CCT 
50391 50400 50409 50418 50427 50436 

m CTA CGG CAA GGC CAA ACT CGC GGC GAG CCA GGC CGT GCT GGA GGC CGC CGC GGA 

fij LRQGQTRGEPGRAGGRRG 
YGKAKLAASQAVL EAAAE 
TARPNSRRARPCWRPPRR 

RRPPPRAASRWRPRAPCG 
ADHLRAHQPDGVHGPRAG 
PTTSAPTSRIALTAPGPV 

CCC GCA GCA CCT CCG CCC GCA CGA CGC CTA GCG GTT GCA CCG GCC CGG CCC GTG 
50445 50454 50463 50472 50481 50490 

GGG CGT CGT GGA GGC GGG CGT GCT GCG GAT CGC CAA CGT GGC CGG GCC GGG CAC 

GRRGGGRAADRQRGRAGH 
GVVEAGVLRIANVAGPGT 
ASWRRACCGSPTWPGRAP 

PP*GARGPPRAARRPP* G 
RRDAQEAPHGPPE GLRDG 
GATLRSPRTAPRSASATV 



GGG CCG CCA GTC GGA CGA GCC GGC CCA CCG GCC CGC CGA GCG GCT CCG CCA GTG 
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50499 50508- 505T7 50526" 50535 50544 

CCC GGC GGT CAG CCT GCT CGG CCG GGT GGC CGG GCG GCT CGC CGA GGC GGT CAC 



PGGQPARPGGRAARRGGH 
PAVSLLGRVAGRLAEAVT 
RRSACSAGWPGGSPRRSP 

PCAGPPRPATGTARGGRS 
PVHERRDHLQGLQAGVAV 
RSMSGATTSSDWNRAWRS 



GGC CCT GTA CGA GGG CCG CCA GCA CCT CGA CAG GGT CAA CGC GCG GGT GGC GCT 
50553 50562 50571 50580 50589 50598 

CCG GGA CAT GCT CCC GGC GGT CGT GGA GCT GTC CCA GTT GCG CGC CCA CCG CGA 



PGHAPGGRGAVPVARPPR 
RDMLPAVVELSQLRAHRD 
GTCSRRSWSCPSCAPTAT 

RRRARRRPRPAPRWGRG Y 
VDVHAVDRVRHQ GGGAGT 
*TSTRSTESATSAAVRAR 



GAT GCA GCT GCA CGC GCT GCA GAG CCT GCG CCA CGA CCG GCG GTG GGC GCG GGC 
50607 50616 50625 50634 50643 50652 

CTA CGT CGA CGT GCG CGA CGT CTC GGA CGC GGT GCT GGC CGC CAC CCG CGC CCG 



LRRRARRLGRGAGRHPRP 
YVDVRDVSDAVLAATRAR 
TSTCATSRTRCWPPPAPV 

EPAPRGWRVRRPRAPATA 
NRPQDDGDSAAL GHRHPP 
IGPSTTGMPRPSATGTRH 



ATA AGG CCC CGA CCA GCA GGG GTA GCC TGC GCC GCT CCG GCA CGG CCA CGC CAC 
50661 50670 50679 50688 50697 50706 

TAT TCC GGG GCT GGT CGT CCC CAT CGG ACG CGG CGA GGC CGT GCC GGT GCG GTG 



Y S GAGRPHRTRRGRAGAV 
IPGLVVPIGRGEAVPVRW 
FRGWSSPSDAARPCRCGG 

RRDARRPSRRARRPGPAE 
EDIQEDLHAAHGGLDPLK 
STSRSTSTLPTGASTRSS 



CGA GCA GCT AGA CGA GCA GCT CCA CTC GCC GCA CGG GCG GCT CCA GGC CCT CGA 
50715 50724 50733 50742 50751 50760 

GCT CGT CGA TCT GCT CGT CGA GGT GAG CGG CGT GCC CGC CGA GGT CCG GGA GCT 



ARRSARRGERRARRGP GA 
LVDLLVEVSGVPAEVREL 
SSICSSR*AACPPRSGSF 

RR ; JRWPRPRPRS S GPRGRA 
GGGGRARGPVVPDLDVGP 

- 198- 



AGG GCG GCG GCG GTG CCC GCG CCG GCC CCT GCT GAC CTA GGT CCA GCT GGG GCC 
50769 50778 50787 50796 50805 50814 

TCC CGC CGC CGC CAC GGG CGC GGC CGG GGA CGA CTG GAT CCA GGT CGA CCC CGG 



SRRRHGRGRGRLDPGRPR 
PAAATGAAGDDWIQVDPG 
PPPPRARPGTTGSRSTPG 

RGRVGRSSRRGSAARTP S 
GGAFEEAPGGDARQVLRH 
GARSSRPQVATRESCSDT 



CGG GCG GGC GCT TGA GGA GCC GAC CTG GCG GCA GGC GAG CGA CGT GCT GAG CCA 
50823 50832 50841 50850 50859 50868 

GCC CGC CCG CGA ACT CCT CGG CTG GAC CGC CGT CCG CTC GCT GCA CGA GTC GGT 



ARPRTPRLDRRPLAARVG 
PARELLGWTAVRSLHE SV 
PPANSSAGPPSARCTSR* 

RATPRCAACAPLGGARPA 
GPQPGVRQAPLCDGLVRL 
VPSHASVSRLCAIGWCAS 



CTG GCC CGA CAC CCG GCT GTG CGA CGC GTC CGT CCG TTA GGG GGT CGT GCG CCT 
50877 50886 50895 50904 50913 50922 

GAC CGG GCT GTG GGC CGA CAC GCT GCG CAG GCA GGC AAT CCC CCA GCA CGC GGA 



D RAVGRHAAQAGNPPARG 
TGLWADTLRRQAI PQHAE 
PGCGPTRCAGRQSPSTRS 

AATRPGTTLNGDAAGGAR 
RPRGLGQR*IGTQRAARG 
GRGD*ARDDSERRGRRGG 



CGG CGC CGG CAG GAT CCG GGA CAG CAG TCT AAG GGC AGA CGG CGC GGC GGG CGG 
50931 50940 50949 50958 50967 50976 

GCC GCG GCC GTC CTA GGC CCT GTC GTC AGA TTC CCG TCT GCC GCG CCG CCC GCC 



AAAVLGPVVRFPSAAPPA 
PRPS*ALSSDSRLPRRpp 
RGRPRPCRQIPVCRAARP 

RASSPFEVVPGLPRRAFG 
GPPRRSNSSLAWRAARLA 
EPRVVPIRRCPGAPPACL 



GAG GCC CGC CTG CTG CCC TTA AGC TGC TGT CCC GGG TCG CCC GCC GCG CGT TTC 
50985 50994 51003 51012 51021 51030 

CTC CGG GCG GAC GAC GGG AAT TCG ACG ACA GGG CCC AGC GGG CGG CGC GCA AAG 



LRADDGNSTTGPSGRRAK 
SGR TTGIRRQGPAGGAQS 
PGGRREFDDRAQRAARKA 
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WVGSVPGCWEVRGRAG*P 

GGT TTG CGG GCT CTG ACC TGG CGT GGT GAG GTG TGC AGG GGC ACG GGG AGT TCC 
51039 51048 51057 51066 51075 51084 

CCA AAC GCC CGA GAC TGG ACC GCA CCA CTC CAC ACG TCC CCG TGC CCC TCA AGG 

PNARDWTAPLHTSPCPSR 
QTPETGPHHSTRPRAPQG 
KRPRLDRTTPHVPVPLKV 

*RRGAARRRTRGCWRVGA 
DGGGPPVGGRVGAGA SAQ 
TVAARRCAEAYARVLPRR 

ACA GTG GCG GCG GGC CGC CGT GCG GAG GCG CAT GCG GGC GTG GTC GCC TGC GGA 
51093 51102 51111 51120 51129 51138 

TGT CAC CGC CGC CCG GCG GCA CGC CTC CGC GTA CGC CCG CAC CAG CGG ACG CCT 

CHRRPAARLRVRPHQRTP 
VTAARRHASAYARTSGRL 
SPPPGGTPPRTPAPADAC 

TRGAGRWP SGARR S GAYR 
RGGPAVGPRVPEALARTG 
GDERRWALAFRSPSLGRV 

CGG CAG GAG GGC CGC GGT GCG GTC CCG CTT GGC CGA GCC GCT CTC GGG CGC ATG 
51147 51156 51165 51174 51183 51192 

GCC GTC CTC CCG GCG CCA CGC CAG GGC GAA CCG GCT CGG CGA GAG CCC GCG TAC 

AVLPAPRQGEPARREPAY 
PSSRRHARANRLGESPRT 
RPPGATPGRTGSARARVP 

VPR*GASAS*RPTARRWS 
SPDDGRRPQDAPRQGDGR 
PRTTVGGLSILPANGTAV 

GCC TGC CCA GCA GTG GGG CGG CTC CGA CTA GTC GCC CCG CAA CGG GCA GCG GTG 
51201 51210 51219 51228 51237 51246 

CGG ACG GGT CGT CAC CCC GCC GAG GCT GAT CAG CGG GGC GTT GCC CGT CGC CAC 

RTGRHPAEADQRGVARRH 
GRVVTPPRLISGALPVAT 
DGSSPRRG*SAGRCPSPR 

ASASGQSWPSRPTCLCIG 
PLHRARRGPAERRVSASA 
LCIGLGAVLPKEAYLPLH 

CTC CGT CTA CGG CTC GGG ACG CTG GTC CCC GAA GAG CCG CAT GTC TCC GTC TAC 
51255 51264 51273 51282 51291 51300 

GAG GCA GAT GCC GAG CCC TGC GAC CAG GGG CTT CTC GGC GTA CAG AGG CAG ATG 
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SGQSWPSRPTCRFSTRGP 
RARRGPAERRVASRLEDQ 



GGC TCG GGA CGC TGG TCC CCG AAG AGC CGC ATG TCG CCT TGC TTC AAG CAG GAC 
51309 51318 51327 51336 51345 51354 

CCG AGC CCT GCG ACC AGG GGC TTC TCG GCG TAC AGC GGA ACG AAG TTC GTC CTG 



PSPATRGFSAYSGTKFVL 
RALRPGASRRTAERSSSW 
EPCDQGLLGVQRNEVRP G 

PRDSPSASSTASKPMLT S 
PGTRPARPRPRRSRC * P A 
LAQGLPERVLDGVEADLH 



CTC CCG GAC AGG CTC CCC GAG CGC CTG CTC CAG CGG CTG AAG CCG TAG TTC CAC 
51363 51372 51381 51390 51399 51408 

GAG GGC CTG TCC GAG GGG CTC GCG GAC GAG GTC GCC GAC TTC GGC ATC AAG GTG 



EGLSEGLADEVADFGIKV 
PRGSRTRSPTSASRC 
RGARGRGRRLRHQGA 

GPEKRVESNSVPRAP 
APNRGCRATRSPVPR 
QDDLRTGEAGRQELRSPG 



GAC TAG CAG CTC GGC CCA AGG AAG GCG TGG AGC GAC AAG CTC TGC CCT GCC CGG 
51417 51426 51435 51444 51453 51462 

CTG ATC GTC GAG CCG GGT TCC TTC CGC ACC TCG CTG TTC GAG ACG GGA CGG GCC 



LIVEPGSFRTSLFETGRA 
*SSSRVPSAPRCSRRDGP 
DRRAGFLPHLAVRDGTGR 

ALVSLPRYGFTLRVRPKT 
PWCPCRGTGSPSGSGRSR 
PGARVAAQVRLHAP GAAE 



CCC CGG TCG TGC CTG TCG CCG GAC ATG GGC TTC CAC TCG GCC TGG GCG CCG AAG 
51471 51480 51489 51498 51507 51516 

GGG GCC AGC ACG GAC AGC GGC CTG TAC CCG AAG GTG AGC CGG ACC CGC GGC TTC 



GASTDSGLYPKVSRTRGF 
GPARTAACTRR*AGPAAS 
GQHGQRPVPEGEPDPRLR 

EPPSPEWGPSGAFAAASI 
RRRRRSGARRGPSPPPAS 
DGAAVAGLGAVRRLRRRQ 

CAG AGG CCG CCG CTG CCG AGG GTC GGG CCG CTG GGC CGC TTC CGC CGC CGC GAC 
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51525 51534 51 543 51552 51561 51570 

GTC TCC GGC GGC GAC GGC TCC CAG CCC GGC GAC CCG GCG AAG GCG GCG GCG CTG 

VSGGDGSQPGDPAKAAAL 
SPAATAPSPATRRRRrr* 
LRRRRLPARRPGE GGGAD 

RAASSASSVGSRSGNPS S 
GPRAPPPRSGAAAATPRR 
DQGRQLRVLGRQPQRqav 

TAG GAC CGG CGC GAC CTC CGC CTG CTC TGG GGC GAC GCC GAC GGC AAC CCG CTG 
51579 51588 51597 51606 51615 51624 

atc ctg gcc gcg ctg gag gcg gac gag acc ccg ctg cgg ctg ccg ttg ggc gac 

ilaaleadetplrlplgd 
swprwrrtrprcgcrwat 

PGRAGGGRDPAAAAVGRR 

PTVATSP*RS*TRLSMVV 
RP*QRARDGRDPACRC* S 
VPDSGHETVEILHAVVDR 

CTG CCC CAG TGA CGG CAC GAG CCA GTG GAG CTA GTC CAC GCG TTG CTG TAG TGC 
51633 51642 51651 51660 51669 51678 

GAC GGG GTC ACT GCC GTG CTC GGT CAC CTC GAT CAG GTG CGC AAC GAC ATC ACG 

DGVTAVLGHLDQVRNDIT 
TGSLPCSVTSIRCATTSR 
R GHCRARSPRSGAQRHHD 

HSFRVLAVPKSSQPWRGR 
TPSASWPSPSRRSLGGAA 
B. PLLPGPRRAEVVSAVPR 

TGC ACC CTC TTC GCC TGG TCC CGC TGC CCG AAG CTG CTG ACT CCG GTG GCC GGC 
51687 51696 51705 51714 51723 51732 

ACG TGG GAG AAG CGG ACC AGG GCG ACG GGC TTC GAC GAC TGA GGC CAC CGG CCG 

TWEKRTRATGFDD * GHRP 
R G R S GPGRRASTTEATGR 
VGEADQGDGLRRLRPPAA 

LL PQPAGFGGGVRAEMSS 
CFLNPPASDAG*GRKWPP 
AFSTPPRRIRQRGESGHL 

GCG TTT TCT CCA ACC CCC CGC GGC TTA GGC GGG GGA TGG GAG CGA AGG TAC CTC 
51741 51750 51759 51768 51777 51786 

CGC AAA AGA GGT TGG GGG GCG CCG AAT CCG CCC CCT ACC CTC GCT TCC ATG GAG 

RKRGWGAPNPPPTLASME 
AKEVGGRRIRPLPSLPWR 
QKRL GGAESAPYPRFHGG 

SC Vi LTQSTLSPM*AVCSCA 
LASRRPLLARCRRWAPVP 
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CTT CTC GTC TCG CAG ACC CTT CAT TCC GAG CCG TAG ATG CGG TGC GTC CTT GTC 
51795 51804 51813 51822 51831 51840 

GAA GAG CAG AGC GTC TGG GAA GTA AGG CTC GGC ATC TAC GCC ACG CAG GAA CAG 

EEQSVWEVRLGIYATQEQ 
KSRASGK*GSASTPRRNR 
RAERLGSKARHLRHAGTG 

SSILSCITLSRQGSGS*A 
PRS*PVSR*AGRGPGRDR 
RVLDLFLDDPEEARVGIV 

CGC CTG CTC TAG TTC CTT GTC TAG CAG TCC GAG GAG ACG GGC CTG GGG CTA GTG 
51849 51858 51867 51876 51885 51894 

GCG GAC GAG ATC AAG GAA CAG ATC GTC AGG CTC CTC TGC CCG GAC CCC GAT CAC 

ADEIKEQIVRLLCPDPDH 
RTRSRNRSSGSSARTPI T 
GRDQGTDRQAPLPGPRSR 

GGQGTGHDTMISRSQSAY 
M GARGPGTTP*SAARSRRT 
O GRGARDRPRDHHQAVAVR 

o ___ , . . . _ _ 

S3 CGG GGC GGG ACG GGC CAG GGC ACC AGC CAG TAC TAC GAC GCG CTG ACG CTG CGC 

f 51903 51912 51921 51930 51939 51948 

W GCC CCG CCC TGC CCG GTC CCG TGG TCG GTC ATG ATG CTG CGC GAC TGC GAC GCG 

^ 

~" APPCPVPWSVMMLRDCDA 
L PRPARSRGRS*CCATATR 
PALPGPVVGHDAARLRRV 

m GSSRSCALISCSRQAPRD 
p DPVAPAPWSRVPGNLRGI 
m IRFQPLLGPDFLVTSGAS 

ATA GGC CTT GAC GCC CTC GTC CGG TCC TAG CTT GTC CTG GCA ACT CGG CCG GCT 
51957 51966 51975 51984 51993 52002 

TAT CCG GAA CTG CGG GAG CAG GCC AGG ATC GAA CAG GAC CGT TGA GCC GGC CGA 

YPELREQARIEQDR*AGR 
IRNCGSRPGSNRTVEPAD 
SGTAGAGQDRTGPLSRPI 

RGEVPRSPRPGGALRRLA 
EAKLRDAQGLAGRSGVYL 
RPR*GTPKASPGGRASTS 

AGA GCC GGA AGT TGG CCA GCC GAA CCG GCT CCC GGG GGG CGC TCG GCT GCA TCT 
52011 52020 52029 52038 52047 52056 

TCT CGG CCT TCA ACC GGT CGG CTT GGC CGA GGG CCC CCC GCG AGC CGA CGT AGA 

SRPSTGRLGRGPPASRRR 
LGLQPVGLAEGPPRADVE 
SAFNRSAWPRAPREPT*S 
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f u a a o-FPRDDPDGPMGRV 
PCTNARRGITLTAPCGAC 
RAPTREAASR*PRRADRA 

CGC CCG TCC ACA AGC GAG CCG CCG GCT AGC AGT CCC AGC GGC CCG TAG GGC GCG 
52065 52074 52083 52092 52101 52110 

GCG GGC AGG TGT TCG CTC GGC GGC CGA TCG TCA GGG TCG CCG GGC ATC CCG CGC 

AGRCSLGGRSSGSPGIPR 
RAGVRSAADRQGRRASRA 
GQVFARRPIVRVAGHPAH 

LRRHSGRGPPLIRSRPSL 
WGDIRGGGPHCSAPVRHS 
GATSAVGARTAPHPFATL 

TGG TCG GCA GCT ACG CTG GGG GCG GGC CCA CCG TCC TAC GCC CTT GCG CCA CTC 
52119 52128 52137 52146 52155 52164 

ACC AGC CGT CGA TGC GAC CCC CGC CCG GGT GGC AGG ATG CGG GAA CGC GGT GAG 

T S RR C D P R P G G R <m) R E R G E \S JL 
PAVDATPARVAGCGNAVR s^l 
H QPSMRPPPGWQDAGTR*E 

O ' 

O PPPAIPRLSRSATARPPR 
PRPRSPASHAPPPPGPRA 

* PAPARHPPTLPLRHGPAP 

rn _. 

£ TCC CCG CCC CCG CGC TAC CCC GCC TCA CTC GCC CTC CGC CAC CGG GCC CCG CCC 
52173 52182 52191 52200 52209 52218 

L AGG GGC GGG GGC GCG ATG GGG CGG AGT GAG CGG GAG GCG GTG GCC CGG GGC GGG 
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GCC GAA GTG CTC CGC CGC GTC CGC CAC CAG CTG CTA GTG CGT GCG CGG CAG CTC 
52227 52236 52245 52254 52263 52272 

CGG CTT CAC GAG GCG GCG CAG GCG GTG GTC GAC GAT CAC GCA CGC GCC GTC GAG 

RLHEAAQAVVDDHARAVE 
GFTRRRRR.WSTITHAPSR 
ASRGGAGGGRRSRTRRRG 

TRAARSGIWSCSARRSSS 
RVPPGPVSGHAVPGARAP 
GYPRGQFRDMLLQGPALQ 

CGG CAT GCC CGC CGG GAC CTT GGC TAG GTA CTC GTT GAC CGG GCC GCG CTC GAC 
52281 52290 52299 52308 52317 52326 

GCC GTA CGG GCG GCC CTG GAA CCG ATC CAT GAG CAA CTG GCC CGG CGC GAG CTG 
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A A L E P r H E' Q Ti A R R E L 
PYGRPWNRSMSNWPGASW 
RTGGPGTDP*ATGPARAG 

TMGTARSDSRVSPLSRRP 
P*GPPGATPG*RPCAAGP 
LDDRHGPQRVEGLAPQAQ 

CTC CAG TAG GGC CAC CGG GCC GAC AGC CTG GAG TGG CTC CCG TCC GAC GCG GAC 
52335 52344 52353 52362 52371 52380 

GAG GTC ATC CCG GTG GCC CGG CTG TCG GAC CTC ACC GAG GGC AGG CTG CGC CTG 

EVIPVARLSDLTEGRLRL 
RSSRWPGCRTSPRAGCAW 
GHPGGPAVGPHRGQAAPG 

STSFPPNRVTPWTSSAPE 
PPPSPRTGSPRGPARRRS 
PLHLLAPEPRDALHEVGA 

CCC CTC CAC CTC TTC CCG CCC AAG GCC TGC CAG CCG GTC CAC GAG CTG CGG CCG 
52389 52398 52407 52416 52425 52434 

GGG GAG GTG GAG AAG GGC GGG TTC CGG ACG GTC GGC CAG GTG CTC GAC GCC GGC 

GEVEKGGFRTVGQVLDAG 
GRWRRAGSGRSARCSTPA 
GGGEGRVPDGRPGARRRL' 

YRSRWSRPTPCCVASWVT 
TGAAGAGRPRAASRRGSP 
RVPQALEAPDPLLGGVLR 

AGC ATG GCC GAC GCG GTC GAG GCG CCC CAG CCC GTC GTC TGG CGG CTG GTC TGC 
52443 52452 52461 52470 52479 52488 

TCG TAC CGG CTG CGC CAG CTC CGC GGG GTC GGG CAG CAG ACC GCC GAC CAG ACG 

S YRLRQLRGVGQQTADQT 
RTGCASSAGSGSRPPTRR 
VPAAPAPRGRAADRRPDG 

AAAWRIASATRSLMATCM 
PRRGASRRPQVPCCRRVC 
HGGGLPDGLSYPVADGYV 

CAC CGG CGG CGG GTC GCC TAG CGG CTC CGA CAT GCC CTG TCG TAG CGG CAT GTG 
52497 52506 52515 52524 52533 52542 

GTG GCC GCC GCC CAG CGG ATC GCC GAG GCT GTA CGG GAC AGC ATC GCC GTA CAC 

VAAAQR IAEAVRD S I AVH 
WPPPSGSPRLYGTASPYT 
GRRPADRRGCTGQHRRTH 

STSLGSGRVVASTTAS CT 
RRPCARAGSWRVPRRAAR 
DVHVPGLGPGGCQDDRQV 



TAG CTG CAC CTG TCC GGG CTC GGG GCC TGG TGG CGT GAC CAG CAG CGC GAC GTG 
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52551 52560'' 52569 52578 52587 52596 

ATC GAC GTG GAC AGG CCC GAG CCC CGG ACC ACC GCA CTG GTC GTC GCG CTG CAC 

IDVDRPEPRTTALVVALH 
STWTGPSPGPPHWSSRCT 
RRGQARAPDHRTGRRAAR 

STSAPGSARRATSAPPAS 
APPPPGRPVGPRRPP RPA 

HQHLRAGLCAPGDLRAPR 

CAC GAC CAC CTC CGC CCG GGG CTC CGT GCG GCC CGG CAG CTC CGC CCG CCC CGC 
52605 52614 52623 52632 52641 52650 

GTG CTG GTG GAG GCG GGC CCC GAG GCA CGC CGG GCC GTC GAG GCG GGC GGG GCG 

VLVEAGPEARRAVEAGGA 
CWWRRAPRHAGPSRRAGR 
AGGGGPRGTPGRRGGRGA 

VFFSPGSSASAPGAAPRS 
SSSARGAAPRPPAPPLGA 
QRLLEARQQGLRPRRCAP 

GAC TGC TTC TTC GAG CCG GGC GAC GAC CGG CTC CGC CCC GGC CGC CGT CCG GCC 
52659 52668 52677 52686 52695 52704 

CTG ACG AAG AAG CTC GGC CCG CTG CTG GCC GAG GCG GGG CCG GCG GCA GGC CGG 

LTKKLGPLLAEAGPAAGR 
*RRS SARCWPRRGRRQAG 
DEEARPAAGRGGAGGRPA 

RMSNAPRAARPRASAATA 
ACATRPAPRVPVPAPPRp 
QAHQERPPGCPSPRQRGH 

GAC GCG TAC GAC AAG CGC CCC GCC CGG CGT GCC CCT GCC CGC GAC CGC CGG CAC 
52713 52722 52731 52740 52749 52758 

CTG CGC ATG CTG TTC GCG GGG CGG GCC GCA CGG GGA CGG GCG CTG GCG GCC GTG 

LRMLFAGRAARGRALAAV 
CACC SRGGPHGDGRWRPW 
AHAVRGAGRTGTGAGGRG 

SIRASVSCASWSPTGGSS 
p SGRVSRAPRGRRHAVAA 
RLDACQGLLGVVVTHWRQ 

CGC CTC TAG GCG CGT GAC TGG CTC GTC CGG CTG GTG CTG CCA CAC GGT GGC GAC 
52767 52776 52785 52794 52803 52812 

GCG GAG ATC CGC GCA CTG ACC GAG CAG GCC GAC CAC GAC GGT GTG CCA CCG CTG 

AEIRALTEQADHDGVPPL 
RRSAH*PSRPTTTVCHRC 
GDPRTDRAGRPRRCATAA 

A W .„A E T S R S RR GP E S T A A R 
RGPRPRGAAGGP SR P PRG 
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GAG CGG GTC CGG AGC CAG CTG GAC GAC GCG GCG GGC CCG AGG CTC CAC CGG CGG 
52821 52830 52839 52848 52857 52866 

CTC GCC CAG GCC TCG GTC GAC CTG CTG CGC CGC CCG GGC TCC GAG GTG GCC GCC 

LAQASVDLLRRPGSEVAA 
SPRPRSTCCAARAPRWPP 
RPGLGRPAAPPGLRGGRP 

TSKSSREASY*PRSASSE 
PRSRAASRRTSRGARRAR 
QDVELQAGGLVVAQEGLE 

GAC CAG CTG AAG CTC GAC GCG AGG CGG CTC ATG ATG CCG GAC GAG CGG CTC GAG 
52875 52884 52893 52902 52911 52920 

CTG GTC GAC TTC GAG CTG CGC TCC GCC GAG TAC TAC GGC CTG CTC GCC GAG CTC 

LVDFELRSAEYYGLLAEL 
WSTSSCAPPSTTACSPSS 
GRLRAALRRVLRPARRAL 

PRAGSGAAASPNRGS STA 
PGRGRGRPPRPTGAPRpp 
RAAGGVGRRGLPEQRVLH 

AGC CCG GCG CGG GGG CTG GGG CGC CGC CGG CTC CCC AAG GAC GGC CTG CTC CAC 
52929 52938 52947 52956 52965 52974 

TCG GGC CGC GCC CCC GAC CCC GCG GCG GCC GAG GGG TTC CTG CCG GAC GAG GTG 

SGRAPDPAAAEGFLPDEV 
p RAAPPTPRRPRGSCRTRW 
SI GPRPRPRGGRGVPAGRGG 

\M SRTLVWASSSVCRRTESR 
Q RAP * SGPARRCAGGPRVA 

HI GLPDPGLREVVRVAPD * Q 

CGG CTC GCC CAG TCC TGG GTC CGC GAG CTG CTG TGC GTG GCG GCC CAG AGT GAC 
52983 52992 53001 53010 53019 53028 

GCC GAG CGG GTC AGG ACC CAG GCG CTC GAC GAC ACG CAC CGC CGG GTC TCA CTG 

AERVRTQALDDTHRRVSL 
PSGSGPRRSTTRTAGSHC 
RAGQDPGARRHAPPGLTA 

P*WAKPV. RKARAWRRVIR 
RSGPRRCGSRGRGAGSSG 
AAVLGEAGAEGEGLAPRD 

GCG CCG ATG GTC CGG AAG CCG TGG GCG AAG CGG GAG CGG GTC GCG GCC TGC TAG 
53037 53046 53055 53064 53073 53082 

CGC GGC TAC CAG GCC TTC GGC ACC CGC TTC GCC CTC GCC CAG CGC CGG ACG ATC 

RG YQAFGTRFALAQRR T j 
AA.XRPSAPASPSPSAGRS 
R LPGLRHPLRPRP A PDDP 



m 

J.: 

5 



m 



^ 0 - LJr ^-fJ-v±WAMAASAC 
RRRSPARCSSGPWRRVRA 
EAVLHPEALRDLGDGCER 

GAG CCG CTG CTC TAC CCC GAG CCG TTC TGC TAG GTC CGG TAG CGG CGT GAG CGC 
53091 53100 53109 53118 53127 53136 

CTC GGC GAC GAG ATG GGG CTC GGC AAG ACG ATC CAG GCC ATC GCC GCA CTC GCG 

LGDEMGLGKTIQAIAALA 
SATRWGSARRSRP SPHSR 
RRRDGARQDDPGHRRTRA 

RAASPCLWKMTTQGALTS 
GLRRPASGS*PPRDPWRA 
V*GGLPLAVEHHDTRGAH 

GTG GAT CGG CGG CTC CCC GTC TCG GTG AAG TAC CAC CAG ACA GGC CGG TCG CAC 
53145 53154 53163 53172 53181 53190 

CAC CTA GCC GCC GAG GGG CAG AGC CAC TTC ATG GTG GTC TGT CCG GCC AGC GTG 

HLAAEGQSHFMVVCPASV 
T*PPRGRATSWWSVRPAC 
PSRRGAEPLHGGLSGQRA 

ILQVRSVSFRLTSRTVGS 
S*SSGPSRSACHAARSVA 
QDVPGPLGLLATHQAHCR 

GAC TAG TTG ACC TGG GCC CTC TGG CTC TTC GCG TCA CAC GAC GCG CAC TGT GGC 
53199 53208 53217 53226 53235 53244 

CTG ATC AAC TGG ACC CGG GAG ACC GAG AAG CGC AGT GTG CTG CGC GTG ACA CCG 

LINWTRETEKRSVLRVTP 
*STGPGRPRSAVCCA*HR 
DQLDPGDREAQCAARDTA 

CPGSRCSANASQFPRPpt 
ARGRGAPRTRRSSPAPRR 
QVAGVP LVREGVP L P P AA 

GAC GTG CCG GGG CTG GCC GTC CTG CGC AAG CGG CTG ACC TTC CCC GCC CCG CCG 
53253 53262 53271 53280 53289 53298 

CTG CAC GGC CCC GAC CGG CAG GAC GCG TTC GCC GAC TGG AAG GGG CGG GGC GGC 

LHGPDRQDAFADWKGRGG 
CTAPTGRTRSPTGRGGAA 
ARPRPAGRVRRLE GAGRR 

ATVVKSASRPKGAGPPPS 
RP *WRRRAAPSGPARPR R 
DRDGGEVRQPAERRGPAA 

CAG CGC CAG TGG TGG AAG CTG CGC GAC GCC CCG AAG GGC CGC GGG CCC CCG CCG 
53307 53316 53325 53334 53343 53352 

GTC GCG GTC ACC ACC TTC GAC GCG CTG CGG GGC TTC CCG GCG CCC GGG GGC GGC 
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V A V T- T F D A L R G F P A P G G G 
SRSPPSTRCGASRRpgaa 

rghhlrraaglpgargrr 

TPMSTTSSAW*TFF G RVR 
PPCA RRPRPGSRSSDGSG 
LHAHEDHVLGVVHL I GPQ 

CTC CAC CCG TAC GAG CAG CAC CTG CTC CGG GTG ATG CAC TTC TTA GGG GCC TGG 
53361 53370 53379 53388 53397 53406 

GAG GTG GGC ATG CTC GTC GTG GAC GAG GCC CAC TAC GTG AAG AAT CCC CGG ACC 

EVGMLVVDEAHYVKNPRT 
R WACSSWTRPTT*Rlp Gp 
GGHARRGRGPLREE SPDP 

REMATESHASCQSRTSNR 
GSWPRRRTPPASRGRATG 
AAGH GDGLPRLVAVAHQE 

GCG GCG AGG TAC CGG CAG AGG CTC ACC CGC CTC GTG ACG CTG GCG CAC GAC AAG 
53415 53424 53433 53442 53451 53460 

CGC CGC TCC ATG GCC GTC TCC GAG TGG GCG GAG CAC TGC GAC CGC GTG CTG TTC 

S RRSMAVSEWAEHCDRVLF 

AAPWPSPSGRSTATACCS 
J p LHGRLRVGGALRPRAVP 

1 VPVGMSFRTSSNRLRTRI 

m sryawpsgrrptgcgpas 

QGTRGHLVADLLEAAQHP 

GAC TGG CCA TGC GGG TAC CTC TTG GCG CAG CTC CTC AAG GCG TCG GAC CAC GCC 
fy 53469 53478 53487 53496 53505 53514 

\M CTG ACC GGT ACG CCC ATG GAG AAC CGC GTC GAG GAG TTC CGC AGC CTG GTG CGG 

fy LTGTPMENRVEEFRSLVR 

* PV RPWRTASRSSAAWCG 
{ DRYAHGEPRRGVPQPGAD 

RWGSSASAMSSCSPTAPE 
GGARAPPPWRRARRRpps 

DE LGLQRLGDVLVVAHRA 

TAG GAG GTC GGG CTC GAC CGC CTC CGG TAG CTG CTC GTG CTG CCG CAC CGC CCG 
53523 53532 53541 53550 53559 53568 

ATC CTC CAG CCC GAG CTG GCG GAG GCC ATC GAC GAG CAC GAC GGC GTG GCG GGC 

IL QPELAEAIDEHDGVAG 
SSSPSWRRPSTSTTAWRA 

pparaggghrrarrrggl 



LANRLATAGT*RR 
WPTGCPPRVPRDAG 
GL REALRDCRDIQA 



C 



A 



A V L 



AGG TTC CGC AAG GCG TTC CGC CAG CGT GGC CAG ATA GAC GCG GCG TTG GTC 
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53577 53586 53595 53604" 5361 3 53622 

TCC AAG GCG TTC CGC AAG GCG GTC GCA CCG GTC TAT CTG CGC CGC AAC CAG CAG 

SKAFRKAVAPVYLRRNQQ 
PRRSARRSHRSICAATSR 
QGVPQGGRTGLSAPQPAG 

TRVSSGASWCVSSHSSGL 
RG*RVGPAGACPRTPPAW 
VDEGFERRELVRVLPLLG 

CTG CAG GAG TGG CTT GAG GGC CGC GAG GTC GTG TGC CTG CTC ACC CTC CTC GGG 
53631 53640 53649 53658 53667 53676 

GAC GTC CTC ACC GAA CTC CCG GCG CTC CAG CAC ACG GAC GAG TGG GAG GAG CCC 

DVLTELPALQHTDEWEEP 
TSSPNSRRSSTRTSGRSP 
RPHRTPGAPAHGRVGGAQ 

VA SSSA*RSATRAPLKMA 
CPPRPPRGRPRARRCS*P 
ARRVLLGVALGHAGAVEH 

TCG TGC CGC CTG CTC CTC CGG ATG GCG CTC CGG CAC GCG CGG CCG TTG AAG TAC 
53685 53694 53703 53712 53721 53730 

AGC ACG GCG GAC GAG GAG GCC TAC CGC GAG GCC GTG CGC GCC GGC AAC TTC ATG 

STADEEAYREAVRAGNFM 
ARRTRRPTARPCAPATSW 
HGGRGGLPRGRARRQLHG 

IR LAAYARGSRDAFTCRS 



SAC 



PAG 



RHAPRRVRTRLPGRLHV 

CGC TAC GCG TCC CGC CGC ATG CGC GCA GGC CTC GCC AGG CGC TTC CAC GTG GCC 
53739 53748 53757 53766 53775 53784 

GCG ATG CGC AGG GCG GCG TAC GCG CGT CCG GAG CGG TCC GCG AAG GTG CAC CGG 

AMRRAAYARPERSAKVHR 
RCAGRRTRVRSGPRRCTG 
DAQGGVRASGAVREGAPA 

R SIASSAASFPSFTTTNE 
ARSRQPPR RSRAS p R p TR 

QALDSLLGGLVPQLDHHE 

GAC GCG CTC TAG CGA CTC CTC CGG CGG CTC TTG CCC GAC TTC CAG CAC CAC AAG 
53793 53802 53811 53820 53829 53838 

CTG CGC GAG ATC GCT GAG GAG GCC GCC GAG AAC GGG CTG AAG GTC GTG GTG TTC 

LRE IAEEAAENGLKVVVF 
CAR SLRRPPRTG*RSWCS 
ARDR * GGRRERAE GR GVL 

AN.-RSTSATTRSASVSAAP 
R TGPRVPLPVRPA*PR PR 
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AGG CGC AAG GCC CTG CAT GAC CGT CAC CAT GCG CTC CGC GAG TGC CTG CGC CGG 
53847 53856 53865 53874 53883 53892 

TCC GCG TTC CGG GAC GTA CTG GCA GTG GTA CGC GAG GCG CTC ACG GAC GCG GCC 



RDVLAVVR 



A 



PRSGTYWQWYARRSRTR 
RVPGRTGSGTRGAHGRGR 

GPASAPGCSSGPDSSPRA 
ALPPLLGAPRAPTRLPAL 
PWPRFCARLVLRPGFLP S 

CCC GGT CCC CGC CTT CGT CCG GGC GTC CTG CTC GGC CCC AGG CTT CTC CCC GCT 
53901 53910 53919 53928 53937 53946 

GGG CCA GGG GCG GAA GCA GGC CCG CAG GAC GAG CCG GGG TCC GAA GAG GGG CGA 

GPGAEAGPQDEPGSEEGR 
GQGRKQARRTSRGPKRGE 
ARGGSRPAGRAGVRRGAS 

VASARPGATSLAAVGSVG 
WLPHAPGPPPFPLWAPCA 
GCRIRPARRHFPCGRRVR 

CGG TGT CGC CTA CGC GCC CCG GGC CGC CAC CTT TCC CGT CGG TGC GGC CTG TGC 
53955 53964 53973 53982 53991 ' 54000 

GCC ACA GCG GAT GCG CGG GGC CCG GCG GTG GAA AGG GCA GCC ACG CCG GAC ACG 

ATADARGPAVERAAT PD T 
p QRMRGARRWKGQPRR T R 
HSGCAGPGGGKGSHAGHA 

P W S S IAATRSVGAGVSRV 
p GPPSRRRVPCVPASPAS 
RALLLDGGYPVCRRRRLp 

GGC CCG GTC CTC CTC TAG CGG CGG CAT GCC CTG TGT GGC CGC GGC TGC CTC GCC 
54009 54018 54027 54036 54045 54054 

CCG GGC CAG GAG GAG ATC GCC GCC GTA CGG GAC ACA CCG GCG CCG ACG GAG CGG 

PGQEEIAAVRDTPAPTER 
RARRRSPPYGTHRRRrsg 

GPGGDRRRTGHTGADGAD 

PGRLTGPGRAPRTNPGIE 
PAACPAPVAPRAHTRASR 
RPRAPHRSRPGPTHE PRD 

TGC CCC GGC GCG TCC CAC GGC CCT GGC GCC CGG CCC GCA CAC AAG CCC GGC TAG 
54063 54072 54081 54090 54099 54108 

ACG GGG CCG CGC AGG GTG CCG GGA CCG CGG GCC GGG CGT GTG TTC GGG CCG ATC 

TGPRRVPGPRAGRVF G V _ I _ 
RGJ&AGCRDRGPGVCS GRS 
GAAQGAGTAGRACVRADL 
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nj 



AARGGVAAR 
HRGGASLLE 



A 



R 



G 



AGC CCG TCG CAC GGC GGG CGG GCG GCT GTC GTC GAG CAG CTG CTG AAG CGG CGG 
54117 54126 54135 54144 54153 54162 

TCG GGC AGC GTG CCG CCC GCC CGC CGA CAG CAG CTC GTC GAC GAC TTC GCC GCC 

sgsvpparrqqlvddfaa" 
raacrppadssssttspp 

GQRAARPPTAARRRLRRR 

gp *atssacisapptpr l 

ARDRRVARASRPLRLPG* 
RGT VGYQERLDLCASHAE 

CGC GGG CCA GTG CGG CAT GAC GAG CGC GTC TAG CTC CGT CCG CCT CAC CCG GAG 
54171 54180 54189 54198 54207 54216 

GCG CCC GGT CAC GCC GTA CTG CTC GCG CAG ATC GAG GCA GGC GGA GTG GGC CTC 

APGHAVLLAQIEA GGVGL 
Rp VTPYCSRRSRQAEWAS 
ARSRRTARADRGRRSGPQ 

MCAAETTIRQSGCSLGVT 
CAPRRRPSGRRAAA*ASR 
VHLGGGHHDEALRLELRG 

TTG TAC GTC CGG CGG AGG CAC CAC TAG GAG ACG CTC GGC GTC GAG TTC GGC TGG 
54225 54234 54243 54252 54261 54270 

p AAC ATG CAG GCC GCC TCC GTG GTG ATC CTC TGC GAG CCG CAG CTC AAG CCG ACC 



NMQAASVVILCEPQLKPT 
TCR PPPW*SSASRSSSRP 
HAGRLRGDPLRAAAQADR 

SCWATARAWRMPWTRETR 
RVGP PRGHGGCP G P G S P G 
DFVLRDGTGVAHALDARD 

CAG CTT GTG GTC CGC CAG CGG GCA CGG GTG GCG TAC CCG GTC CAG GCG AGC CAG 
54279 54288 54297 54306 54315 54324 

GTC GAA CAC CAG GCG GTC GCC CGT GCC CAC CGC ATG GGC CAG GTC CGC TCG GTC 

VEHQAVARAHRMGQVRSV 
SNTRRSPVPTAWARSARS 
RTp GGRPCPPHGPGPLGP 

TC RRSQVSPTSSRR TRIS 
RAGGARCPLPPRVGPASA 

ahvaqearfphvfaqhph 

GCG CAC GTG GCG GAC GAG ACG TGC CTT CCC CAC CTG CTT GCG GAC CAC GCC TAC 
54333 54342 54351 54360 54369 54373 

CGC GTG CAC CGC CTG CTC TGC ACG GAA GGG GTG GAC GAA CGC CTG GTG CGG ATG 
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R-:, V H R- L Ii" C T E- " G" V D E R E V R M 
ACTACSARKGWTNAWCGC 
RAPPALHGRGGRTPGADA 

SFLDRRNSA*ARRLATAS 
PSCTGGTRRKRGGCRPRR 
QLVLGAQEVSVGAAARDG 



GAC CTC TTG TTC AGG GCG GAC AAG CTG CGA ATG CGG GCG GCG TCG CGC CAG CGG 
54387 54396 54405 54414 54423 54432 

CTG GAG AAC AAG TCC CGC CTG TTC GAC GCT TAC GCC CGC CGC AGC GCG GTC GCC 



LENKSRLFDAYARRSAVA 
WRTSPACSTLTPAAARSP 
GEQVPPVRRLRPPQRGR R 

DVGSATSMESRARARWMT 
TSVPRRRCRPGRGPGGCR 
LRCRVGDVDRVEGQGAVD 



CTC AGC TGT GGC CTG CGG CAG CTG TAG AGC CTG GAG CGG GAC CGG GCG GTG TAG 
54441 54450 54459 54468 54477 54486 

GAG TCG ACA CCG GAC GCC GTC GAC ATC TCG GAC CTC GCC CTG GCC CGC CAC ATC 



ESTPDAVDISDLALARHI 
SRHRTPSTSRTSPWPATS 
VDTGRRRHLGPRPGPPHR 

SSSCARNPAHTGTAAGIR 
PPPVPVTPPTLEPRRA*E 
HLLFLCPQPRSNRDGRRN 



CAC CTC CTC CTT GTC CGT GCC AAC CCC CGC ACT CAA GGC CAG CGG CGC GGA TAA 
54495 54504 54513 54522 54531 54540 

GTG GAG GAG GAA CAG GCA CGG TTG GGG GCG TGA GTT CCG GTC GCC GCG CCT ATT 



VEEEQARLGA*VPVAAPI 
WRRNRHGWGREFRSPRLF 
GGGTGTVGGVSSGRRAYS 

HHRLHLGALRHPQGPPHP 
TTASTFARWATPSVQLTP 
PPPPPSPGGPPPASRSPP 



GCC ACC ACC GCC TCC ACT TCC GGG CGG TCC GCC ACC CCG ACT GGA CCT CCC ACC 
54549 54558 54567 54576 54585 54594 

CGG TGG TGG CGG AGG TGA AGG CCC GCC AGG CGG TGG GGC TGA CCT GGA GGG TGG 



RWWRR*RPARRWG*PGGW 
GGGGGEGPPGGGADLEGG 
VVAEVKARQAVGLTWRVG 

RRGPHEQLRPHPHHPPLP 
GDEPTNKSDRIHI THPCL 
ATKRPTRPTASTSPTPAS 

CCG GCA GAA GGC CCC ACA AGA ACC TCA GCG CCT ACA CCT ACC ACA CCC CCG TCT 
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54bUJ 54612 54621 54630 54 639 54648 

GGC CGT CTT CCG GGG TGT TCT TGG AGT CGC GGA TGT GGA TGG TGT GGG GGC AGA 

GRLPGCSWSRGCGWCGGR~ 
AVFRGVLGVADVDO 



G V F L E 



D G V G A 
M V W G Q 



CGRRVPRGRQRQLEVQVV 
AVEVCQGGESGSYSSKFW 
PLRSASAARAAATARSSG 

CCC GTT GGA GCT GCG TGA CCG GCG GGA GCG ACG GCG ACA TCG AGC TGA ACT TGG 
54657 54666 54675 54684 54693 54702 

GGG CAA CCT CGA CGC ACT GGC CGC CCT CGC TGC CGC TGT AGC TCG ACT TGA ACC 

G QPRRTGRPRCRCSST*T 
GNLDALAALAAAVARLEP 
ATSTHWPPSLPL* LDLNH 

*TRHENIEWWVT*CARR S 
EI.ATSM*RGGSPRAPEEV 
SLHPA*KDGVLRDLL SKS 

TGA GTT CAC GCC ACG AGT AAA TAG AGG GTG GTC TGC CAG ATC GTC CGA GAA GCT 
54711 54720 54729 54738 54747 54756 

ACT CAA GTG CGG TGC TCA TTT ATC TCC CAC CAG ACG GTC TAG CAG GCT CTT CGA 

TQVRCSFISHQTV*QALR _ 
LKCGAHLSPTRRSSRLFD 
SSAVLIYLPPDGLAGSST 

RR L*PRHGCCRMSARWSP 
GASDHGTVAADCVQAGPH 
E Q p TMAQSRLMAYKRALI 

GAG GAC GCC TCA GTA CCG GAC ACT GGC GTC GTA GCG TAT GAA CGC GCG GTC CTA 
54765 54774 54783 54792 54801 54810 

CTC CTG CGG AGT CAT GGC CTG TGA CCG CAG CAT CGC ATA CTT GCG CGC CAG GAT 



LLRSHGL*PQHR 
SCGVMACDRSIA 



A R Q D 
R A R M 



PAESWPVTAASHTCAPGW 

CRTRALFGSAAVNARPTP 
VGRGPWFGVPQWTPERHL 
SVE DPGSVWQSGRQSETY 

CCT GTG GAG CAG GCC CGG TCT TTG GGT GAC CGA CGG TGC AAC CGA GAG CCA CAT 
54819 54828 54837 54846 54855 54864 

GGA CAC CTC GTC CGG GCC AGA AAC CCA CTG GCT GCC ACG TTG GCT CTC GGT GTA 

GHLVRARNPLAATLA L GV 
DTS SGPETHWLPRWLSV* 
TPRPGQKPTGCHVGSRCR 

WT .STIPRRWSPSPATWDP 
GPAP SRAD GPPHLPRGTR 
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CCG GTC CAC GAC CAC TAG CCC GCA GAG GTC CTC CCA CTT CCC CGG CAG GTC AGG 
54873 54882 54891 54900 54909 54918 

GGC CAG GTG CTG GTG ATC GGG CGT CTC CAG GAG GGT GAA GGG GCC GTC CAG TCC 

g Q v l v i grlqegegavq 's" 

ARCW*SGVSRRVKGPSSP 
PGAGDRASPGG*RGRP V R 

THp PACPYFSSPSGRSNP 
RTRLHAHTSVPPRAGPTR 
A H A S TRMPLFQLAL GP L E 

CCG CAC ACG CCT CCA CGC GTA CCC ATC TTT GAC CTC CCG CTC GGG GCC CTC AAG 
54927 54936 54945 54954 54963 54972 

GGC GTG TGC GGA GGT GCG CAT GGG TAG AAA CTG GAG GGC GAG CCC CGG GAG TTC 

G VCGGAHG*KLEGEPR E ~F~ 
ACAEVRMGRNWRASPGSS 
RVRRCAWVETGGRAP GVR 

ASAYTASSTATSKRGGSN 
RVRTPPPAPRPPSEAGRT 
ACERLHRLQDRHVKPGGL 

CCG CGT GAG CGC ATC CAC CGC CTC GAC CAG CGC CAC CTG AAA GCC GGG GGG CTC 
54981 54990 54999 55008 55017 55026 

GGC GCA CTC GCG TAG GTG GCG GAG CTG GTC GCG GTG GAC TTT CGG CCC CCC GAG 

GALA *VAELVAVDFRPpe 
AHSRRWRSWSRWTFGPPS 
RTR VGGGAGRGGLSAPR V 

s tccrsgcssa** rrasa 
rhv agagvrhleddapvq 

EIY LVPEWVIFSMMPPCK 

AAG CTA CAT GTC GTG GCC GAG GGT GTG CTA CTT CGA GTA GTA GCC GCC CGT GAA 
55035 55044 55053 55062 55071 55080 

TTC GAT GTA CAG CAC CGG CTC CCA CAC GAT GAA GCT CAT CAT CGG CGG GCA CTT 

F D V Q H R L P H D E A H H R "r" " A ~ ~L _ 
SMYSTGSHTMKLI IGGHL 

rct apaptr*ssssagtc 

TCS RRANSAVRRRPKWST 
PAPDGPTRHSGGDQSGAR 
- R __"_ LI E Q R E IRGETKAE LE 

CGC CAC GTC CTA GAG GAC CGC AAG CTA CGC TGG GAG GCA GAA CCG AAG GTC GAG 
55089 55098 55107 55116 55125 55134 

GCG GTG CAG GAT CTC CTG GCG TTC GAT GCG ACC CTC CGT CTT GGC TTC CAG CTC 

AVQDLLAFDATLRLGFQL 
RC *&I SWRSMRPSVLAS SS 
GAG SPGVRCDPPSWLP A R 
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a 



ru 



-K- X i KRYASACSRAPTTAP 
GRRVATRARAPGRp RLR p 

DEDYPPVRERLVARAYDR 

CAG GAG CAG CAT GCC GCC ATG CGC GAG CGC GTC CTG GCG CGC CCG CAT CAG CGC 
55143 55152 55161 55170 55179 55188 

GTC CTC GTC GTA CGG CGG TAC GCG CTC GCG CAG GAC CGC GCG GGC GTA GTC GCG 

VLVVRRYALAQDRAGVV _ A~ 
SSSYGGTRSRRTARA*SR 
PRRTAVRARAGPRGRSRG 

R SCAPCSPTTTGACPSPR 
DPAPRAPRRQRVLVPLHG 
T QLLGPLVANDYWCLSIA 

CCA GAC CTC GTC CGG CCC GTC CTG CCG CAA CAG CAT GGT CGT GTC CCT CTA CCG 
55197 55206 55215 55224 55233 55242 

GGT CTG GAG CAG GCC GGG CAG GAC GGC GTT GTC GTA CCA GCA CAG GGA GAT GGC 
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GAG GGC GAG CAC GTG GTA CAT GAC GAG GCG CTT GTC GCC CTT GAC CAG CTA GAG 
55251 55260 55269 55278 55287 55296 

CTC CCG CTC GTG CAC CAT GTA CTG CTC CGC GAA CAG CGG GAA CTG GTC GAT CTC 



m LPL VHHVLLREQRELVDL 
\M SR SCTMYCSANSGNWSIS 
£3 PARAPCTA PRTAGTGRS P 



CTRSGPLWRARRTSSNTW 
AHERGRCGVHGEHRPTRG 
PMNEVGAALTGKTDLLED 

GCC GTA CAA GAG CTG GGG CCG TCG GTT GCA CGG GAA GCA CAG CTC CTC AAG CAG 
55305 55314 55323 55332 55341 55350 

CGG CAT GTT CTC GAC CCC GGC AGC CAA CGT GCC CTT CGT GTC GAG GAG TTC GTC 

RHVLDPGSQRALRVEEFV 
GMFSTPAANVPFVSRS SS 
AC SRPRQPTCPSCRGVRP 

RRp SNSCCPGGGRNSRR S 
AGPRTRAAPAAEGTRDVR 
LAQALELLLPRRGQE I SA 

GTC GCG GAC CCG CTC AAG CTC GTC GTC CCC GGC GGA GGG GAC AAG CTA GCT GCG 
55359 55368 55377 55386 55395 55404 

CAG CGC CTG GGC GAG TTC GAG CAG CAG GGG CCG CCT CCC CTG TTC GAT CGA CGC 
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R 



Q R L G • E F E Q Q G P P F E F' D R 
SA WASSSSRGRLPCSI 
APGRVRAAGAASPVRS 

PRRTPSSRKAWPVRRS 

hdgrrrpgsqgpfeahl"g 

ITEEDALVAKGLSSQTFG 

CTA CCA GAG GAG CAG CCG CTC CTG GCG AAA CGG GTC CCT TGA GAC GCA CTT CGG 
55413 55422 55431 55440 55449 55458 

GAT GGT CTC CTC GTC GGC GAG GAC CGC TTT GCC CAG GGA ACT CTG CGT GAA GCC 

DGLLVGEDRFAQGTLREA 
MV SSSARTALPRELCVKP 
WSPRRR G PLCPGNSA*SP 

RR APPRCRSAWWGCPRCT 
GGQPRGADAQGGDAHDVP 
AAKRAAQMQKGVMRM T S L 

GCG GCG GAA CGC CCG CCG GAC GTA GAC GAA CGG GTG GTA GGC GTA CCA GCT GTC 
55467 55476 55485 55494 55503 55512 

CGC CGC CTT GCG GGC GGC CTG CAT CTG CTT GCC CAC CAT CCG CAT GGT CGA CAG 

fsj RRLAGGLHLLAHHPHGRQ 
AALRAACICLPTIRMVDR 
PPCGRPASACPPSAWSTG 
m : 

£. RR GRCSRPT *APRVGWVC 

EEEAAAEQLEHQGLEGCA 
NKKRPLKKSN (m) SA*SGVR X - <V- 

P — — — — — — — — — — — — — — — }CsiS^ 

m CAA GAA GAA GGC GCC GTC GAA GAA CCT CAA GTA CGA CCG GAT TGA GGG GTG TGC 
fO 55521 55530 55539 55548 55557 55566 

m GTT CTT CTT CCG CGG CAG CTT CTT GGA GTT CAT GCT GGC CTA ACT CCC CAC ACG 

fU VL LPRQLLG VHAGLTPHT 

FFFRGSFLEFMLA*LPTR 
SSSAAASWSSCWPNSPHA 

GYPGPTSGYLIRTRTCAS 
GMLVRHRGTCFGLVPARV 
VWLSGTDVRVFDSYPHVC 

GTG GGT ATT CCT GGG CCA CAG CTG GGC ATG TTT TAG GCT CAT GCC CAC GTG CGT 
55575 55584 55593 55602 55611 55620 

CAC CCA TAA GGA CCC GGT GTC GAC CCG TAC AAA ATC CGA GTA CGG GTG CAC GCA 

HP *GPGVDPYKIRVRV~H~~A~ 
THKDPVSTRTKSEYGCTH 
PIRTRCRPVQNPSTGART 

IFAL*AARCEDRSRR L RV 
SLLWDRQAVNTGHVVCVF 
QYFGIVSRSMRGTFSAFS 

GAC TAT TTT CGG TTA GTG CGA CGC GCT GTA AGC AGG GCA CTT GCT GCG TTT GCT 
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bb629 55638 5-5647' 55656, 55665 55674 

CTG ATA AAA GCC AAT CAC GCT GCG CGA CAT TCG TCC CGT GAA CGA CGC AAA CGA 

LI kanhaarhssrerrk r~ 

**KPITLRDIRPVNDANE 

d ksqsrcatfvp* ttqtn 

GGGARGTRRVCGGIWGRQ 
EGVLAVLEVCAVASGDGS 
SGW WRSWN*ARLRRDMGA 

TGA GGG GGT GGT CGC GCT GGT CAA GAT GCG TGC GTT GGC GGC TAG GTA GGG GCG 
55683 55692 55701 55710 55719 55728 

ACT CCC CCA CCA GCG CGA CCA GTT CTA CGC ACG CAA CCG CCG ATC CAT CCC CGC 

TPPPARPVLRTQPPiHPR 
LPHQRDQFYARNRRSIPA 
SPTSATSSTHATADPSP L 

G CSSRRTV*TSPGRR S PG 
GAVQGGP*ELVPAEGVPV 
ARLKVEQDSLYQPRESQS 

ACG GGC GTT GAA CTG GAG GAC CAG TGA GTT CAT GAC CCC GGA GAG GCT GAC CCT 
55737 55746 55755 55764 55773 55782 

TGC CCG CAA CTT GAC CTC CTG GTC ACT CAA GTA CTG GGG CCT CTC CGA CTG GGA 

CPQLDLLVTQVLGPLRLG 
ARNLTSWSLKYWGLSDWD 
PAT *PPGHSSTGASPTGT 

PRRRVGRRSRTPSWRGGG 
PGVVYEEAHALQRGVGEE 
RASSTSRQTLSNAVLARR 

GGC CCG GCT GCT GGA TGA GGA GAC GCA CTC GCT CAA CCG CTG GTT GCG GGA GGA 
55791 55800 55809 55818 55827 55836 

CCG GGC CGA CGA CGT ACT CCT CTG CGT GAG CGA GTT GGC GAC CAA CGC CCT CCT 

PGRRRTPLRERVGDQRpp 
RADDVLLCVSELATNALL 
Gp TTYSSA*ASWRP T PSS 

RRGARGHNGEERGSHRRR 
VADRGAMTEKKADAIVAV 
Wp TGGPWPKRRRTR* S PS 

GGT GCC GCA GGG CGG GCC GGT ACC AAA GGA AGA AGC GCA GGC GAT ACT GCC GCT 
55845 55854 55863 55872 55881 55890 

CCA CGG CGT CCC GCC CGG CCA TGG TTT CCT TCT TCG CGT CCG CTA TGA CGG CGA 

PRRPARPWFPSSRPL *R~~R~ 
HGVP p GHGFLLRVRYDGD 
TASRPAMVSFFASAMTAT 

GG_RRP G RCRFPRVGFGRR 
DEADLDVVASRAYGSGGV 
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- T _ _!L T S T" W S' X P V P T G- R V G S 

GCA GGA GGC GCA OCT CCA GGT GCT GTC GCC TTG CCC GCA TGG GGC TTG GGG GCT 

55899 55908 55917 55926 55935 55944 

CGT CCT CCG CGT CGA GGT CCA CGA CAG CGG AAC GGG CGT ACC CCG AAC CCC CGA 

RPPRR GPRQRNGRTPNPR 
VLRVEVHDSGTGVPRTpo 

SSA SRSTTAERAYPEPP T 

GRRLRGRDAGPRRAPRCT 
VGVF AAATQEQDAR QGVL 

SGSSPPRPRSRTPASASL 

GCT GGG GCT GCT TCC GCC GGC GCC AGA CGA GGA CCA GCC GCG CGA CCG GCT GTT 
55953 55962 55971 55980 55989 55993 

CGA CCC CGA CGA AGG CGG CCG CGG TCT GCT CCT GGT CGG CGC GCT GGC CGA CAA 

RPRRRRPRSAPGRRAG _ R _ _ Q _ 
DPDEGGRGLLLVGALADK 
TPTKAAAVCSWSARWPTS 



PRPRAFARCLR 



T R R A 



PAHALSRGAFDDPGLEGH 
Hp TPSRVGPLTTQASNAT 

CAC CCC GCA CCC GCT CGC TTG CGG GCC GTT TCA GCA GAC CCG GCT CAA GCG GCA 
56007 56016 56025 56034 56043 56052 

GTG GGG CGT GGG CGA GCG AAC GCC CGG CAA AGT CGT CTG GGC CGA GTT CGC CGT 
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CGT CCC GGG AAC ACG TTA AGG ACA CCT CCG GAG TTA GAA AGC CGA CTG CGT GTC 
56061 56070 56079 56088 56097 56106 

GCA GGG CCC TTG TGC AAT TCC TGT GGA GGC CTC AAT CTT TCG GCT GAC GCA CAG 

A G P L C N S C G G L N L S A _ D _ _ A _ _ Q _ 
QGPCAIPVEASI FRLTHR 
RALVQFLWRPQSFG*RTG 

LCL SNVHGQGSRRTAGVL 
SACHTSMGRGVGGRRGWL 
_ L _ P _ V TLQCAGAWEAADGGC 

CTC TCC GTG TCA CTC AAC TGT ACG GGG ACG GGT GAG GCG GCG CAG CGG GGG TGT 
56115 5612 4 56133 56142 56151 56160 

GAG AGG CAC AGT GAG TTG ACA TGC CCC TGC CCA CTC CGC CGC GTC GCC CCC ACA 

ERHSELTCPCPERRVAP _ T _ 

RG..TVS*HAPAHSAASPP 0 
EA Q*VDMPLPTPPR RPHK 
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A G G I S S SGESPLSADYGA 
RVVS QPPGRLHCHHTMGP 
ACWRNLLVG*IATIR* V R 

TCG CGT GGT GGC TAA CTC CTC CTG GGG AGT CTA CCG TCA CTA CGC AGT ATG GGC 
56169 56178 56187 56196 56205 56214 

AGC GCA CCA CCG ATT GAG GAG GAC CCC TCA GAT GGC AGT GAT GCG TCA TAC CCG 

SAPPIEEDPSDG £! D A S Y P 
AHHRLRRTPQMA (7) M R H T R 

R TTD*GGPLRWQ*CVIP G 

^ 

FVPRG*RSPWRPGRRSGR 
s SQGGEAHRGGRGEGRAE 
RLSAARLTVAVAARAALR 

CGC TTC TGA CCG GCG GGA GTC GCA CTG CCG GTG GCG CCG GGA GCG GCG CTC GGA 
56223 56232 56241 56250 56259 56268 

GCG AAG ACT GGC CGC CCT CAG CGT GAC GGC CAC CGC GGC CCT CGC CGC GAG CCT 

AKT GRPQRDGHRGPR RE ~"p~ 
RRLAAL SVTATAALAA S L 
ED WPPSA*RPPR PS PRAS 

RR EGRWPRGRPGYGTRPR 
DG SEGGRGGGLATDLVRA 
TEARGAVAAGSPR IWYAP 

GCA GAG GCG AGA GGG GCG GTG CCG GCG GGG GCT CCC GGC ATA GGT CAT GCG CCC 
56277 56286 56295 56304 56313 56322 

CGT CTC CGC TCT CCC CGC CAC GGC CGC CCC CGA GGG CCG TAT CCA GTA CGC GGG 

RLR SPRHGRPRGPYPVRG 

VSALPATAAPEGRIQYAG 
SPL SPPRP P p RAVSSTRA 

PLRRPRCSCRSG*PP G RG 
RCVGHGVAVDHVELRVVG 
AASATASL*MTFRLASWA 

GCG CCG TCT GCG GCA CCG GCT GTC GAT GTA GCA CTT GGA GTT CCG CCT GGT GCG 
56331 56340 56349 56358 56367 56376 

CGC GGC AGA CGC CGT GGC CGA CAG CTA CAT CGT GAA CCT CAA GGC GGA CCA CGC 

RGRRRGRQLHREPQGGPR 
AADAVADSYIVNLKADHA 
R Q T PWPTATS*TSRRTTP 

NPNRPRVRGRRSTRRRcp. 
TRTGLGSAGEDLLVAGVD 
REp ESAPR A RTSFYPASM 

GGC AAG CCC AAG GCT CCG GCC TGC GCG GGA GCA GCT CTT CAT GCC GCG GCT GTA 
56385 56394 56403 56412 56421 56430 

CCG TTC GGG TTC CGA GGC CGG ACG CGC CCT CGT CGA GAA GTA CGG CGC CGA CAT 
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ACTC SPGSRSRSRp RRpp 
LARVLLGQVAVRDLGGLR 
SRVYLFARFP*AI S A E S A 

GCT CGC GTG CAT GTT CTT CCG GGA CTT GCC GAT GCG CTA GCT CCG GAG GCT CCG 
56439 56448 56457 56466 56475 56484 

CGA GCG CAC GTA CAA GAA GGC CCT GAA CGG CTA CGC GAT CGA GGC CTC CGA GGC 

RAHVQE GPERLRDRGLR G _ 
ERTYKKALNGYAI EASEA 
SA RTRRP*TATRSRpp RR 

PW PARRRGPP RRRPGSGC 

LGL REGGVRRDGGHDLVA 
SAL ASAASGATAETTWFR 

CCT CCG GTT CCG CGA GCG GCG GCT GGG CCG CCA GCG GAG GCA CCA GGT CTT GGC 
56493 56502 56511 56520 56529 56538 

GGA GGC CAA GGC GCT CGC CGC CGA CCC GGC GGT CGC CTC CGT GGT CCA GAA CCG 

GGQGARRRPGGRLRGPEP 
EAKALAADPAVASVVQNR 
TRRSPPWSRTA 



R R S P 



T *CRRSGSWGARRP GP . GR 

HEADVRGLGVRGGPAQVA 
MNLMSAVWVLGGEQP R SR 

GTA CAA GTC GTA GCT GCG CTG GGT CTG GTT GGG CGG GAG GAC CCC GGA CCT GGC 
56547 56556 56565 56574 56583 56592 

CAT GTT CAG CAT CGA CGC GAC CCA GAC CAA CCC GCC CTC CTG GGG CCT GGA CCG 

HVQHRRDPDQPALLGPGP 
MFSI DATQTNPPSWGLDR 
CSASTRPRPTRPPGAWTA 

PGS SGGGSCSTCRGPSPR 
HVLLVEGQVARVGVRVRG 
TSWFFRGRFLEYV*GSEA 

GCA CCT GGT CTT CTT GGA GGG GGA CTT GTC GAG CAT GTG GAT GGG CCT GAG CCG 
56601 56610 56619 56628 56637 56646 

CGT GGA CCA GAA GAA CCT CCC CCT GAA CAG CTC GTA CAC CTA CCC GGA CTC GGC 

RGPEEPPPEQLVHLPGL _ G _ 
VDQKNLPLNSSYTYPD SA 
WTRRTSP*TARTPTRTRP 

APL SPTR*R C RRGC*GCR 
PLSHRRVDDVGADADGVA 
_ PCPT VAYTMSVPTRMVWL 

GCC CGT CCC TCA CTG CCG CAT GCA GTA GCT GTG GCC GCA GGC GTA GTG GGT GTC 
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56655 56664 56673 56682 s 56691 56700 

CGG GCA GGG AGT GAC GGC GTA CGT CAT CGA CAC CGG CGT CCG CAT CAC CCA CAG 

RAGSDGVRHRHRRphhp'q" 
GQGVTAYVIDTGVR 



GRE*RRTSSTPASASP 



T 



SRRGPRRRSRRWRCRCCR 
VEAAPGGVAVVGDVVVVG 
SKPPRAE*P*SAMSLSLV 

GCT GAA GCC GCC GGC CCG GAG GAT GCC GAT GCT GCG GTA GCT GTT GCT GTT GTG 
56709 56718 56727 56736 56745 56754 

CGA CTT CGG CGG CCG GGC CTC CTA CGG CTA CGA CGC CAT CGA CAA CGA CAA CAC 

RLRRPGLLRLRRHRQrqh 
DFG <3RASYGYDAI DNDNT 
TSAAGPPTATTPSTTTTP 

GPRGRGRCARPRCPRRCR 
GLVAVAVARVHGARD GAV 
AWSPWPWPVCTAPVTAPL 

GCG GGT CCT GCC GGT GCC GGT GCC GTG CGT GCA CCG GCC GTG CCA GCG GCC GTT 
56763 56772 56781 56790 56799 56808 

CGC CCA GGA CGG CCA CGG CCA CGG CAC GCA CGT GGC CGG CAC GGT CGC CGG CAA 

RPGR PRPRHARGRHGRR~Q~ 
AQDGHGHGTHVAGTVAGN 
PRTATATARTWPARSPAT 

RRRRWSPWSRLRGRASCS 
GVADGLLGLDYADAHQVV 
A *PTALFALITPTRTSFL 

GCG GAT GCC GCA GCG GTT CTT CCG GTT CTA GCA TCC GCA GGC GCA CGA CTT GTT 
56817 56826 56835 56844 56853 56862 

CGC CTA CGG CGT CGC CAA GAA GGC CAA GAT CGT AGG CGT CCG CGT GCT GAA CAA 

RLRRRQEGQDRRRP RAEQ 
AYGVAKKAKIVGVRVLNN 



T A S P R R P 



C * T T 



RGPCWRGPRRRCRSPRGS 
GA LAGGGLDDGADVPDGP 
EP WPVVAWTTAPMSQ TAR 

GAG GCC GGT CCC GTG GTG GCG GGT CCA GCA GCG GCC GTA GCT GAC CCA GCG GGC 
56871 56880 56889 56898 56907 56916 

CTC CGG CCA GGG CAC CAC CGC CCA GGT CGT CGC CGG CAT CGA CTG GGT CGC CCG 

LRPGHHRPGRRRHRL GR __ p" 
SGQGTTAQVVAGI D W V A R 
PARAPPPR SS p ASTGSpG 

RR>A PRRWCTGRRRR RCP 
VGDLRGDGVHGEAAAGVR 
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F A T I, G A T A L M D R P P F A S V 



CTT GCG GCA GTT CGG CCG 
56925 56934 
GAA CGC CGT CAA GCC GGC 



GCA GCG GTT GTA CAG GGA 
56943 56952 
CGT CGC CAA CAT GTC CCT 



GCC GCC GCC GCG GCT GTG 
56961 56970 
CGG CGG CGG CGC CGA CAC 



ERRQAGRRQHVPRRRRRH 
NAVKPAVANMSLGGGADT 
TPSSRPSPTCPSAAAPTR 

GRCPRVCRWPRRR*RRRP 
GEVRGYAVGHGGADGEGH 
ARSVATRLAMAEPTVKAT 

CCG GGA GCT GTG CCG GCA TGC GTT GCG GTA CCG GAG GCC GCA GTG GAA GCG GCA 
56979 56988 56997 57006 57015 57024 

GGC CCT CGA CAC GGC CGT ACG CAA CGC CAT GGC CTC CGG CGT CAC CTT CGC CGT 

GPRHGRTQRHGLRRHLRR 
ALDTAVRNAMAS GVT FAV 
PSTRPYATPWPPASP SPW 

PRCRT SWRRWSTVRVR*R 
H RGAVLRGVGGRP*GCADG 
AAPLSDVLAEVLDGARTV 

1=1 

^ CCG CCG GCC GTT GCT CAG CTG GTT GCG GAG GTG CTC CAG TGG GCG TGC GCA GTG 
J 57033 57042 57051 57060 57069 57078 

J GGC GGC CGG CAA CGA GTC GAC CAA CGC CTC CAC GAG GTC ACC CGC ACG CGT CAC 

GGRQRVDQRLHEVTRTRH 
p AAGNESTNASTRSPARVT 
m RPAT SRPTPPRGHPHASP 

ru 

HI PW*PRRSSWSPRWPRSSW 

D LGDRDARRGARVGLGAVG 

111 SAMVTPAVVLESALAP * E 

GCT CCG GTA GTG CCA GCC GCG CTG CTG GTC GAG CCT GCG GTT CCG GCC GAT GAG 
57087 57096 57105 57114 57123 57132 

CGA GGC CAT CAC GGT CGG CGC GAC GAC CAG CTC GGA CGC CAA GGC CGG CTA CTC 

RGHHGRRDDQLGRQGRLL 
EAITVGATTSSDAKAGYS 
RPSRSARRPARTPRPATP 

SRSRGRGRRGRNTW* RPR 
VVAGDEVEEGGTRGD GRG 
L*PETRSRKAGPEDMVEA 

GTT GAT GCC GAG GCA GGA GCT GGA GAA GCG GGG GCC AAG CAG GTA GTG GAG CCG 
57141 57150 57159 57168 57177 57186 

CAA CTA CGG CTC CGT CCT CGA CCT CTT CGC CCC CGG TTC GTC CAT CAC CTC GGC 

QLRLRPRPLRPRFVHHLG 
NY GSVLDLFAPGSS I TSA 
TTAPSSTSSPPVRPSPRP 



^^^^SPSWCWRRYTSPSG 
P V *AVRRGVGDGTR RH RG 
Q FEL SEAVLVMEPVDIAV 

GAC CTT GAG TTC GCT GAG CCG CTG GTT GTG GTA GAG GCC ATG CAG CTA CCG CTG 
57195 57204 57213 57222 57231 572 40 

CTG GAA CTC AAG CGA CTC GGC GAC CAA CAC CAT CTC CGG TAC GTC GAT GGC GAC 

L E L K R L GDQHHLRYVD G _ "d~ 
WNS SDSATNTISGTSMAT 
GT0 -ATRRPTPSPVR RW Rp 

ARPp RRRAGGRRWGRPWG 
RVHRAGGREVEGGVGRGG 
_ GCTA PAAASWRAALGEAV 

GGG CGT GCA CCG CCC GCG GCG GCG CGA GGT GGA GCG GCG GTT GGG GAG CCG GTG 
57249 57258 57267 57276 57285 57294 

CCC GCA CGT GGC GGG CGC CGC CGC GCT CCA CCT CGC CGC CAA CCC CTC GGC CAC 

PARGGRRRAPPRRQp LG ~~~ 
PHVAGAAALHLAANP SAT 
RTWRAPPRSTSPPTPRpp 

TGPR WPASTRRWWRR R * W 
RGLDGRRQRGGGGGADDG 
GDWTAVASVDAAVVPT TV 

GGG CAG GGT CCA GCG GTG CCG CGA CTG CAG GCG GCG GTG GTG GCC GCA GCA GTG 
57303 57312 57321 57330 57339 57343 

CCC GTC CCA GGT CGC CAC GGC GCT GAC GTC CGC CGC CAC CAC CGG CGT CGT CAC 

P V P G R H G A D V R R H H R _ ~r" ~r~ _ h~ 

PS Q V ATALTSAATTGVVT 
RPR SPRR* R ppppp ASSp 

gr cpsawgagtrrgaarg 
vgarargvpeqvdappvv 

LGPVp EGLRSRYTPRRcs 

GTT GGG GCC GTG CCC GAG CGG GTT GGC CGA GGA CAT GCA GCC GGC CGC CGT GCT 
57357 57366 57375 57384 57393 57402 

CAA CCC CGG CAC GGG CTC GCC CAA CCG GCT CCT GTA CGT CGG CCG GCG GCA CGA 

QPRH GL AQ PAPVRR p a _ ~ a ~ ~r~ 
NPGTG SPNRLLYVGRRHD 

tpararptgsctsaggtt 

GEp GASRSCRHSCS*Rcs 

vrr araelvgtvvrdavv 

WGG RGRKSFVPS*VI LSL 

GGT GGG AGG CCC GGG CGC GAA GCT CTT GTG GCC ACT GAT GTG CTA GTC GCT GTT 
57411 57420 57429 57438 57447 57456 

CCA CCC TCC GGG CCC GCG CTT CGA GAA CAC CGG TGA CTA CAC GAT CAG CGA CAA 



« - k £, n « H D O R O 

HPPGPR FENTGDYTISD ^ N 

TLR ARASRTPVTTRSATT 
WPRT GPSPRRRR RCRARp 
GRDLGRHRDGADGAVRGR 
EVTSDGTVTEPTEPLAGE 

GAG GTG CCA GCT CAG GGG CCA CTG CCA GAG GCC GCA GAG GCC GTT GCG CGG GAG 
57465 57474 57483 57492 57501 57510 

CTC CAC GGT CGA GTC CCC GGT GAC GGT CTC CGG CGT CTC CGG CAA CGC GCC CTC 

LHGRVPGDGLRRLRQr A ~l~ 
STV ESPVTVSGVSGNAPS 

pr sspr*rspaspatrpr 

GRRLPGCRGCTCRRGGPG 
GE GYLDVDDVRVDAVELD 
ARATSTWMTWVYMPSRWT 

CCG GGA GCG GCA TCT CCA GGT GTA GCA GGT GTG CAT GTA GCC GCT GGA GGT CCA 
57519 57528 57537 57546 57555 57564 

u GGC CCT CGC CGT AGA GGT CCA CAT CGT CCA CAC GTA CAT CGG CGA CCT CCA GGT 

S GPRRRGPHRPHVHRRp p _ _ g _ 

F ALAVEVHIVHTYI GDLQV 

3 PS P*RSTSSTRTSATSR S 

ffl 

£ ASRGRRCPTCA* TTRCRR 

01 LQDGGVARRVRELRVAGA 
WSI AGSPVAYVSLDYPVP 

o 

jTjj GGT CGA CTA GCG GGG GCT GCC GTG CCG CAT GTG CGA GTT CAG CAT GCC GTG GCC 

HI 57573 57582 57591 57600 57609 57618 

S CCA GCT GAT CGC CCC CGA CGG CAC GGC GTA CAC GCT CAA GTC GTA CGG CAC CGG 

j=l 

W PADRPRRHGVHAQVVRHR 
°- LI APDGTAYTLKSYGTG 
S * Sp PTARRTRSSRTAPA 

CNp CC*CWTSPSRR R ppp 
ATRVVDVGRVRHVGGRLR 
PLESLMLVVYETFAEESA 

GCC GTC AAG CCT GTT GTA GTT GTG GTG CAT GAG CCA CTT GCG GAG GAG CCT CCG 
57627 57636 57645 57654 57663 57672 

CGG CAG TTC GGA CAA CAT CAA CAC CAC GTA CTC GGT GAA CGC CTC CTC GGA GGC 

r Qfgqhqhhvlgerll "g ~g" 

GSSDNINTTYSVNASSEA 
AVRTTSTPRTR*TPPRrr 

WR CTSVAPSRCRSSRCRA 
GVARPFQPHAVVRVVVGP 
_ A __ Lp VHFSRTLSLAF*SVP 

CCG GTT GCC GTG CAC CTT TGA CGC CCA CTC GCT GTT GCG CTT GAT GCT GTG GCC 
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57681 57690 5T699 57708 577T7 57726 

GGC CAA CGG CAC GTG GAA ACT GCG GGT GAG CGA CAA CGC GAA CTA CGA CAC CGG 



GQRHVETAGERQRELRHR 
ANGTWKLRVSDNANYDTG 
PTARGNCG*ATTRTTTPG 

CLRRPAATRARGSWD *DD 
AYVGPRQLELGGQGTRTT 
RMSAQASCN*GERVLGLR 



CGC GTA TCT GCG GAC CCG CGA CGT CAA GAT CGG GAG GGA CTG GTC AGG ATC AGC 
57735 57744 57753 57762 57771 57780 

GCG CAT AGA CGC CTG GGC GCT GCA GTT CTA GCC CTC CCT GAC CAG TCC TAG TCG 



AHRRLGAAVLALPDQS * S 
RIDAWALQF*PSLTSPSR 
A*TPGRCSSSPP*PVLVV 

ERCPVPDRGPWGRPRGVD 
RAARCRTGVRGVALVVWT 
GRPVAG PGSGALR S S S GR 



AGG AGC GCC GTG CCG TGG CCC AGG GCT GGG CCG GTT GGC GCT CCT GCT GGG TGC 
57789 57798 57807 57816 57825 57834 

TCC TCG CGG CAC GGC ACC GGG TCC CGA CCC GGC CAA CCG CGA GGA CGA CCC ACG 



SSRHGTGSRPGQPRGRPT 
PRGTAPGPDPANREDDPR 
LAARHRVPTRPTARTTHV 

PGPVGGGALSDLGAPRPP 
RGRCAAEPLPTSARQAPH 
GAGARRRRCPLRPGSPPT 



AGG CCG GGG CCG TGC GGC GGA GGC CGT TCC CTC AGC TCC GGG CGA CCC GCC CCA 
57843 57852 57861 57870 57879 57888 

TCC GGC CCC GGC ACG CCG CCT CCG GCA AGG GAG TCG AGG CCC GCT GGG CGG GGT 



SGPGTPPPARESRPAGRG 
PAPARRLRQGSRGPL GGV 
RPRHAASGKGVEARWAGW 

YPTGGGLGKSCPTDGAVC 
TRPAEGWARRAPPTGL *A 
PVPHRGGLGELLPHGWSR 



CCC ATG CCC CAC GGA GGG GGG TTC GGG AAG CTC GTC CCC CAC AGG GGT CGA TGC 
57897 57906 57915 57924 57933 57942 

GGG TAC GGG GTG CCT CCC CCC AAG CCC TTC GAG CAG GGG GTG TCC CCA GCT ACG 



GYGVPPPKPFEQGVS PAT 
GTGCLPPSPSSRGCPQLR 
VRGASPQALRAGGVP SYA 

A A „_G I PRTGGRARLRTRRS 
HQASPARVGVPGCDRVAP 
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M S R R H P A- Y G W P G A T A Y P P 

GTA CGA CGC GGC TAC CCC GCG CAT GGG GGT GCC CGG GCG TCA GCG CAT GCC GCC 
57951 57960 57969 57978 57987 57996 

CAT GCT GCG CCG ATG GGG CGC GTA CCC CCA CGG GCC CGC AGT CGC GTA CGG CGG 

HAAPMGRVPPRAR SRVRR 
MLRRWGAYPHGPAVAYGG 
CCADGARTPTGPQSRTAG 

p STDPPTRGCHGADVRP V 
LPRTPPHGGATVPTLVRC 
FPVHRPTDARLSRR*CAA 

CTT CCC CTG CAC AGC CCC CCA CAG GCG GGC GTC ACT GGC CGC AGT TGT GCG CCG 
58005 58014 58023 58032 58041 58050 

GAA GGG GAC GTG TCG GGG GGT GTC CGC CCG CAG TGA CCG GCG TCA ACA CGC GGC 

EGDVSGGVRPQ* PAS T~~R~~G~ 
KGT CRGVSARSDRRQHAA 
RGRVGGCPPAVTGVNTRH 

EQGLPAAPGLVSVGRRPQ 
RRAWPHRRDSSPCGGARG 
GGPGLTGGTRPRVGGPAA 

TGG AGG ACC GGG TTC CCA CGG CGG CCA GGC TCC TGC CTG TGG GGG GCC GCG CCG 
58059 58068 58077 58086 58095 58104 

ACC TCC TGG CCC AAG GGT GCC GCC GGT CCG AGG ACG GAC ACC CCC CGG CGC GGC 

T SWPKGAAGPRTDTPRR~G _ 
PPG PRVPPVRGRTPPGAA 
LLA QGCRRSEDGHPPARP 

SGCRLGLSRAGGGVGWLG 
RGVVCGLAVRVGVWGGCA 
GVWLAVWP*ACGWGGGVP 

GGG CTG GGT GTT GCG TTG GGT TCC GAT GCG CGT GGG GGT GGG TGG GGG GTG TCC 
58113 58122 58131 58140 58149 58158 

CCC GAC CCA CAA CGC AAC CCA AGG CTA CGC GCA CCC CCA CCC ACC CCC CAC AGG 

pdpqrnprlrappptphr" 

PT HNATQGYAHPHPPp TG 
RPT TQPKATRTPTHPP QA 

GCAHARAGGGGRS * W R R p 
AAPMRVRVGVVAPDGGEP 
RRL CACACGWWRP IVVKP 

GGC GGC GTC CGT ACG CGT GCG CGT GGG GGT GGT GGC GCC CTA GTG GTG GAA GCC 
58167 58176 58185 58194 58203 58212 

CCG CCG CAG GCA TGC GCA CGC GCA CCC CCA CCA CCG CGG GAT CAC CAC CTT CGG 

PPQACARAPPPP RDHHL ~~ 
RR RHAHAHPHHRGI TTFG 
AAGMR TRTPTTAGSPps G 
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DGNRGAEGGA-wuglrvg 
TGMEDRRAGRKGNAWDYA 

CCA GGG GTA AAG CAG GGC GGA GCG GGG GGC GAA TGG TAA GCG GGT CAG CAT GCG 
58221 58230 58239 58248 58257 58266 

GGT CCC CAT TTC GTC CCG CCT CGC CCC CCG CTT ACC ATT CGC CCA GTC GTA CGC 

G P H F V P P R P P L T I R P "v" ~v" _ R~ 
VPISSRLAPRLPFAQSYA 
SPFPp ASPPAYHSP S RTP 

NG GGPGAARVLLVTGTDM 
TGAARGQRGFWSCPVRTW 

lerrgarggsgparyghg 

GTC AAG GGC GGC GGG CCG GGA CGG CGG GCT TGG TCC TCG TGC CAT GGG CAC AGG 
58275 58284 58293 58302 58311 58320 

CAG TTC CCG CCG CCC GGC CCT GCC GCC CGA ACC AGG AGC ACG GTA CCC GTG TCC 

QFPPPGPAARTRSTVPVS 
SSRRPALPPEPGARYPCP 

vpaarpcrpnqehgtrvh 

GGG GPGWCGCPDGSCGWP 

ve agrvgvaaltgpaagl 

YRRGGS GLLRLPGR L L GL 

TAT GGA GGC GGG GGG CCT GGG GTT GTC GGC GTT CCC AGG GGC CTC GTC GGG GTT 
58329 58338 58347 58356 58365 58374 

ATA CCT CCG CCC CCC GGA CCC CAA CAG CCG CAA GGG TCC CCG GAG CAG CCC CAA 

IPPp PGPQQPQGSPEQP Q 
YLRPp DPNSRKGPRSSPK 
TSAp RTPTAARVPGAAPR 

CF ACPWYGGGDGYGCPAG 
ASRAPGTGAVTAMGARRV 
PLVRLALVRWRRWVRVAC 

CCC GTC TTG CGC GTC CCG GTC ATG GGC GGT GGC AGC GGT ATG GGC GTG CCG CGT 
58383 58392 58401 58410 58419 58428 

GGG CAG AAC GCG CAG GGC CAG TAC CCG CCA CCG TCG CCA TAC CCG CAC GGC GCA 

GQNAQGQYPPPSPYPHGA _ 
GRTRRASTRHRRHTRTAH 
AERAGPVPATVAIPARRT 

PAGp GYAYWWG*PEWLG* 
RPGPVTRTGGGRRSGCGR 
_ G _ PGR SRVRVVVGVAGVAG 

GGG CCC CGG GGC CCT GGC ATG CGC ATG GTG GTG GGG ATG CCG AGG GTG TCG GGG 
58437 58446 58455 58464 58473 58482 

CCC GGG GCC CCG GGA CCG TAC GCG TAC CAC CAC CCC TAC GGC TCC CAC AGC CCC 
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G A P G F • Y A 
PGPRDRTR 
RGPGTVRV 

PRGAGTLP 



Q P L 



R T R p 



RGGRVR*RRR W RRGPGRC 
VAAGCGDVADGDAGQDEA 

ATG CCG GCG GGG CGT GGG CAG TTG CCG CAG CGG TAG CCG CGG GAC CAG GAG CCG 
58491 58500 58509 58518 58527 58536 

TAC GGC CGC CCC GCA CCC GTC AAC GGC GTC GCC ATC GGC GCC CTG GTC CTC GGC 

YGRPAPVNGVAI G A L V L _ G _ 
TAA PHPSTASPSAPWSSA 
RPPRTRQRRRHRRp GPRH 

R Q KR GATPSTSPSIASAC 
GRSE APRLAPAPVSRAPA 
^_^__ AK Q R GYPQHQSQDRQ R 

TAG GAG ACG AAA GAC GGC CGG CAT CCC GAC CAC GAC CCT GAC TAG CGC GAC CGC 
58545 58554 58563 58572 58581 "* 58590 

ATC CTC TGC TTT CTG CCG GCC GTA GGG CTG GTG CTG GGA CTG ATC GCG CTG GCG 

ILCFLPAVGLVLGLIAL A _ 
SSA FCRP*GWCWD* S RWR 
PLLS AGRRAGAGTDRAGA 

ILFRPSRPLPMAIAPET S 
S * SAp RALCPCPSLRNPA 
L DL LPALSALAHRYGTRH 

GTC TAG TTC TTC GCC CCG CTC GCT CCG TTC CCG TAC CGC TAT CGG CCA AGC CAC 
58599 58608 58617 58626 58635 58644 

CAG ATC AAG AAG CGG GGC GAG CGA GGC AAG GGC ATG GCG ATA GCC GGT TCG GTG 

QIKKRGERGKGMAIAGSV 
RSR SGASEARAWR*p V RC 
D Q EA G R ARQGHGDSRFGA 

E Q T PSTRHVTDSDVPKVE 
RRRRVRGTSPTATWPS * R 
E __ G _ AD SEDQPR H RQGRAEG 

GAG AGG ACG CAG CCT GAG CAG GAC ACC TGC CAC AGC GAC AGG TGC CCG AAG TGG 
58653 58662 58671 58680 58689 58698 

CTC TCC TGC GTC GGA CTC GTC CTG TGG ACG GTG TCG CTG TCC ACG GGC TTC ACC 

LSCV GLVLWTVSL S T GF __ t~ 
SPA SDSSCGRCRCPRASP 
LLRRTRPVDGVAVHGLHL 

STT SPKLSAALPSPVG*A 
RRRRRS *PRRSRRPCGRR 
_ G _V_ D JDVAELVGRAALAGGV 

AGG CTG CAG CAG CTG CCG AAG TTC CTG CGG CGC TCG CCG CTC CCG TGG GGG ATG 
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58707 587T6 58725 58734 58743 ' 58752 

TCC GAC GTC GTC GAC GGC TTC AAG GAC GCC GCG AGC GGC GAG GGC ACC CCC TAC 



S D V V 
P T S S 



G E G 
A 



RRRRRLQGRRERRQjjPLR 

RALp SQKSEAVSVR S PAA 
GR WPRSSRSPSRCGPP RP 

GEGLAVAEVRRGVGQLAR 

CGG GAG CGG TTC CCG CTG ACG AAG CTG AGC CGC TGG CTG TGG GAC CTC CCG CGC 
58761 58770 58779 58788 58797 58806 

GCC CTC GCC AAG GGC GAC TGC TTC GAC TCG GCG ACC GAC ACC CTG GAG GGC GCG 

ALAKGD CFDSATD T L E G _ _ A _ 
PSPR ATASTRRPTPWRAR 
PRQGRLLRLGDRHPGGRG 



STS S TGQEAACSPSTNA 
R „ R „ R „ P _ R _ P A R S R R A R R R p T R 

E 



GVVHVLHGAGGRVVALH 



CGG ATG CTG CAC CTG CTC CAC GGG ACG AGG CGG CGC GTG CTG CCG CTC CAC AAG 
58815 58824 58833 58842 58851 ~ 58860 

GCC TAC GAC GTG GAC GAG GTG CCC TGC TCC GCC GCG CAC GAC GGC GAG GTG TTC 

AYDV °E VPCSAAHD GE~v"~F~ 
PTTWTRCPAPPRTTARCS 
LRRGRGALLRRARRRGVR 

TTVRGPPAKGPSSSSVRV 
PR*GGRRRRGPRR RV *GS 
RDDGEGAAGERAVVFEGP 

CGC CAG CAG TGG GAG GGG CCG CCG CGG AAG GGC CCG CTG CTG CTT GAG TGG GCC 
58869 58878 58887 58896 58905 58914 

GCG GTC GTC ACC CTC CCC GGC GGC GCC TTC CCG GGC GAC GAC GAA CTC ACC CGG 

A V V T ^ P G G A F P G D D E iT _ t" 'r~ 

RSSR SPAAPSRATTNSPG 
GRHPPRR RLPGRRRTHpD 

ASSL H*ASEAAVGHVGPG 
RRp CTNRARRR*AMSVQA 
G _G__LVLTVREGGSRWP C RP 

TGG CGG CTC CTG TTC ACA ATG CGC GAG AGG CGG CGA TGC GGT ACC TGT GGA CCC 
58923 58932 58941 58950 58959 58968 

ACC GCC GAG GAC AAG TGT TAC GCG CTC TCC GCC GCT ACG CCA TGG ACA CCT GGG 

TAED KCYALSAATPWT _ P~~G~ 
PPRTSVTRSPPLRHGHLG 
RR GQVLRALRRYAMD TWA 

YR ^VVRVDVVEDRGALAPA 
T GSSAST**KMGVR WLQR 
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GGC ATG GCC TGC TGC GCC 
58977 58986 
CCG TAC CGG ACG ACG CGG 



TGC AGA TGA TGA AGT AGG 
58995 59004 
ACG TCT ACT ACT TCA TCC 



GCT GGG CGG TCT CGA CCG 
59013 59022 
CGA CCC GCC AGA GCT GGC 



PYRTTRTSTTSSRPARAG 
RTGRRGRLLLHPDPPELA 
VPDDADVYYFIPTRQSWR 

EAVALDGAQEAGRLVVAL 
KPSRSIVQRNPAVCSSPL 
SRRGRS *RGTRRWAPRRC 



CGA AGC CGC TGG CGC TCT AGT GGA CGG ACA AGC CGC GGT GCG TCC TGC TGC CGT 
59031 59040 59049 59058 59067 59076 

GCT TCG GCG ACC GCG AGA TCA CCT GCC TGT TCG GCG CCA CGC AGG ACG ACG GCA 




TCG ACT GGC CGA GTG ACG CGT CGC TGG GCT GCT GTG AGC TGC GGC TGG TCC AGC 
59085 59094 59103 59112 59121 59130 

AGC TGA CCG GCT CAC TGC GCA GCG ACC CGA CGA CAC TCG ACG CCG ACC AGG TCG 




GGA AGG AGA GGC GCT GGT TGC GGC AGC TGT GGC GCG ACA TGC TCC TCG GCC TCC 
59139 59148 59157 59166 59175 59184 

CCT TCC TCT CCG CGA CCA ACG CCG TCG ACA CCG CGC TGT ACG AGG AGC CGG AGG 



PSSPRPTPSTPRCTRSRR 
LPLRDQRRRHRAVRGAGG 
FLSATNAVDTALYEEPEE 




TTA TGC GCC TCC TGC TGG ACC GGC GCT TGT TCC GGA CCC GCT TCC TGC AGG TGC 
59193 59202 59211 59220 59229 59238 

AAT ACG CGG AGG ACG ACC TGG CCG CGA ACA AGG CCT GGG CGA AGG ACG TCC ACG 



NTRRTTWPRTRPGRRTST 
IR -GGRP GREQGL GE GR PR 
YAEDDL AANKAWAKDVHA 
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i faPSCI SPQASVAPR LAG 
RARRASRPSRPCLQQFPA 

GGC ACG AGC CGC TCG TCT AGC TCC CGA CGC GCC TGT GTC GAC CGG CTT CCC GCG 
59247 59256 59265 59274 59283 59292 

CCG TGC TCG GCG AGC AGA TCG AGG GCT GCG CGG ACA CAG CTG GCC GAA GGG CGC 

PCSASRSRAARTQLAE~G~ _ R~ 
RARRADRGLRGHSWPKGA 
VLG EQIEGCADTAGRR A p 

RAp RRDPRPSPPRGSPSP 
GLR DGIQDLLHLVGPLVP 
ASGT ASRTSSISSARFSQ 

GCG GCT CGG CCA GCG GCT AGA CCA GCT CCT CTA CCT CCT GCG GGC CTT CCT GAC 
59301 59310 59319 59328 59337 59346 

CGC CGA GCC GGT CGC CGA TCT GGT CGA GGA GAT GGA GGA CGC CCG GAA GGA CTG 



CCG CTT CCG CCG CCG CCG GTG CTT GCG CCT GTG CAT GAT GTG CAT GAT GCT GTC 
59355 59364 59373 59382 59391 59400 

GGC GAA GGC GGC GGC GGC CAC GAA CGC GGA CAC GTA CTA CAC GTA CTA CGA CAG 

GEG GGGHERGHVLHVLR~Q~ 
AKAAAATNADTYYTYYD S 
RRRRRPRTRTRTTRTTTA 

IRT RRRGRSR*RACPEPG 
SVL VDVAGRGDGRALSQA 
P Y SY T S P GAVTVAR L AR P 

GCC TAT GCT CAT GCA GCT GCC GGG GCG CTG GCA GTG GCG CGC GTT CCG AGA CCC 
59409 59418 59427 59436 59445 59454 

CGG ATA CGA GTA CGT CGA CGG CCC CGC GAC CGT CAC CGC GCG CAA GGC TCT GGG 
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GGA CCT GTG GTG GCA CGG CAG CAT GCT CCT CCT GGG GCC GTG GCC GCT GTC GCC 
59463 59472 59481 59490 59499 59508 

CCT GGA CAG- CAC CGT GCC GTC GTA CGA GGA GGA CCC CGG CAC CGG CGA CAG CGG 
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R 



R C R R R 
A A A A A 
P P L P P 



S R 
H A 



CTC GCT CCC GCC GTC GCC GCC GCC GGA GTT ACA CAC TCG CCT CCA CAC TCG CGC 
59517 59526 59535 59544 59553 59 56 2 

GAG CGA GGG CGG CAG CGG CGG CGG CCT CAA TGT GTG AGC GGA GGT GTG AGC GCG 

ERGRQRRR P QCVSGGVS~A~ 
SEGGSGGGLNV*AEV*AR 
ARAAAAAAS MCERRCERG 

IAp LFHRRLARRVCLDDC 
* LPS FTGAYLGGCACTMV 
SYRPSLAQTFGEARVL * * 

CGA TAT CGC CCC TCT TTC ACG GAC GCA TTT CGG GAG GCG TGC GTG TTC AGT AGT 
59571 59580 59589 59598 59607 59616 

GCT ATA GCG GGG AGA AAG TGC CTG CGT AAA GCC CTC CGC ACG CAC AAG TCA TCA 

A I AGRKCLRKALRTHKS S 
L *RGESACVKPSARTSHH 
YSG EKVPA*SPPHAQVIT 

RT IRQGKSARSLGPNGPQ 
DLSERAKAQVPCGLTALS 
MSHN EPRQKCPVVWPQWA 

GTA GCT CAC TAA GAG ACC GGA AAC GAA CGT GCC CTG TTG GGT CCC AAC GGT CCG 
59625 59634 59643 59652 59661 " 596 70 

CAT CGA GTG ATT CTC TGG CCT TTG CTT GCA CGG GAC AAC CCA GGG TTG CCA GGC 

HRVI lwpllardnpgl"p~"g~ 

IE *FSGLCLHGTTQGCQA 
SSDSLAFACTGQPRVARL 

QQRYL S I PA AL 3KRHAAP 
NSD TCASPLPWHSETLLR 
TA TQVLQHSRGTVKPSCG 

ACA ACG ACA GAC ATG TTC GAC TAC CCT CGC CGG TCA CTG AAA GCC ACT CGT CGG 
59679 59688 59697 59706 59715 59724 

TGT TGC TGT CTG TAC AAG CTG ATG GGA GCG GCC AGT GAC TTT CGG TGA GCA GCC 

C C C L Y K L M G A A S D F R ~ A _ ~ A _ 

VAV CTS*WERPVTFGEQP 
LLS VQADGSGQ*LSVSSR 

TGARRPHDGCSSR* RNVA 
HVQADRTIEALLDDVT*Q 
TYRRTAPSRRLFI TLPES 

CCA CAT GGA CGC GCA GCG CCC ACT AGA GGC GTT CTT CTA GCA GTT GCC AAG TGA 
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59733 5974-2 " 5975T 59760 59769 59778 

GGT GTA CCT GCG CGT CGC GGG TGA TCT CCG CAA GAA GAT CGT CAA CGG TTC ACT 



GVPARRG* SPQEDRQRFT 
VYLRVAGDLRKKIVNGSL 
CTCASRVI'SARRSSTVHC 

VACGGGTGPWSG 
WRVGAERGLGPD 
GGCVRRGDWALI 



CGG TGG CGT GTG GGC GGA GGG CAG GGT CCG GTC CTA GG 5' 

59787 59796 59805 59814 

GCC ACC GCA CAC CCG CCT CCC GTC CCA GGC CAG GAT CC 3" 



ATAHPP PVPGQD 
PPHTRLPSQARI 
HRTPASRPRPGS 



P 
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